
Gene$accession$ Description$
NP_001002932.1* von*Willebrand*factor*precursor*[Canis*lupus*familiaris]*
NP_001002955.1* RNACbinding*protein*47*[Canis*lupus*familiaris]*
NP_001002963.1* hepatocyte*growth*factor*receptor*precursor*[Canis*lupus*familiaris]*
NP_001002967.1* stromelysinC1*precursor*[Canis*lupus*familiaris]*
NP_001002970.1* amine*oxidase*[flavinCcontaining]*B*[Canis*lupus*familiaris]*
NP_001002971.1* multidrug*resistanceCassociated*protein*1*[Canis*lupus*familiaris]*
NP_001002973.1* class*E*basic*helixCloopChelix*protein*41*[Canis*lupus*familiaris]*
NP_001002978.1* transcription*factor*SOXC9*[Canis*lupus*familiaris]*
NP_001002979.1* collagen*alphaC5(IV)*chain*precursor*[Canis*lupus*familiaris]*
NP_001002980.1* collagen*alphaC1(VII)*chain*[Canis*lupus*familiaris]*
NP_001002984.1* *catalase*[Canis*lupus*familiaris]*
NP_001002985.1* reversionCinducing*cysteineCrich*protein*with*Kazal*motifs*[Canis*lupus*familiaris]*
NP_001002994.1* *sodium*channel*protein*type*5*subunit*alpha*[Canis*lupus*familiaris]*
NP_001002995.1* rho*guanine*nucleotide*exchange*factor*2*isoform*A*[Canis*lupus*familiaris]*
NP_001002997.1* thymic*stromal*cotransporter*homolog*[Canis*lupus*familiaris]*
NP_001003009.1* thyroid*peroxidase*precursor*[Canis*lupus*familiaris]*
NP_001003022.1* rho*GTPaseCactivating*protein*35*[Canis*lupus*familiaris]*
NP_001003023.1* prostaglandin*G/H*synthase*1*[Canis*lupus*familiaris]*
NP_001003026.1* serum*albumin*precursor*[Canis*lupus*familiaris]*
NP_001003027.1* alphaCfetoprotein*precursor*[Canis*lupus*familiaris]*
NP_001003032.1* cAMPCdependent*protein*kinase*catalytic*subunit*alpha*[Canis*lupus*familiaris]*
NP_001003033.1* serine/threonineCprotein*phosphatase*PP1Cgamma*catalytic*subunit*[Canis*lupus*familiaris]*
NP_001003034.1* serine/threonineCprotein*phosphatase*PP1Cbeta*catalytic*subunit*[Canis*lupus*familiaris]*
NP_001003035.1* superoxide*dismutase*[CuCZn]*[Canis*lupus*familiaris]*
NP_001003036.1* solute*carrier*family*15*member*1*[Canis*lupus*familiaris]*
NP_001003039.1* annexin*A4*[Canis*lupus*familiaris]*
NP_001003040.1* oxygenCregulated*protein*1*[Canis*lupus*familiaris]*
NP_001003046.1* mitochondrial*brown*fat*uncoupling*protein*1*[Canis*lupus*familiaris]*
NP_001003048.1* mitochondrial*uncoupling*protein*2*[Canis*lupus*familiaris]*
NP_001003057.1* Treacher*CollinsCFranceschetti*syndrome*1*[Canis*lupus*familiaris]*
NP_001003059.2* UDPCgalactose*translocator*[Canis*lupus*familiaris]*
NP_001003064.1* serine/threonineCprotein*phosphatase*PP1Calpha*catalytic*subunit*[Canis*lupus*familiaris]*
NP_001003067.1* heat*shock*70*kDa*protein*1*[Canis*lupus*familiaris]*
NP_001003073.1* rod*cGMPCspecific*3',5'Ccyclic*phosphodiesterase*subunit*alpha*[Canis*lupus*familiaris]*
NP_001003074.1* progesterone*receptor*[Canis*lupus*familiaris]*



NP_001003077.1* interleukinC10*precursor*[Canis*lupus*familiaris]*
NP_001003081.1* canalicular*multispecific*organic*anion*transporter*1*[Canis*lupus*familiaris]*
NP_001003083.1* platelet*glycoprotein*Ib*alpha*chain*precursor*[Canis*lupus*familiaris]*
NP_001003090.1* collagen*alphaC1(I)*chain*precursor*[Canis*lupus*familiaris]*
NP_001003094.1* proCepidermal*growth*factor*precursor*[Canis*lupus*familiaris]*
NP_001003098.1* homeobox*protein*MSXC2*[Canis*lupus*familiaris]*
NP_001003104.1* galactokinase*[Canis*lupus*familiaris]*
NP_001003109.1* neutral*and*basic*amino*acid*transport*protein*rBAT*[Canis*lupus*familiaris]*
NP_001003112.1* uveal*autoantigen*with*coiledCcoil*domains*and*ankyrin*repeats*[Canis*lupus*familiaris]*
NP_001003113.1* potassium*voltageCgated*channel*subfamily*C*member*1*[Canis*lupus*familiaris]*
NP_001003123.1* growth*hormone*receptor*precursor*[Canis*lupus*familiaris]*
NP_001003127.1* YCbox*protein*ZONABCA*[Canis*lupus*familiaris]*
NP_001003136.1* excitatory*amino*acid*transporter*1*[Canis*lupus*familiaris]*
NP_001003140.1* tight*junction*protein*ZOC1*[Canis*lupus*familiaris]*
NP_001003141.1* tyrosineCprotein*kinase*Fer*[Canis*lupus*familiaris]*
NP_001003143.1* ADPCribosyl*cyclase*1*[Canis*lupus*familiaris]*
NP_001003145.1* potassium*voltageCgated*channel*subfamily*H*member*2*[Canis*lupus*familiaris]*
NP_001003148.1* cubilin*precursor*[Canis*lupus*familiaris]*
NP_001003160.1* transC1,2CdihydrobenzeneC1,2Cdiol*dehydrogenase*[Canis*lupus*familiaris]*
NP_001003162.1* integrin*betaC3*[Canis*lupus*familiaris]*
NP_001003163.1* integrin*alphaCIIb*[Canis*lupus*familiaris]*
NP_001003164.1* alphaCcentractin*[Canis*lupus*familiaris]*
NP_001003171.1* high*affinity*immunoglobulin*epsilon*receptor*subunit*gamma*[Canis*lupus*familiaris]*
NP_001003179.1* ribosomeCbinding*protein*1*[Canis*lupus*familiaris]*
NP_001003181.1* mast/stem*cell*growth*factor*receptor*[Canis*lupus*familiaris]*
NP_001003184.1* rab*GDP*dissociation*inhibitor*beta*[Canis*lupus*familiaris]*
NP_001003185.1* rab*GDP*dissociation*inhibitor*alpha*[Canis*lupus*familiaris]*
NP_001003187.1* collagen*alphaC2(I)*chain*precursor*[Canis*lupus*familiaris]*
NP_001003188.1* cGMPCspecific*3',5'Ccyclic*phosphodiesterase*[Canis*lupus*familiaris]*
NP_001003191.1* betaCglucuronidase*precursor*[Canis*lupus*familiaris]*
NP_001003194.1* renin*precursor*[Canis*lupus*familiaris]*
NP_001003198.1* plateletCactivating*factor*acetylhydrolase*[Canis*lupus*familiaris]*
NP_001003204.1* tight*junction*protein*ZOC2*[Canis*lupus*familiaris]*
NP_001003206.1* mitogenCactivated*protein*kinase*14*[Canis*lupus*familiaris]*
NP_001003214.1* sarcoplasmic/endoplasmic*reticulum*calcium*ATPase*2*[Canis*lupus*familiaris]*
NP_001003215.1* multidrug*resistance*protein*1*[Canis*lupus*familiaris]*



