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Dear editor
Emerging evidence has shown that aberrant microRNA expression has the potential to be 

used for predicting survival and treatment response of carcinomas.1–3 Recently, the role 

of miR-150 was investigated in various types of cancers, but the results were inconsistent 

and inconclusive.4–7 Therefore, we read with great interest the enlightening work of Wang 

et al8 published in OncoTargets and Therapy. This study conducted a meta-analysis to 

evaluate the prognostic significance of miR-150 in various carcinomas by calculating 

the pooled hazard ratio (HR) of both overall survival (OS) and progression-free survival 

(PFS) in patients with various types of cancer. The authors concluded that miR-150 

expression was not significantly associated with multiple cancers in terms of OS, whereas 

the high expression of miR-150 was significantly associated with worse progression. It 

is a very interesting and valuable study. Before accepting their conclusions, we would 

like to express some concerns in relation to their meta-analysis.

To begin with, only two electronic databases (PubMed and EMBASE databases) 

were systematically searched by the investigators. The small number of acquired 

papers would be a significant limitation of the meta-analysis. We recommend more 

electronic databases, such as OVID, ISI Web of Science database, Cochrane Library, 

Chinese Wanfang database and China National Knowledge Infrastructure (CNKI). 

Meanwhile, publication language was limited to English in the meta-analysis. Thus, 

there might exist a potential language bias in their meta-analysis, and we suggest no 

language restriction for the included studies to reduce the bias.

Furthermore, some important keywords, including mir-150 and malignancy, were 

also omitted. We suggest the investigators supplement those words in the search strat-

egy in order to enlarge the coverage of relevant publications. In addition, there was no 

qualitative assessment with respect to this meta-analysis. To avoid the potential bias 

in the meta-analysis, the methodological quality of the studies incorporated in this 

meta-analysis should be investigated using the Newcastle–Ottawa scale as described 

in a previous meta-analysis.9

In addition, nine studies including 1,999 participants were considered eligible for 

this meta-analysis. Also, some other important clinical features were omitted. For us 

to regard this meta-analysis well, we suggest that the investigators should supplement 

relevant characteristics, such as gender, tumor stage, metastasis and regulation tendency 

of related microRNAs. Meanwhile, the nomenclature of microRNAs has changed 

according to the latest guidance from miRBase (Release 21); therefore, the updated, 
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official names including the 3p and 5p nomenclature need 

to be used throughout the paper.

Eventually, in the meta-analysis of the correlation 

between OS and miR-150 expression, there was obvious 

between-study heterogeneity among those nine enrolled 

studies (I2=80%). The investigators should conduct sen-

sitivity analyses to figure out the reason for the obvious 

heterogeneity.9,10 Additionally, the investigators concluded 

that the high expression of miR-150 was significantly 

associated with worse progression, but they focused only 

on the effect of miR-150 expression on the OS and PFS. 

To make this paper better, the effect of miR-150 expression 

on clinical stage, local relapse and distant metastasis should 

be supplemented in the results section (Table 2).

In conclusion, we wish to thank the authors for bringing 

this meta-analysis with respect to miR-150 expression in 

various types of carcinomas to our attention. Clearly, more 

well-designed studies with large sample size are needed to 

further clarify the prognostic role of miR-150 in monitoring 

the prognosis and progression of various cancers, thus provid-

ing a more comprehensive evaluation of relevant biomarkers 

for future clinical studies.
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