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Background: E2F transcription factor 3 (E2F3) is oncogenic and dysregulated in various

malignancies. Complex networks involving microRNAs (miRNAs) and E2F3 regulate

tumorigenesis and progression. However, the potential roles of E2F3 and its target

miRNAs in nasopharyngeal carcinoma (NPC) are rarely reported.

Methods: E2F3 expression was detected in human NPC tissues and cell lines through

quantitative real-time PCR. NPC cell proliferation, migration, and invasion were evaluated

in vitro by colony forming, cell counting kit-8, wound healing, and Transwell invasion

assays. Publicly available database software was used to explore the target miRNAs of

E2F3. Dual-luciferase reporter assay was performed to identify the direct relationship. The

function of miRNAs in vivo was investigated by using a tumor xenograft model.

Results: E2F3 was upregulated in NPC cell lines and tissues, and its exotic expression

promoted NPC cell invasion and migration. E2F3 was identified as a target of miR-432,

which restrained NPC cell invasion and migration in vitro and in vivo. Further experiments

revealed that miR-432 repressed the invasion and migration potential of NPC cells by

modulating E2F3 expression.

Conclusion: miRNA-432 suppressed the malignant biological behavior of NPC cells by

targeting E2F3. This study provided further insights into NPC prognosis and treatment.
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Introduction
Nasopharyngeal carcinoma (NPC) originates from nasopharyngeal epithelial cells

and is an endemic malignancy with a distinct geographical distribution.1 NPC is

most prevalent in Southern China, where its annual incidence has been increasing.2

Advances in intensity-modulated radiation and comprehensive chemotherapy stra-

tegies have greatly improved the locoregional control for most NPCs. However,

tumor recurrence and distant metastasis remain massive problems for patient

survival.3,4 Therefore, underlying molecular mechanisms should be determined,

and effective therapeutic targets should be applied in individualized NPC treatment.

E2F transcription factor 3 (E2F3), a member of the E2F transcription factor family, is

overexpressed in lung, ovarian, bladder, gastric, and prostate cancers.5–8 The E2F family

has distinct roles in the control of cell proliferation, apoptosis, and differentiation.9–11

miRNAs and E2F3 form an intricate network, and its dysregulation contributes to

oncogenesis.12 Nevertheless, the expression of E2F3 in NPC remains unclear.

MicroRNAs (miRNAs) are a subgroup of small noncoding RNAs that are dysregu-

lated in various cancers, such as breast,13 lung,14 liver,15 esophageal,16 and colon

cancers.17 MiRNAs regulate gene expression at the posttranscriptional level by pairing
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with the 3′-UTRs of their target mRNAs.18 MiRNAs play

important roles in cell proliferation, differentiation, and

migration19,20 and also function as oncogenes and tumor sup-

pressors in NPC progression and therapeutic response.21–23

In this study, we found that E2F3 was expressed in

NPC cell lines and tissues and functioned as a target of

miR-432, which restrained NPC cell invasion and migra-

tion in vitro and in vivo. Our results present insights into

the network between miR-432 and E2F3 in NPC develop-

ment and progression and thus provide new therapeutic

targets against NPC.

Materials and Methods
Cell Culture and Clinical Specimens
Five human NPC cell lines (CNE-1, CNE-2, 5-8F, 6-10B,

and SUNE-1) were obtained from Jiangsu Cancer Hospital

(Nanjing, China) and cultured in RPMI 1640 medium

(Corning, Manassas, VA, USA) containing 5% fetal bovine

serum (Gibco, Grand Island, USA). An immortalized naso-

pharyngeal epithelial cell line (NP69) was maintained in

keratinocyte/serum-free medium supplemented with growth

factors (Gibco, Grand Island, NY, USA). All cells were

incubated in the presence of 5% CO2 at 37 °C. All the cell

lines was approved by the Institutional Ethical Review Board

of Jiangsu Cancer Hospital. All tissue samples (66 frozen

NPC tissues and eight normal nasopharyngeal epithelium

tissues) originated from Jiangsu Cancer Hospital (Nanjing,

China) and confirmed by pathologists. Research protocols

were approved by the Institutional Ethical Review Board of

Jiangsu Cancer, and each patient provided written informed

consent. miR-432 expression profiles were also evaluated in

NPC samples obtained from the Gene Expression Omnibus

(GEO) (http://www.ncbi.nlm.nih.gov/geo).

RNA Extraction and Quantitative

Real-Time PCR Assays
Total RNAwas isolated by TRIzol reagent in accordance with

the manufacturer’s instructions (Invitrogen, Carlsbad, CA).