NP_001003216.1* syntaxinCbinding*protein*2*[Canis*lupus*familiaris]*
NP_001003217.1* receptor*tyrosineCprotein*kinase*erbBC2*precursor*[Canis*lupus*familiaris]*
NP_001003220.1* *podoplanin*precursor*[Canis*lupus*familiaris]*
NP_001003227.1* nuclear*receptor*subfamily*4*group*A*member*1*[Canis*lupus*familiaris]*
NP_001003232.1* calnexin*precursor*[Canis*lupus*familiaris]*
NP_001003236.1* guanine*nucleotideCbinding*protein*G(I)/G(S)/G(T)*subunit*betaC1*[Canis*lupus*familiaris]*
NP_001003238.1* *galactocerebrosidase*precursor*[Canis*lupus*familiaris]*
NP_001003244.4* tumor*necrosis*factor*[Canis*lupus*familiaris]*
NP_001003247.1* potassium*voltageCgated*channel*subfamily*B*member*2*[Canis*lupus*familiaris]*
NP_001003248.1* paired*box*protein*PaxC8*[Canis*lupus*familiaris]*
NP_001003249.1* guanine*nucleotideCbinding*protein*G(q)*subunit*alpha*[Canis*lupus*familiaris]*
NP_001003250.1* tissue*alphaCLCfucosidase*[Canis*lupus*familiaris]*
NP_001003256.1* vasodilatorCstimulated*phosphoprotein*[Canis*lupus*familiaris]*
NP_001003258.1* vesicular*integralCmembrane*protein*VIP36*precursor*[Canis*lupus*familiaris]*
NP_001003263.1* guanine*nucleotideCbinding*protein*G(s)*subunit*alpha*[Canis*lupus*familiaris]*
NP_001003266.1* calcitonin*precursor*[Canis*lupus*familiaris]*
NP_001003267.1* translocating*chainCassociated*membrane*protein*1*[Canis*lupus*familiaris]*
NP_001003268.1* transcription*factor*4*[Canis*lupus*familiaris]*
NP_001003271.2* *signal*recognition*particle*68*kDa*protein*[Canis*lupus*familiaris]*
NP_001003280.1* 5Chydroxytryptamine*receptor*1D*[Canis*lupus*familiaris]*
NP_001003283.1* sodium/potassiumCtransporting*ATPase*subunit*betaC1*[Canis*lupus*familiaris]*
NP_001003294.1* dihydrolipoyl*dehydrogenase,*mitochondrial*precursor*[Canis*lupus*familiaris]*
NP_001003298.1* vascular*cell*adhesion*protein*1*precursor*[Canis*lupus*familiaris]*
NP_001003306.1* sodium/potassiumCtransporting*ATPase*subunit*alphaC1*precursor*[Canis*lupus*familiaris]*
NP_001003308.1* solute*carrier*family*2,*facilitated*glucose*transporter*member*3*[Canis*lupus*familiaris]*
NP_001003312.1* signal*peptidase*complex*catalytic*subunit*SEC11C*[Canis*lupus*familiaris]*
NP_001003315.1* protein*transport*protein*Sec61*subunit*alpha*isoform*1*[Canis*lupus*familiaris]*
NP_001003321.1* dolichylCdiphosphooligosaccharideCCprotein*glycosyltransferase*48*kDa*subunit*precursor*[Canis*lupus*familiaris]*
NP_001003324.1* signal*peptidase*complex*subunit*2*[Canis*lupus*familiaris]*
NP_001003327.1* endoplasmin*precursor*[Canis*lupus*familiaris]*
NP_001003342.1* potassiumCtransporting*ATPase*alpha*chain*1*[Canis*lupus*familiaris]*
NP_001003343.1* dystrophin*[Canis*lupus*familiaris]*
NP_001003344.1* nuclear*factor*NFCkappaCB*p105*subunit*[Canis*lupus*familiaris]*
NP_001003349.1* betaCactinClike*[Canis*lupus*familiaris]*
NP_001003351.1* laminin*subunit*gammaC2*[Canis*lupus*familiaris]*
NP_001003352.1* neurofilament*heavy*polypeptide*[Canis*lupus*familiaris]*



NP_001003360.2* retinalCspecific*ATPCbinding*cassette*transporter*[Canis*lupus*familiaris]*
NP_001003361.1* inversin*[Canis*lupus*familiaris]*
NP_001003363.1* pleckstrin*[Canis*lupus*familiaris]*
NP_001003364.1* guanine*nucleotideCbinding*protein*G(i)*subunit*alphaC2*[Canis*lupus*familiaris]*
NP_001003366.1* microcephalin*[Canis*lupus*familiaris]*
NP_001003382.1* betaCtype*plateletCderived*growth*factor*receptor*precursor*[Canis*lupus*familiaris]*
NP_001003386.1* keratin,*type*II*cytoskeletal*2*epidermal*[Canis*lupus*familiaris]*
NP_001003392.1* keratin,*type*II*cytoskeletal*1*[Canis*lupus*familiaris]*
NP_001005258.1* small*inducible*cytokine*A21*[Canis*lupus*familiaris]*
NP_001005264.2* tollClike*receptor*2*precursor*[Canis*lupus*familiaris]*
NP_001005378.1* fucosyltransferase*5*[Canis*lupus*familiaris]*
NP_001005756.1* corticosteroid*11CbetaCdehydrogenase*isozyme*1*[Canis*lupus*familiaris]*
NP_001005757.1* G1/SCspecific*cyclinCD1*[Canis*lupus*familiaris]*
NP_001006601.1* amyloid*beta*A4*protein*[Canis*lupus*familiaris]*
NP_001006651.1* polycystinC1*[Canis*lupus*familiaris]*
NP_001006652.1* DNACdependent*protein*kinase*catalytic*subunit*[Canis*lupus*familiaris]*
NP_001006654.2* breast*cancer*2,*early*onset*[Canis*lupus*familiaris]*
NP_001006952.1* collagen*alphaC1(II)*chain*[Canis*lupus*familiaris]*
NP_001008715.1* *cytochrome*P450*19A1*[Canis*lupus*familiaris]*
NP_001008716.1* protein*kinase*C*delta*type*[Canis*lupus*familiaris]*
NP_001008719.1* glutamate*[NMDA]*receptor*subunit*epsilonC2*precursor*[Canis*lupus*familiaris]*
NP_001011887.1* CCXCC*chemokine*receptor*type*3*[Canis*lupus*familiaris]*
NP_001012340.1* RACCbeta*serine/threonineCprotein*kinase*[Canis*lupus*familiaris]*
NP_001012394.1* desmin*[Canis*lupus*familiaris]*
NP_001012395.1* utrophin*[Canis*lupus*familiaris]*
NP_001012663.1* retinoic*acid*receptor*alpha*[Canis*lupus*familiaris]*
NP_001012737.1* *zinc*finger*protein*GfiC1*[Canis*lupus*familiaris]*
NP_001013013.1* FCactinCcapping*protein*subunit*alphaC2*[Canis*lupus*familiaris]*
NP_001013434.1* breast*cancer*type*1*susceptibility*protein*homolog*[Canis*lupus*familiaris]*
NP_001013443.1* keratin,*type*I*cytoskeletal*10*[Canis*lupus*familiaris]*
NP_001014299.1* keratin,*type*II*cytoskeletal*2*oral*[Canis*lupus*familiaris]*
NP_001014307.1* keratin,*type*I*cytoskeletal*9*[Canis*lupus*familiaris]*
NP_001014397.1* NFCkappaCB*inhibitorClike*protein*1*[Canis*lupus*familiaris]*
NP_001014398.1* VCtype*proton*ATPase*subunit*G*1*[Canis*lupus*familiaris]*
NP_001014399.1* spliceosome*RNA*helicase*DDX39B*[Canis*lupus*familiaris]*
NP_001014400.1* MHC*class*I*DLAC64*[Canis*lupus*familiaris]*