Real-time PCR reactions were performed using SYBR

Green PCR master mix on an ABI7300 real-time PCR

machine (Applied Bio-systems). The sequences of the specific

primers synthesized by Guangzhou RiboBio (Guangzhou,

China) were as follows: E2F3, 5′-TGACCCAAT GGTAGG

CACAT-3′ and 5′-CATCTAGGACCACACCGACA-3′; U6,

5′-CTCGCTTCGGCAGCA-CA-3′ and 5′-AACGCTTCACG

AATTTGCGT-3′; β-actin, 5′-GGACTTCGAGCAAGAGAT
GG-3′ and 5′-AGACTGTGTTGGCGTACAG-3′. U6 and

β-actin were used as the normalized controls for miR-432

and E2F3, respectively.

Cell Transfection
MiRNA-432 and negative control (NC) mimics were pur-

chased from RiboBio (Guangzhou, China). Si E2F3 and Si

NC were synthesized by RiboBio (Guangzhou, China). CNE-

2 and 5-8F cells were cultured in six-well plates after transfec-

tion. Lipofectamine 2000 (Invitrogen, Carlsbad, CA) was used

following the manufacturer’s instructions. The cells were col-

lected at 48 h after transfection for further investigation.

Colony Forming Assay
CNE-2 and 5-8F cells were seeded in six-well plates (1 ×

103 cells/well) after transfection and then cultured for 10

days to measure their colony-forming activity. The colo-

nies were fixed with paraformaldehyde and stained with

0.1% crystal violet. The number of colonies was then

calculated under inverted microscopy. All steps were per-

formed with three independent replications.

Cell Counting Kit 8 Assay
Cell proliferation was determined through the CCK-8

assay every 24 h. After transfection, 3 × 103 cells/well

were seeded in 96-well plates and incubated at 37 °C for 1,

2, 3, or 4 days prior to the addition of cell counting kit 8

(CCK8) solution to each well. The optical density of each

well was detected at 450 nm. This experiment was per-

formed three times, and the results were all averaged.

Wound-Healing Assay
Wound-healing assay was performed to examine the

migration capacity of NPC cells. Transfected CNE-2 and

5-8F cells were cultured in six-well plates and serum

starved for 24 h. A wound was created directly by using

a 200 µL pipette tube. Cell migration was monitored under

an optical microscope at 0 and 24 h. This experiment was

repeated three times.

Transwell Invasion Assay
Transwell chambers (Corning, NY, USA) covered with

Matrigel (BD Biosciences) were employed to determine

cell invasion ability. The transfected cells (CNE-2 and

5-8F) were cultured for 48 h and then collected. The cells

(2 × 104 cells/well) were resuspended in 200 µL of serum-

free medium and positioned in the upper chamber. The

bottom chamber was covered with 500 µL of RPMI-1640

and 20% FBS. After 36 h of hatching, the membranes were
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fixed and stained by using 4% paraformaldehyde and crystal

violet, respectively. The invaded cells were then counted

under a light microscope. All experiments included three

independent replications.

Luciferase Reporter Assay
The E2F3 wild-type (Wt) and mutant (Mut) 3′-UTR were

constructed and cloned into a pcDNA3.1 luciferase repor-

ter vector. The NPC cells were cotransfected with E2F3

Wt or Mut 3′-UTR vector and miR-432 mimic or NC

mimic by using Lipofectamine 2000 reagent (Invitrogen).

Luciferase activities were measured using the dual lucifer-

ase reporter assay system (Promega) in accordance with

the manufacturer’s protocol. Each experiment was per-

formed in triplicate.

Tumor Xenograft Model
Six-week-old athymic male BALB/c nudemice were acquired

from Nanjing University (Nanjing, China), and 2 × 106 5-8F

cells in 20 μL of cell suspension were injected into their

footpad. The volume of the xenograft was measured and

recorded every 3–4 days. When the tumor volume reached

60mm3, 5 nmolmiR-432mimic ormiR-Ctrl in 20μLof saline

buffer was subcutaneously injected into the tumor mass in the

plantar twice a week. At 6 weeks post injection, all mice were

euthanized and dissected. All mice were euthanized and dis-

sected. The mice with popliteal lymph node metastasis were

counted and confirmed with GFP. All animal studies were

conducted in accordance with National Institutes of Health

animal use guidelines and all animal protocols were approved

by Nanjing Medical University Animal Care Committee.