NP_001014401.1* MHC*class*I*DLAC12*[Canis*lupus*familiaris]*
NP_001014767.1* MHC*class*I*DLAC88*[Canis*lupus*familiaris]*
NP_001018044.1* guanylate*cyclase*soluble*subunit*betaC1*[Canis*lupus*familiaris]*
NP_001018045.1* *guanylate*cyclase*soluble*subunit*alphaC3*[Canis*lupus*familiaris]*
NP_001019809.1* nucleoside*diphosphate*kinase*B*[Canis*lupus*familiaris]*
NP_001020438.1* copperCtransporting*ATPase*2*[Canis*lupus*familiaris]*
NP_001020568.1* serine*protease*inhibitor*KazalCtype*5*[Canis*lupus*familiaris]*
NP_001020792.1* cathepsin*D*precursor*[Canis*lupus*familiaris]*
NP_001026988.1* collagen*alphaC4(IV)*chain*[Canis*lupus*familiaris]*
NP_001028682.1* lymphotoxinCbeta*[Canis*lupus*familiaris]*
NP_001028683.1* *fasCactivated*serine/threonine*kinase*[Canis*lupus*familiaris]*
NP_001028684.1* FUN14*domainCcontaining*protein*2*[Canis*lupus*familiaris]*
NP_001033756.1* EGFClike*moduleCcontaining*mucinClike*hormone*receptorClike*2*[Canis*lupus*familiaris]*
NP_001033757.1* EGFClike*moduleCcontaining*mucinClike*hormone*receptorClike*1*[Canis*lupus*familiaris]*
NP_001038214.1* aldehyde*oxidase*2*[Canis*lupus*familiaris]*
NP_001041481.1* heat*shock*70*kDa*protein*4*[Canis*lupus*familiaris]*
NP_001041485.1* *scavenger*receptor*cysteineCrich*type*1*protein*M130*precursor*[Canis*lupus*familiaris]*
NP_001041489.1* vascular*endothelial*growth*factor*receptor*2*[Canis*lupus*familiaris]*
NP_001041490.1* cytochrome*P450*4A37*[Canis*lupus*familiaris]*
NP_001041496.1* band*3*anion*transport*protein*[Canis*lupus*familiaris]*
NP_001041497.1* lysineCspecific*demethylase*5C*[Canis*lupus*familiaris]*
NP_001041546.1* advanced*glycosylation*end*productCspecific*receptor*[Canis*lupus*familiaris]*
NP_001041548.1* arylsulfatase*A*[Canis*lupus*familiaris]*
NP_001041549.1* NADHCcytochrome*b5*reductase*3*[Canis*lupus*familiaris]*
NP_001041552.1* bromodomainCcontaining*protein*2*[Canis*lupus*familiaris]*
NP_001041556.1* 2'C5'Coligoadenylate*synthase*3*[Canis*lupus*familiaris]*
NP_001041557.1* phosphatidylethanolamineCbinding*protein*1*[Canis*lupus*familiaris]*
NP_001041558.1* 59*kDa*2'C5'Coligoadenylate*synthaseClike*protein*[Canis*lupus*familiaris]*
NP_001041559.1* dual*specificity*mitogenCactivated*protein*kinase*kinase*1*[Canis*lupus*familiaris]*
NP_001041561.1* glycogen*debranching*enzyme*[Canis*lupus*familiaris]*
NP_001041566.1* tapasin*precursor*[Canis*lupus*familiaris]*
NP_001041569.1* thyroglobulin*[Canis*lupus*familiaris]*
NP_001041573.1* contactinCassociated*proteinClike*5*precursor*[Canis*lupus*familiaris]*
NP_001041577.1* transcription*factor*GATAC4*[Canis*lupus*familiaris]*
NP_001041585.1* NCacetylgalactosamineC6Csulfatase*precursor*[Canis*lupus*familiaris]*
NP_001041588.1* arylsulfatase*H*[Canis*lupus*familiaris]*



NP_001041591.1* angiopoietinC2*precursor*[Canis*lupus*familiaris]*
NP_001041592.1* major*histocompatibility*complex,*class*II,*DO*beta*[Canis*lupus*familiaris]*
NP_001041593.1* E3*ubiquitinCprotein*ligase*RING1*[Canis*lupus*familiaris]*
NP_001041595.1* rasCrelated*protein*RabC27A*[Canis*lupus*familiaris]*
NP_001041597.1* aldehyde*oxidase*3*[Canis*lupus*familiaris]*
NP_001041601.1* dual*specificity*mitogenCactivated*protein*kinase*kinase*2*[Canis*lupus*familiaris]*
NP_001070262.1* myosinC4*[Canis*lupus*familiaris]*
NP_001070703.1* myosinC8*[Canis*lupus*familiaris]*
NP_001070907.1* glutamate*decarboxylase*2*[Canis*lupus*familiaris]*
NP_001073578.1* serpin*peptidase*inhibitor,*clade*A*(alphaC1*antiproteinase,*antitrypsin),*member*1*[Canis*lupus*familiaris]*
NP_001074190.1* *CD47*antigen*[Canis*lupus*familiaris]*
NP_001074978.1* *extracellular*calciumCsensing*receptor*[Canis*lupus*familiaris]*
NP_001075179.1* SCOCspondin*[Canis*lupus*familiaris]*
NP_001076836.1* rho*GTPaseCactivating*protein*1*[Canis*lupus*familiaris]*
NP_001091010.1* neuromedinCK*receptor*[Canis*lupus*familiaris]*
NP_001091012.1* glutamate*decarboxylase*1*[Canis*lupus*familiaris]*
NP_001091013.1* paired*box*gene*6*[Canis*lupus*familiaris]*
NP_001091019.1* NPC1*(NiemannCPick*disease,*type*C1,*gene)Clike*1*[Canis*lupus*familiaris]*
NP_001091022.1* carcinoembryonic*antigenCrelated*cell*adhesion*molecule*30*[Canis*lupus*familiaris]*
NP_001091451.1* zinc*finger*BED*domainCcontaining*protein*5*[Canis*lupus*familiaris]*
NP_001093414.1* rap*guanine*nucleotide*exchange*factor*3*[Canis*lupus*familiaris]*
NP_001096685.1* collagen*alphaC3(VI)*chain*[Canis*lupus*familiaris]*
NP_001103426.1* solute*carrier*family*23*member*2*[Canis*lupus*familiaris]*
NP_001103428.1* frataxin*[Canis*lupus*familiaris]*
NP_001103649.1* prohibitin*[Canis*lupus*familiaris]*
NP_001104237.1* myosinC9*[Canis*lupus*familiaris]*
NP_001104239.1* transient*receptor*potential*cation*channel*subfamily*M*member*8*[Canis*lupus*familiaris]*
NP_001106929.1* lysineCspecific*demethylase*5D*[Canis*lupus*familiaris]*
NP_001106930.1* carcinoembryonic*antigenCrelated*cell*adhesion*molecule*25*[Canis*lupus*familiaris]*
NP_001107184.1* myosinC3*[Canis*lupus*familiaris]*
NP_001107186.1* betaCdefensin*124*[Canis*lupus*familiaris]*
NP_001107189.1* myosinC1*[Canis*lupus*familiaris]*
NP_001108097.1* polyphosphoinositide*phosphatase*[Canis*lupus*familiaris]*
NP_001108111.1* ketosamineC3Ckinase*[Canis*lupus*familiaris]*
NP_001108138.1* aristaless*related*homeobox*[Canis*lupus*familiaris]*
NP_001108590.1* selenoprotein*P*precursor*[Canis*lupus*familiaris]*



NP_001116074.1* cationCindependent*mannoseC6Cphosphate*receptor*[Canis*lupus*familiaris]*
NP_001116081.1* mitochondrial*antiviralCsignaling*protein*[Canis*lupus*familiaris]*
NP_001116250.1* thioredoxin*reductase*3*[Canis*lupus*familiaris]*
NP_001121536.1* motilin*receptor*[Canis*lupus*familiaris]*
NP_001121567.1* ubiquitinC60S*ribosomal*protein*L40*precursor*[Canis*lupus*familiaris]*
NP_001124300.1* serineCprotein*kinase*ATM*[Canis*lupus*familiaris]*
NP_001124309.1* WD*repeat*domain*1*[Canis*lupus*familiaris]*
NP_001124310.1* RCspondinC1*[Canis*lupus*familiaris]*
NP_001128598.1* galactosylceramide*sulfotransferase*[Canis*lupus*familiaris]*
NP_001129118.1* forkhead*box*protein*I3*[Canis*lupus*familiaris]*
NP_001129260.1* nephrocystinC4*[Canis*lupus*familiaris]*
NP_001130035.1* phosphatidylinositolC4Cphosphate*5Ckinase,*type*I,*alpha*[Canis*lupus*familiaris]*
NP_001130036.1* proteasome*(prosome,*macropain)*26S*subunit,*nonCATPase,*4*[Canis*lupus*familiaris]*
NP_001130037.1* 1CphosphatidylinositolC4,5Cbisphosphate*phosphodiesterase*epsilonC1*[Canis*lupus*familiaris]*
NP_001136142.1* erythrocyte*band*7*integral*membrane*protein*[Canis*lupus*familiaris]*
NP_001137404.1* bile*salt*export*pump*[Canis*lupus*familiaris]*
NP_001138591.1* DNAC(apurinic*or*apyrimidinic*site)*lyase*[Canis*lupus*familiaris]*
NP_001138592.1* arginaseC2,*mitochondrial*[Canis*lupus*familiaris]*
NP_001138623.1* bone*morphogenetic*protein*receptor*typeC1B*[Canis*lupus*familiaris]*
NP_001138642.1* carbonic*anhydrase*2*[Canis*lupus*familiaris]*
NP_001138967.1* taste*receptor*type*2*member*40*[Canis*lupus*familiaris]*
NP_001139453.1* MCphase*phosphoprotein*8*[Canis*lupus*familiaris]*
NP_001155182.1* tumor*necrosis*factor*ligand*superfamily*member*13B*[Canis*lupus*familiaris]*
NP_001157926.1* glutathione*peroxidase*3*[Canis*lupus*familiaris]*
NP_001157958.1* selenoprotein*I*[Canis*lupus*familiaris]*
NP_001157959.1* selenoprotein*T*[Canis*lupus*familiaris]*
NP_001158732.1* angiotensinCconverting*enzyme*2*[Canis*lupus*familiaris]*
NP_001159351.1* kallikreinC14*[Canis*lupus*familiaris]*
NP_001159360.1* serpin*H1*[Canis*lupus*familiaris]*
NP_001159480.1* DAZ*interacting*protein*1*[Canis*lupus*familiaris]*
NP_001159519.1* solute*carrier*organic*anion*transporter*family,*member*1B3*[Canis*lupus*familiaris]*
NP_001161170.1* pleckstrin*homology*domain*containing,*family*A*(phosphoinositide*binding*specific)*member*8*[Canis*lupus*familiaris]*
NP_001161484.1* coiledCcoil*domainCcontaining*protein*66*[Canis*lupus*familiaris]*
NP_001161932.1* adenylate*cyclase*type*5*[Canis*lupus*familiaris]*
NP_001161945.1* kinesinClike*protein*KIF1A*[Canis*lupus*familiaris]*
NP_001162159.1* testin*[Canis*lupus*familiaris]*



NP_001165219.1* RNA*binding*motif*protein*12*[Canis*lupus*familiaris]*
NP_001165243.1* platelet*basic*protein*[Canis*lupus*familiaris]*
NP_001166949.1* SPEG*complex*locus*[Canis*lupus*familiaris]*
NP_001171276.1* NADPHCCcytochrome*P450*reductase*[Canis*lupus*familiaris]*
NP_001171278.1* chitinaseC3Clike*protein*1*[Canis*lupus*familiaris]*
NP_001181886.1* clathrin*coat*assembly*protein*AP180*[Canis*lupus*familiaris]*
NP_001181895.1* 5,6CdihydroxyindoleC2Ccarboxylic*acid*oxidase*[Canis*lupus*familiaris]*
NP_001181899.1* copper*chaperone*for*superoxide*dismutase*[Canis*lupus*familiaris]*
NP_001182076.1* adenylate*cyclase*type*6*[Canis*lupus*familiaris]*
NP_001182078.1* tenascin*[Canis*lupus*familiaris]*
NP_001182331.1* disintegrin*and*metalloproteinase*domainCcontaining*protein*9*[Canis*lupus*familiaris]*
NP_001183951.1* CD44*antigen*[Canis*lupus*familiaris]*
NP_001183958.1* keratin*71*[Canis*lupus*familiaris]*
NP_001183964.1* alphaC1B*adrenergic*receptor*[Canis*lupus*familiaris]*
NP_001183974.1* cytochrome*c*[Canis*lupus*familiaris]*
NP_001183978.1* *reticulonC3*[Canis*lupus*familiaris]*
NP_001183983.1* triosephosphate*isomerase*[Canis*lupus*familiaris]*
NP_001184005.1* abnormal*spindleClike*microcephalyCassociated*protein*homolog*[Canis*lupus*familiaris]*
NP_001184012.1* sterol*regulatory*elementCbinding*protein*1*[Canis*lupus*familiaris]*
NP_001184013.1* plasma*membrane*calciumCtransporting*ATPase*1*[Canis*lupus*familiaris]*
NP_001184025.1* serine/threonineCprotein*phosphatase*2B*catalytic*subunit*alpha*isoform*[Canis*lupus*familiaris]*
NP_001184048.1* transmembrane*protein*132C*[Canis*lupus*familiaris]*
NP_001184049.1* tryptophan*5Chydroxylase*2*[Canis*lupus*familiaris]*
NP_001184066.1* alkaline*phosphatase,*tissueCnonspecific*isozyme*[Canis*lupus*familiaris]*
NP_001184078.1* vasopressinCneurophysin*2Ccopeptin*[Canis*lupus*familiaris]*
NP_001184087.1* kallikreinC10*preproprotein*[Canis*lupus*familiaris]*
NP_001184099.1* *collagen*alphaC2(IX)*chain*[Canis*lupus*familiaris]*
NP_001184100.1* collagen*alphaC3(IX)*chain*[Canis*lupus*familiaris]*
NP_001184103.1* multidrug*resistanceCassociated*protein*4*[Canis*lupus*familiaris]*
NP_001184105.1* tollClike*receptor*5*[Canis*lupus*familiaris]*
NP_001184111.1* perforinC1*precursor*[Canis*lupus*familiaris]*
NP_001184241.1* liprinCbetaC1*[Canis*lupus*familiaris]*
NP_001184243.1* hypothetical*protein*LOC486627*[Canis*lupus*familiaris]*
NP_001191024.1* ankyrin*repeat*and*KH*domainCcontaining*protein*1*[Canis*lupus*familiaris]*
NP_001191267.1* transmembrane*emp24*domainCcontaining*protein*7*[Canis*lupus*familiaris]*
NP_001191336.1* prolineCrich*protein*5*[Canis*lupus*familiaris]*