Figure 1 E2F3 was upregulated in NPC cell lines and tissue samples. (A and B) E2F3 expression profiles in NPC cells and normal nasopharyngeal epithelial samples by GEO

datasets GSE 12452 and GSE 53819. (C) Relative E2F3 expression in NPC tissues (n = 66) compared with that in normal tissues (n = 8). (D) E2F3 expression was detected

through immunohistochemistry analysis. (E) Relationship between E2F3 expression and the clinical T stage of NPC. (F) Relationship between E2F3 expression and the lymph

node metastasis of NPC. **P < 0.01.
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Western Blot Analysis
Transfected NPC cells were harvested and prepared in

modified RIPA buffer and PMSF (Beyotime, Shanghai,

China). A BCA protein assay kit was used to evaluate

protein concentrations. Protein (15 mg) from each sample

was separated using 10% SDS-PAGE gels and then trans-

ferred onto a nitrocellulose membrane. The membranes

were incubated with specific antibodies, namely, anti-E2F3

(1:1000; Cell Signaling Technology, USA) and anti-β-actin
(1:2000; Cell Signaling Technology, USA). β-actin was

used as the loading control. Immunoreactive bands were

visualized with ECL detection reagent (Millipore, Billerica,

MA, USA).

Statistical Analysis
All statistical analyses were conducted with SPSS 20.0.

Student’s t-test was performed to determine the signifi-

cance of mean values between two groups. One-way

ANOVA was used to test the difference among multiple

groups. Enumeration data were compared using the χ2 test

or Fisher’s exact test. The Pearson correlation coefficient

was used to evaluate the correlation of expression. The

results were expressed as mean ± standard deviation from

at least three independent experiments. P values < 0.05

were considered significant (*P < 0.05, **P < 0.01).

Results
E2F3 Was Upregulated in NPC Cell Lines

and Tissues
The relative E2F3 expression in NPC cell lines and tissues

was detected to explore the correlation between NPC tumor-

igenesis and E2F3 expression. Data from GEO database

confirmed that E2F3 showed higher expression in the NPC

tissues than in normal nasopharyngeal samples (GSE12452,

GSE53819; Figure 1A and B). Moreover, our results showed

that E2F3 was significantly overexpressed in NPC tissues

(n = 66) than in normal nasopharyngeal epithelial tissues

(n = 8, Figure 1C). The high expression of E2F3 was also

positively correlated with lymph node metastasis in patients

with NPC (Figure 1D−F). Further analysis indicated that

E2F3 overexpression was positively associated with lymph

node metastasis but was not significantly associated with

gender, age, TNM stage, and tumor size (Table 1). E2F3

expression in the NPC cell lines was also upregulated relative

to that in NP69, the immortalized nasopharyngeal epithelial

cell line (Figure 2A). These results indicated that E2F3 may

be positively related with NPC tumorigenesis.

E2F3 Promoted NPC Cell Invasion and

Migration in vitro
As shown in Figure 2A, CNE-2 and 5-8F were chosen as two

representative NPC cell lines to determine the effect of E2F3

in NPC tumorigenesis. Both cells were treated with si-E2F3

or si-NC. E2F3 knockdown in the cells was detected through

quantitative real-time PCR (qRT-PCR) and Western blot

analysis (Figure 2B). As shown in Figure 2C and D, the

proliferation and colony formation ability of the two NPC

cell lines with E2F3 silencing was nonsignificantly changed

compared with those of the control groups. However, wound-

healing assay and Transwell invasion assay showed that

E2F3 knockdown suppressed NPC cell invasion and migra-

tion in vitro (Figure 2E and F). These findings suggested that

E2F3 played pro-oncogenic roles in NPC cell lines.

MiR-432 Suppressed E2F3 Expression by

Directly Binding to the 3′-UTR
miR-432 was identified as a potential target for E2F3 by

utilizing two publically available database software

(TargetScan and miRanda) to explore the possible mole-

cular mechanism through which E2F3 exerts its biologi-

cal function. qRT-PCR was conducted to detect the

expression of miR-432 in NPC cells (Figure 3A). The

upregulation of miR-432 inhibited E2F3 expression on

the protein and mRNA levels (Figure 3B and D), while

Table 1 Correlation Between E2F3 Expression and Clinical

Characteristics of NPC Patients

Characteristics No of

Patients

(n=66)

E2F3

High

Group

E2F3

Low

Group

P-value

Gender

Male 47 24 23 0.786

Female 19 9 10

Age

<50 34 19 15 0.325

≤50 32 14 18

TNM stage

Ⅰ–Ⅱ 6 5 1 0.197

Ⅲ–Ⅳ 60 28 32

T classification

T1–T2 21 12 9 0.428

T3–T4 45 21 24

N classification

N0–N1 24 8 16 0.041

N2–N3 42 25 17
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downregulation of miR-432 increased E2F3 expression

(Figure 3C and E). Luciferase reporter vectors contain-

ing the Wt or Mut E2F3 3′-UTR sequences were also

constructed. As shown in Figure 3F and G, cotransfec-

tion with the miR-432 mimic significantly decreased the

luciferase activity of the cells transfected with Wt E2F3

3′-UTR. By contrast, inhibition was negative in the cells

cotransfected with the Mt E2F3 3′-UTR. These findings

revealed that E2F3 was a direct target of miR-432 in the

NPC cells.