NP_001191685.1* transloconCassociated*protein*subunit*delta*[Canis*lupus*familiaris]*
NP_001191984.1* ankyrin*repeat*and*SOCS*box*protein*3*[Canis*lupus*familiaris]*
NP_001192091.1* zinc*finger*and*BTB*domainCcontaining*protein*4*[Canis*lupus*familiaris]*
NP_001192132.1* myocyteCspecific*enhancer*factor*2B*[Canis*lupus*familiaris]*
NP_001192187.1* matrinC3*[Canis*lupus*familiaris]*
NP_001193866.1* *NCacetyllactosaminide*alphaC1,3Cgalactosyltransferase*[Canis*lupus*familiaris]*
NP_001207410.1* spectrin*beta*chain,*erythrocyte*[Canis*lupus*familiaris]*
NP_001229641.1* ADAM*metallopeptidase*with*thrombospondin*type*1*motif,*13*[Canis*lupus*familiaris]*
NP_001229646.1* *plasma*kallikrein*[Canis*lupus*familiaris]*
NP_001229655.1* matrilysin*[Canis*lupus*familiaris]*
NP_008474.4* COX2_15041*cytochrome*c*oxidase*subunit*II*[Canis*lupus*familiaris]*
XP_531626.2* PREDICTED:*similar*to*diacylglycerol*kinase,*alpha*80kDa*isoform*2*
XP_531629.2* PREDICTED:*similar*to*ProliferationCassociated*protein*2G4*(Cell*cycle*protein*p38C2G4*homolog)*(hG4C1)*
XP_531630.2* PREDICTED:*similar*to*family*with*sequence*similarity*62*(C2*domain*containing),*member*A*
XP_531631.2* PREDICTED:*similar*to*myosin,*light*polypeptide*6,*alkali,*smooth*muscle*and*nonCmuscle*isoform*1*
XP_531634.2* PREDICTED:*similar*to*citrate*synthase*
XP_531639.2* PREDICTED:*similar*to*ATP*synthase*beta*chain,*mitochondrial*precursor*isoform*1*
XP_531645.2* PREDICTED:*similar*to*RhoCGTPaseCactivating*protein*9*
XP_531654.2* PREDICTED:*similar*to*leucineCrich*repeats*and*immunoglobulinClike*domains*3*
XP_531656.2* PREDICTED:*similar*to*protein*phosphatase*1H*(PP2C*domain*containing)*
XP_531664.2* PREDICTED:*similar*to*Glutamate*receptorCinteracting*protein*1*(GRIP1*protein)*
XP_531667.2* *PREDICTED:*similar*to*TIP120*protein*isoform*5*
XP_531669.2* PREDICTED:*similar*to*Mdm4,*transformed*3T3*cell*double*minute*1,*p53*binding*protein*isoform*1*
XP_531675.2* PREDICTED:*similar*to*chaperonin*containing*TCP1,*subunit*2*isoform*1*
XP_531679.2* PREDICTED:*hypothetical*protein*XP_531679*
XP_531681.2* PREDICTED:*similar*to*TBC1*domain*family,*member*15*
XP_531688.2* PREDICTED:*similar*to*kleisin*beta*isoform*2*
XP_531689.2* PREDICTED:*similar*to*Plexin*B2*precursor*(MM1)*
XP_531690.2* PREDICTED:*similar*to*MOV10Clike*1*
XP_531691.2* *PREDICTED:*similar*to*tubulin*tyrosine*ligaseClike*family,*member*3*isoform*1*
XP_531696.2* PREDICTED:*similar*to*Polycystic*kidney*disease*and*receptor*for*egg*jelly*related*protein*precursor*(PKD*and*REJ*homolog)*
XP_531698.2* PREDICTED:*similar*to*FibulinC1*precursor*
XP_531700.2* PREDICTED:*similar*to*Nucleoporin*50*kDa*(Nuclear*poreCassociated*protein*60*kDaClike)*
XP_531703.2* PREDICTED:*similar*to*CG1550CPA*
XP_531709.2* PREDICTED:*similar*to*DNA*polymerase*delta*interacting*protein*3*isoform*1*
XP_531710.2* PREDICTED:*similar*to*serine*hydrolaseClike*2*



XP_531712.2* PREDICTED:*similar*to*NADH*dehydrogenase*(ubiquinone)*1*alpha*subcomplex,*6,*14kDa*
XP_531724.2* PREDICTED:*similar*to*heat*shock*70kD*protein*binding*protein*isoform*1*
XP_531727.2* PREDICTED:*similar*to*adenylosuccinate*lyase*isoform*1*
XP_531732.2* PREDICTED:*similar*to*60S*ribosomal*protein*L3*(L4)*isoform*2*
XP_531744.1* PREDICTED:*similar*to*3Cmercaptopyruvate*sulfurtransferase*
XP_531749.2* PREDICTED:*similar*to*apolipoprotein*L5*
XP_531762.2* PREDICTED:*similar*to*CG13957CPA*
XP_531769.2* PREDICTED:*similar*to*LIM*and*senescent*cell*antigenClike*domains*1*isoform*1*
XP_531770.2* PREDICTED:*similar*to*GRIP*and*coiledCcoil*domainCcontaining*2*isoform*a*
XP_531781.2* PREDICTED:*similar*to*neuronal*PAS*domain*protein*2*
XP_531794.2* PREDICTED:*similar*to*RW1*protein*
XP_531823.2* PREDICTED:*similar*to*proteasome*(prosome,*macropain)*activator*subunit*4*
XP_531824.2* PREDICTED:*similar*to*muscleCtype*acylphosphatase*2*
XP_531825.2* PREDICTED:*hypothetical*protein*XP_531825*
XP_531827.2* PREDICTED:*similar*to*Spectrin*beta*chain,*brain*1*(Spectrin,*nonCerythroid*beta*chain*1)*(BetaCII*spectrin)*(Fodrin*beta*chain)*isoform*1*
XP_531828.1* PREDICTED:*similar*to*reticulon*4*isoform*C*isoform*1*
XP_531829.2* PREDICTED:*similar*to*ubiquitin*and*ribosomal*protein*S27a*precursor*
XP_531834.1* PREDICTED:*similar*to*EGFCcontaining*fibulinClike*extracellular*matrix*protein*1*isoform*a*precursor*
XP_531839.2* PREDICTED:*similar*to*exportin*1,*CRM1*homolog*isoform*1*
XP_531844.1* PREDICTED:*similar*to*Malate*dehydrogenase,*cytoplasmic*isoform*1*
XP_531845.2* PREDICTED:*similar*to*UDPCglucose*pyrophosphorylase*2*isoform*a*isoform*1*
XP_531846.2* PREDICTED:*similar*to*vacuolar*protein*sorting*54*isoform*1*isoform*1*
XP_531851.2* PREDICTED:*similar*to*ETAA16*protein*
XP_531854.2* PREDICTED:*similar*to*glucosamineCfructoseC6Cphosphate*aminotransferase*
XP_531855.2* PREDICTED:*similar*to*AP2*associated*kinase*1*
XP_531865.2* PREDICTED:*similar*to*COMM*domain*containing*protein*10*
XP_531869.2* PREDICTED:*similar*to*Tripartite*motif*protein*36*(ZincCbinding*protein*Rbcc728)*(RING*finger*protein*98)*
XP_531871.2* PREDICTED:*similar*to*YTH*domain*containing*2*
XP_531878.2* PREDICTED:*similar*to*zinc*finger*protein*91*(HPF7,*HTF10)*
XP_531880.2* PREDICTED:*similar*to*Zinc*finger*protein*208*
XP_531882.2* PREDICTED:*similar*to*mitogenCactivated*protein*kinase*9*isoform*1*isoform*1*
XP_531886.2* PREDICTED:*similar*to*sorting*nexin*2*isoform*1*
XP_531888.2* PREDICTED:*similar*to*CG6014CPA*
XP_531891.2* *PREDICTED:*similar*to*CG3304CPA,*isoform*A*
XP_531893.2* PREDICTED:*similar*to*MEGF10*protein*
XP_531894.2* PREDICTED:*similar*to*solute*carrier*family*27*(fatty*acid*transporter),*member*6*



XP_531901.2* PREDICTED:*similar*to*RAD50*homolog*isoform*1*

XP_531907.1*
PREDICTED:*similar*to*VoltageCdependent*anionCselective*channel*protein*1*(VDACC1)*(hVDAC1)*(Outer*mitochondrial*membrane*protein*porin*1)*(Plasmalemmal*porin)*
(Porin*31HL)*(Porin*31HM)*