MiR-432 Inhibited NPC Cell Invasion and

Migration in vitro and vivo
The effects of miR-432 on cell migration and invasion

were evaluated through the wound-healing assay and the

Transwell migration and invasion assay. The exotic

expression of miR-432 prominently suppressed NPC cell

invasion and migration (Figure 4A and B). To further

investigate our data in vivo, we established a model of

spontaneous lymph node metastasis. The 5-8F cells trans-

fected with the miR-432 overexpression vector (miR-432

Agomir) or control vector (NC Agomir) were injected into

the footpad of each mouse twice a week. After 6 weeks of

tumor formation, the mice were sacrificed, and popliteal

lymph node metastasis was observed after necropsy.

Microscopic observation showed that metastatic popliteal

lymph nodes were significantly fewer in the miR-432

Agomir group than in the control group (Figure 4C).

These data suggested that miR-432 suppressed tumor

metastasis in NPC in vitro and vivo.

MiR-432 Repressed the Invasion and

Migration of NPC Cells by Modulating

E2F3
CNE2 and 5-8F cells were cotransfected with either the miR-

432 inhibitor or the negative control (NC inhibitor) and either

Figure 2 E2F3 promoted NPC cell invasion and migration in vitro. (A) Relative E2F3 expression in NP69 and five NPC cell lines analyzed by qRT-PCR. (B) qRT-PCR and

Western blot analysis were performed to detect the efficiency of si-E2F3. (C and D) CCK8 and colony-forming assays were used to detect cell proliferation. (E) Migration of

NPC cells was measured by wound-healing assay. (F) Transwell invasion assay was performed to investigate the invasive capacities of NPC cells. Data are presented as mean

± SD.**P < 0.01 compared with the control; ns, not significant.
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si-E2F3 or si-NC to further determine whether miR-432

could regulate the biological function of NPC cells by mod-

ulating E2F3. The downregulation of miR-432 abrogated the

suppressive effects on the migration and invasion of NPC

cells caused by E2F3 knockdown (Figure 5A and B). These

findings confirmed that miR-432 mediated NPC tumorigen-

esis by inhibiting E2F3.

Discussion
MiRNAs are important regulators in NPC. MiR-203 is a vital

determinant of NPC radioresponse, and its degression

enhances the radioresistance of NPC cells by targeting IL-8/

AKT signaling.24 MiRNA-34a inhibits the TGF-β-induced

invasion, migration, and EMTof NPC cells by directly target-

ing SMAD4.25 MiR-10b promotes the migration and invasion

of NPC cells, whereas miR-141, miR-145, and miRNA-148a

exert tumor suppressive effects in NPC.26–29 Moreover, miR-

432 is dysregulated in the bladder, liver, cervical, and prostate

cancers.30–33 In the present work, miR-432 was found to

restrain NPC cell invasion and migration in vitro and in vivo.

E2F3 is located in chromosome 6, NC_000006.12 and

has two distinct isoforms, namely, E2F3a and E2F3b.34

The E2F family acts as a crucial regulator in the control of

cell proliferation, apoptosis, and differentiation. E2F3 is

Figure 3 E2F3 acted as a target for miR-432. (A) Expression of miR-432 in NPC cells transfected. (B and C) E2F3 expression in NPC cells transfected with miR-432 mimic or

inhibitor was detected through qRT-PCR. (D and E) E2F3 expression in transfected NPC cells was determined usingWestern blot analysis. (F) miR-432 directly bound to the 3′-
UTR of E2F3. (G) Luciferase reporter assays showed that miR-432 significantly reduced the luciferase activity of the WT E2F3. **P< 0.01 compared with the control
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Figure 4 MiR-432 repressed the invasion and migration of NPC cells in vitro and in vivo. (A and B) Wound-healing assay and Transwell invasion assay were performed to evaluate

the invasion and migration abilities of NPC cells. (C) 5-8F cells transfected with miR-432 Agomir or NC Argomir were subcutaneously injected into the plantar of each mouse (n

= 5), and metastatic popliteal lymph nodes were assessed under a fluoroscope. Data are presented as mean ± SD; **P < 0.01 compared with the control.

Dovepress Wang et al

OncoTargets and Therapy 2019:12 submit your manuscript | www.dovepress.com

DovePress
11277

Powered by TCPDF (www.tcpdf.org)

http://www.dovepress.com
http://www.dovepress.com


oncogenic in tumorigenesis. Alterations in the functions

and transcriptional activity of E2F3 have been reported in

various human malignancies. Trikha et al35 revealed that

E2F3 is a key transcription factor in tumor-associated

macrophages and influences the tumor microenvironment

and tumor cell metastasis. Oeggerli et al36 also found that

E2F3 is frequently amplified in invasively growing blad-

der cancer. E2F3 expression appears to activate cell pro-

liferation in a subset of bladder tumors. However,

information on the role of E2F3 in NPC progression is

lacking. The present results showed that E2F3 was upre-

gulated in NPC tumor tissues and cell lines, and this

phenomenon was verified by analyzing GEO datasets.

The exotic expression of E2F3 promoted NPC cell inva-

sion and migration in vitro.

A single miRNA can regulate several target mRNAs,

whereas multiple miRNAs target individual mRNAs.

Regulatory feedback loops, such as ZEB/miR-200, Notch/

miR-326, and p53/miR-200, are cases in point.37–39 E2F1,

a member of the E2F transcription factor family, binds to the

miR-223 promoter in AMLblast cells and represses miR-223

transcription.40 Thus, we hypothesized that E2F3 may work

similarly. Further work identified miR-432 as a potential

target of E2F3 by using two publically available database

software (TargetScan and miRanda). We performed the luci-

ferase reporter assay to identify the direct relationship

between E2F3 and miR-432. The upregulation of miR-432

inhibited E2F3 expression on the protein and mRNA levels.

Meanwhile, the effects of E2F3 on NPC tumorigenesis were

dependent on miR-432 because the downregulation of miR-

432 abrogated the suppressive effects on the migration and

invasion of NPC cells caused by E2F3 knockdown. Further

exploration is needed to determine the alterations of certain

signal molecules and signal pathways. Therefore, miR-432

suppressed E2F3 expression by directly binding to the 3′-

UTR of E2F3, and the specific combination could alleviate

the cancer-promoting roles of E2F3 in NPC progression.

The relationship between miR-432 and E2F3 has been

reported in lung adenocarcinoma and breast cancer.41,42

However, their functions in tumor metastasis in NPC

have rarely been reported. In this study, we first identified

that E2F3 was upregulated in NPC tissues and cells. This

finding was consistent with previous results. However, we

found that the biological functions of E2F3 were different

from those previously reported. Our experiments showed

that E2F3 knockdown significantly reduced cell invasion

and migration but did not exert obvious effects on cell

proliferation. These results implied that E2F3 might per-

form different functions in different cancers. Second, we

are the first to prove that E2F3 is the target of miR-432 in

NPC cells. Further data revealed that miR-432 repressed

the invasion and migration potential of NPC cells by

modulating E2F3.

Conclusion
E2F3 was frequently upregulated and functioned as

a tumor promoter in NPC. MiR-432 could repress the

invasion and migration of NPC cells by directly binding

Figure 5 MiR-432 repressed the invasion and migration of NPC cells by repressing the expression of E2F3. (A) Wound-healing assay was conducted to analyze the effect of E2F3

and miR-432 on cell migration. (B) Transwell invasion assay was performed to measure the effect of E2F3 and miR-432 on cell invasion. **P < 0.01 compared with the control.
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to the 3′-UTR of E2F3. The present exploration of the

regulatory relationship between E2F3 and miR-432 may

provide new insights in NPC treatment and prognosis.

Disclosure
The authors report no conflicts of interest in this work.

References
1. Bruce JP, Yip K, Bratman SV, et al. Nasopharyngeal cancer: mole-

cular landscape. J Clin Oncol off J Am Soc Clin Oncol. 2015;33
(29):3346–3355. doi:10.1200/JCO.2015.60.7846

2. Ma BBY, Hui EP, Chan ATC. Investigational drugs for nasopharyn-
geal carcinoma. Expert Opin Investig Drugs. 2017;26(6):677–685.
doi:10.1080/13543784.2017.1324568

3. Leong YH, Soon YY, Lee KM, et al. Long-term outcomes after
reirradiation in nasopharyngeal carcinoma with intensity-modulated
radiotherapy: a meta-analysis. Head Neck. 2018;40(3):622–631.
doi:10.1002/hed.v40.3

4. Kim Y-S, Kim B-S, Jung S-L, et al. Radiation therapy combined with
(or without) cisplatin-based chemotherapy for patients with nasophar-
yngeal cancer: 15-years experience of a single institution in Korea.
Cancer Res Treat off J Korean Cancer Assoc. 2008;40(4):155.
doi:10.4143/crt.2008.40.4.155

5. Reimer D, Hubalek M, Kiefel H, et al. Regulation of transcription
factor E2F3a and its clinical relevance in ovarian cancer. Oncogene.
2011;30(38):4038–4049. doi:10.1038/onc.2011.119

6. Olsson AY, Feber A, Edwards S, et al. Role of E2F3 expression in
modulating cellular proliferation rate in humanbladder andprostate cancer
cells. Oncogene. 2007;26(7):1028–1037. doi:10.1038/sj.onc.1209854

7. Feng B, Wang R, Song H-Z, et al. MicroRNA-200b reverses chemoresis-
tance of docetaxel-resistant human lung adenocarcinoma cells by targeting
E2F3. Cancer. 2012;118(13):3365–3376. doi:10.1002/cncr.26560

8. Pei Y, Tang Z, Cai M, et al. The E2F3/miR-125a/DKK3 regulatory
axis promotes the development and progression of gastric cancer.
Cancer Cell Int. 2019;19:212. doi:10.1186/s12935-019-0930-y

9. DeGregori J, Johnson DG. Distinct and overlapping roles for E2F
family members in transcription, proliferation and apoptosis. Curr
Mol Med. 2006;6(7):739–748. doi:10.2174/1566524010606070739

10. Tsantoulis PK, Gorgoulis VG. Involvement of E2F transcription
factor family in cancer. Eur J Cancer. 2005;41(16):2403–2414.
doi:10.1016/j.ejca.2005.08.005

11. Chang H, Song J, Wu J, et al. E2F transcription factor 8 promotes cell
proliferation via CCND1/p21 in esophageal squamous cell carcinoma.
Onco Targets Ther. 2018;11:8165–8173. doi:10.2147/OTT

12. Gao Y, Feng B, Lu L, et al. MiRNAs and E2F3: a complex network
of reciprocal regulations in human cancers. Oncotarget. 2017;8
(36):60624–60639. doi:10.18632/oncotarget.17364

13. Kim S, Lee E, Jung J, et al. microRNA-155 positively regulates glucose
metabolism via PIK3R1-FOXO3a-cMYC axis in breast cancer.
Oncogene. 2018;37(22):2982–2991. doi:10.1038/s41388-018-0124-4

14. Zhang C,WangH, Liu X, et al. Oncogenic microRNA-411 promotes lung
carcinogenesis by directly targeting suppressor genes SPRY4 and TXNIP.
Oncogene. 2019;38(11):1892–1904. doi:10.1038/s41388-018-0534-3

15. Tran DDH, Kessler C, Niehus SE, et al. Myc target gene, long
intergenic noncoding RNA, Linc00176 in hepatocellular carci-
noma regulates cell cycle and cell survival by titrating tumor
suppressor microRNAs. Oncogene. 2018;37(1):75–85. doi:10.
1038/onc.2017.312

16. Li B, Xu WW, Han L, et al. MicroRNA-377 suppresses initiation and
progression of esophageal cancer by inhibiting CD133 and VEGF.
Oncogene. 2017;36(28):3986–4000. doi:10.1038/onc.2017.29

17. Geng L, Chaudhuri A, Talmon G, et al. MicroRNA-192 suppresses
liver metastasis of colon cancer. Oncogene. 2014;33(46):5332–5340.
doi:10.1038/onc.2013.478

18. Lee RC, Ambros V. An extensive class of small RNAs in caenorhabditis
elegans. Science. 2001;294(5543):862–864. doi:10.1126/science.1065329

19. Schmidt A, Kuppers R. Role of microRNAs in B cell leukemias and
lymphomas. Curr Mol Med. 2014;14(5):580–597. doi:10.2174/
1566524014666140603095414

20. Wang S, Claret FX, Wu W. MicroRNAs as therapeutic targets in
nasopharyngeal carcinoma. Front Oncol. 2019;9:756. doi:10.3389/
fonc.2019.00756

21. Liu N, Tang -L-L, Sun Y, et al. MiR-29c suppresses invasion and
metastasis by targeting TIAM1 in nasopharyngeal carcinoma. Cancer
Lett. 2013;329(2):181–188. doi:10.1016/j.canlet.2012.10.032

22. Huang T, Yin L,Wu J, et al. MicroRNA-19b-3p regulates nasopharyngeal
carcinoma radiosensitivity by targeting TNFAIP3/NF-kappaB axis. J Exp
Clin Cancer Res. 2016;35(1):188. doi:10.1186/s13046-016-0465-1

23. Liu N, Jiang N, Guo R, et al. MiR-451 inhibits cell growth and
invasion by targeting MIF and is associated with survival in naso-
pharyngeal carcinoma. Mol Cancer. 2013;12(1):123. doi:10.1186/
1476-4598-12-123

24. Qu J-Q, Yi H-M, Ye X, et al. MiRNA-203 reduces nasopharyngeal
carcinoma radioresistance by targeting IL8/AKT signaling. Mol
Cancer Ther. 2015;14(11):2653–2664. doi:10.1158/1535-7163.MCT-
15-0461

25. Huang G, Du M-Y, Zhu H, et al. MiRNA-34a reversed TGF-β-
induced epithelial-mesenchymal transition via suppression of
SMAD4 in NPC cells. Biomed Pharmacother. 2018;106:217–224.
doi:10.1016/j.biopha.2018.06.115

26. Sun X-J, Liu H, Zhang P, et al. miR-10b promotes migration and
invasion in nasopharyngeal carcinoma cells. Asian Pac J Cancer
Prev. 2013;14(9):5533–5537. doi:10.7314/APJCP.2013.14.9.5533

27. Liu F, Wang W, Li S, et al. MicroRNA 141 represses nasopharyngeal
carcinoma growth through inhibiting BMI1. Oncol Lett. 2018;16
(5):6479–6487. doi:10.3892/ol.2018.9444

28. Wu J, Yin L, Jiang N, et al. miR-145, a microRNA targeting ADAM17,
inhibits the invasion and migration of nasopharyngeal carcinoma cells.
Exp Cell Res. 2015;338(2):232–238. doi:10.1016/j.yexcr.2015.08.006

29. Li HP, Huang H-Y, Lai Y-R, et al. Silencing of miRNA-148a by
hypermethylation activates the integrin-mediated signaling pathway
in nasopharyngeal carcinoma. Oncotarget. 2014;5(17):7610–7624.
doi:10.18632/oncotarget.v5i17

30. Zhang YP, Liu, K.L., Wang, Y.X., et al. Down-regulated RBM5
inhibits bladder cancer cell apoptosis by initiating an miR-432-5p/
beta-catenin feedback loop. FASEB J. 2019;33:fj201900537R.

31. Jiang N, Chen W-J, Zhang J-W, et al. Downregulation of miR-432
activates Wnt/beta-catenin signaling and promotes human hepatocel-
lular carcinoma proliferation. Oncotarget. 2015;6(10):7866–7879.
doi:10.18632/oncotarget.3492

32. Das S, Bhattacharyya NP. Heat shock factor 1 regulates hsa-miR-432
expression in human cervical cancer cell line. Biochem Biophys Res
Commun. 2014;453(3):461–466. doi:10.1016/j.bbrc.2014.09.100

33. Li JB, Liu F, Zhang B-P, et al. LncRNA625 modulates prostate
cancer cells proliferation and apoptosis through regulating the Wnt/
beta-catenin pathway by targeting miR-432. Eur Rev Med Pharmacol
Sci. 2017;21(11):2586–2595.

34. DeGregori J. The genetics of the E2F family of transcription factors:
shared functions and unique roles. Biochim Biophys Acta. 2002;1602
(2):131–150. doi:10.1016/s0304-419x(02)00051-3

35. Trikha P, Sharma N, Pena C, et al. E2f3 in tumor macrophages
promotes lung metastasis. Oncogene. 2016;35(28):3636–3646.
doi:10.1038/onc.2015.429

36. Oeggerli M, Tomovska S, Schraml P, et al. E2F3 amplification and
overexpression is associated with invasive tumor growth and rapid
tumor cell proliferation in urinary bladder cancer. Oncogene. 2004;23
(33):5616–5623. doi:10.1038/sj.onc.1207749

Dovepress Wang et al

OncoTargets and Therapy 2019:12 submit your manuscript | www.dovepress.com

DovePress
11279

Powered by TCPDF (www.tcpdf.org)

https://doi.org/10.1200/JCO.2015.60.7846
https://doi.org/10.1080/13543784.2017.1324568
https://doi.org/10.1002/hed.v40.3
https://doi.org/10.4143/crt.2008.40.4.155
https://doi.org/10.1038/onc.2011.119
https://doi.org/10.1038/sj.onc.1209854
https://doi.org/10.1002/cncr.26560
https://doi.org/10.1186/s12935-019-0930-y
https://doi.org/10.2174/1566524010606070739
https://doi.org/10.1016/j.ejca.2005.08.005
https://doi.org/10.2147/OTT
https://doi.org/10.18632/oncotarget.17364
https://doi.org/10.1038/s41388-018-0124-4
https://doi.org/10.1038/s41388-018-0534-3
https://doi.org/10.1038/onc.2017.312
https://doi.org/10.1038/onc.2017.312
https://doi.org/10.1038/onc.2017.29
https://doi.org/10.1038/onc.2013.478
https://doi.org/10.1126/science.1065329
https://doi.org/10.2174/1566524014666140603095414
https://doi.org/10.2174/1566524014666140603095414
https://doi.org/10.3389/fonc.2019.00756
https://doi.org/10.3389/fonc.2019.00756
https://doi.org/10.1016/j.canlet.2012.10.032
https://doi.org/10.1186/s13046-016-0465-1
https://doi.org/10.1186/1476-4598-12-123
https://doi.org/10.1186/1476-4598-12-123
https://doi.org/10.1158/1535-7163.MCT-15-0461
https://doi.org/10.1158/1535-7163.MCT-15-0461
https://doi.org/10.1016/j.biopha.2018.06.115
https://doi.org/10.7314/APJCP.2013.14.9.5533
https://doi.org/10.3892/ol.2018.9444
https://doi.org/10.1016/j.yexcr.2015.08.006
https://doi.org/10.18632/oncotarget.v5i17
https://doi.org/10.18632/oncotarget.3492
https://doi.org/10.1016/j.bbrc.2014.09.100
https://doi.org/10.1016/s0304-419x(02)00051-3
https://doi.org/10.1038/onc.2015.429
https://doi.org/10.1038/sj.onc.1207749
http://www.dovepress.com
http://www.dovepress.com


37. Bracken CP, Gregory PA, Kolesnikoff N, et al. A double-negative
feedback loop between ZEB1-SIP1 and the microRNA-200 family
regulates epithelial-mesenchymal transition. Cancer Res. 2008;68
(19):7846–7854. doi:10.1158/0008-5472.CAN-08-1942

38. Kefas B, Comeau L, Floyd DH, et al. The neuronal microRNA miR-326
acts in a feedback loop with notch and has therapeutic potential against
brain tumors. J Neurosci. 2009;29(48):15161–15168. doi:10.1523/
JNEUROSCI.4966-09.2009

39. Jing J, Xiong S, Li Z, et al. A feedback regulatory loop involving
p53/miR-200 and growth hormone endocrine axis controls
embryo size of zebrafish. Sci Rep. 2015;5:15906. doi:10.1038/
srep15906

40. Pulikkan JA, Dengler V, Peramangalam PS, et al. Cell-cycle regulator
E2F1 and microRNA-223 comprise an autoregulatory negative feedback
loop in acute myeloid leukemia. Blood. 2010;115(9):1768–1778.
doi:10.1182/blood-2009-08-240101

41. Chen L, Kong G, Zhang C, et al. MicroRNA-432 functions as a tumor
suppressor gene through targeting E2F3 and AXL in lung
adenocarcinoma. Oncotarget. 2016;7(15):20041–20053. doi:10.18632/
oncotarget.7884

42. Liu Y, Lu C, Zhou Y, et al. Circular RNA hsa_circ_0008039 pro-
motes breast cancer cell proliferation and migration by regulating
miR-432-5p/E2F3 axis. Biochem Biophys Res Commun. 2018;502
(3):358–363. doi:10.1016/j.bbrc.2018.05.166

OncoTargets and Therapy Dovepress
Publish your work in this journal
OncoTargets and Therapy is an international, peer-reviewed, open
access journal focusing on the pathological basis of all cancers,
potential targets for therapy and treatment protocols employed to
improve the management of cancer patients. The journal also
focuses on the impact of management programs and new therapeutic

agents and protocols on patient perspectives such as quality of life,
adherence and satisfaction. The manuscript management system is
completely online and includes a very quick and fair peer-review
system, which is all easy to use. Visit http://www.dovepress.com/
testimonials.php to read real quotes from published authors.

Submit your manuscript here: https://www.dovepress.com/oncotargets-and-therapy-journal

Wang et al Dovepress

submit your manuscript | www.dovepress.com

DovePress
OncoTargets and Therapy 2019:1211280

Powered by TCPDF (www.tcpdf.org)

https://doi.org/10.1158/0008-5472.CAN-08-1942
https://doi.org/10.1523/JNEUROSCI.4966-09.2009
https://doi.org/10.1523/JNEUROSCI.4966-09.2009
https://doi.org/10.1038/srep15906
https://doi.org/10.1038/srep15906
https://doi.org/10.1182/blood-2009-08-240101
https://doi.org/10.18632/oncotarget.7884
https://doi.org/10.18632/oncotarget.7884
https://doi.org/10.1016/j.bbrc.2018.05.166
http://www.dovepress.com
http://www.dovepress.com/testimonials.php
http://www.dovepress.com/testimonials.php
http://www.dovepress.com
http://www.dovepress.com