XP_531911.2* PREDICTED:*similar*to*DEAD*(AspCGluCAlaCAsp)*box*polypeptide*46*
XP_531916.2* PREDICTED:*similar*to*Protein*C5orf5*(GAPClike*protein*N61)*isoform*1*
XP_531921.2* PREDICTED:*similar*to*jumonji*domain*containing*1B*
XP_531929.2* PREDICTED:*similar*to*26S*proteasome*nonCATPase*regulatory*subunit*5*(26S*proteasome*subunit*S5B)*(26S*protease*subunit*S5*basic)*
XP_531935.2* PREDICTED:*similar*to*multiple*PDZ*domain*protein*
XP_531940.2* PREDICTED:*similar*to*MyosinC3*(Myosin*heavy*chain*A)*(MHC*A)*
XP_531943.2* PREDICTED:*similar*to*ADAMTSClike*1*isoform*1*
XP_531945.2* PREDICTED:*similar*to*RasCrelated*GTPCbinding*protein*ragA*
XP_531962.2* PREDICTED:*similar*to*Protein*C9orf82*
XP_531963.2* PREDICTED:*similar*to*phospholipase*A2,*activating*protein*isoform*1*
XP_531978.2* PREDICTED:*similar*to*CG11909CPA*
XP_531991.2* PREDICTED:*similar*to*bile*acid*betaCglucosidase*
XP_531993.2* PREDICTED:*similar*to*Atrial*natriuretic*peptide*receptor*B*precursor*(ANPCB)*(ANPRB)*(GCCB)*(Guanylate*cyclase*B)*(NPRCB)*(Atrial*natriuretic*peptide*BCtype*receptor)*
XP_531995.2* PREDICTED:*similar*to*calicin*
XP_532003.2* PREDICTED:*similar*to*80*kDa*nuclear*cap*binding*protein*(NCBP*80*kDa*subunit)*(CBP80)*isoform*1*
XP_532006.2* PREDICTED:*similar*to*Acidic*leucineCrich*nuclear*phosphoprotein*32*family*member*B*(PHAPI2*protein)*(SilverCstainable*protein*SSP29)*(Acidic*protein*rich*in*leucines)*
XP_532009.2* PREDICTED:*similar*to*Collagen*alpha*1(XV)*chain*precursor*
XP_532010.2* PREDICTED:*similar*to*alphaC1,3Cmannosyltransferase*ALG2*isoform*1*
XP_532011.2* PREDICTED:*similar*to*Thioredoxin*domain*containing*protein*4*precursor*(Endoplasmic*reticulum*resident*protein*ERp44)*
XP_532012.1* PREDICTED:*similar*to*Testis*expressed*sequence*10*protein*isoform*1*
XP_532018.2* PREDICTED:*similar*to*ring*finger*protein*20*
XP_532020.2* PREDICTED:*similar*to*topoisomerase*I*binding,*arginine/serineCrich*
XP_532023.2* PREDICTED:*similar*to*FSD1Clike*
XP_532028.2* PREDICTED:*similar*to*erythrocyte*membrane*protein*band*4.1*like*4B*isoform*2*
XP_532030.2* PREDICTED:*similar*to*sushi,*von*Willebrand*factor*type*A,*EGF*and*pentraxin*domain*containing*1*
XP_532031.2* PREDICTED:*similar*to*endothelial*differentiation,*lysophosphatidic*acid*GCproteinCcoupled*receptor,*2*isoform*1*
XP_532033.2* PREDICTED:*similar*to*NADPCdependent*leukotriene*B4*12Chydroxydehydrogenase*(15Coxoprostaglandin*13Creductase)*isoform*1*
XP_532040.2* PREDICTED:*similar*to*zinc*finger*protein*618*
XP_532042.2* PREDICTED:*similar*to*collagen,*type*XXVII,*alpha*1*
XP_532046.2* PREDICTED:*similar*to*complement*component*5*
XP_532047.2* PREDICTED:*similar*to*centrosomal*protein*1*
XP_532048.2* PREDICTED:*similar*to*RAB14,*member*RAS*oncogene*family*isoform*1*
XP_532052.2* PREDICTED:*similar*to*Cofactor*required*for*Sp1*transcriptional*activation*subunit*3*(Transcriptional*coactivator*CRSP130)*(Vitamin*D3*receptorCinteracting*protein*complex*



130*kDa*component)*(DRIP130)*(ActivatorCrecruited*cofactor*130*kDa*component)*(ARC130)...*

XP_532058.2* PREDICTED:*similar*to*Protein*C6orf136*
XP_532059.2* PREDICTED:*similar*to*Mediator*of*DNA*damage*checkpoint*protein*1*(Nuclear*factor*with*BRCT*domains*1)*
XP_532075.2* PREDICTED:*similar*to*casein*kinase*2,*beta*subunit*
XP_532077.2* PREDICTED:*similar*to*HLACB*associated*transcript*5*isoform*1*
XP_532080.2* PREDICTED:*similar*to*mutS*homolog*5*isoform*c*isoform*1*
XP_532082.1* PREDICTED:*similar*to*heat*shock*70kDa*protein*1Clike*isoform*1*
XP_532084.2* PREDICTED:*similar*to*HLACB*associated*transcript*8*isoform*a*
XP_532086.2* PREDICTED:*similar*to*Complement*factor*B*precursor*(C3/C5*convertase)*(Properdin*factor*B)*(GlycineCrich*beta*glycoprotein)*(GBG)*(PBF2)*isoform*1*
XP_532087.1* PREDICTED:*similar*to*Negative*elongation*factor*E*(NELFCE)*(RD*protein)*
XP_532099.2* PREDICTED:*similar*to*transporter*2,*ATPCbinding*cassette,*subCfamily*B*isoform*1*

XP_532101.2*
PREDICTED:*similar*to*Antigen*peptide*transporter*1*(APT1)*(Peptide*transporter*TAP1)*(ATPCbinding*cassette,*subCfamily*B,*member*2)*(Peptide*transporter*PSF1)*(Peptide*
supply*factor*1)*(PSFC1)*(Peptide*transporter*involved*in*antigen*processing*1)...*

XP_532116.1*
PREDICTED:*similar*to*Transcription*initiation*factor*TFIID*subunit*11*(Transcription*initiation*factor*TFIID*28*kDa*subunit)*(TAF(II)28)*(TAFIIC28)*(TAFII28)*(TFIID*subunit*p30C
beta)*isoform*1*

XP_532117.2* PREDICTED:*similar*to*tCcomplex*11*
XP_532122.2* PREDICTED:*similar*to*solute*carrier*family*26,*member*8*isoform*a*
XP_532125.2* PREDICTED:*similar*to*cyclinCdependent*kinase*inhibitor*1A*
XP_532128.2* PREDICTED:*similar*to*MAM*domain*containing*glycosylphosphatidylinositol*anchor*1*
XP_532130.2* PREDICTED:*similar*to*dynein,*axonemal,*heavy*chain*8*
XP_532133.2* PREDICTED:*similar*to*triggering*receptor*expressed*on*myeloid*cellsClike*1*
XP_532134.2* PREDICTED:*similar*to*Ubiquitin*carboxylCterminal*hydrolase*49*(Ubiquitin*thiolesterase*49)*(UbiquitinCspecific*processing*protease*49)*(Deubiquitinating*enzyme*49)*
XP_532138.2* PREDICTED:*similar*to*ubiquitin*protein*ligase*E3*component*nCrecognin*2*isoform*1*
XP_532139.2* PREDICTED:*hypothetical*protein*XP_532139*
XP_532148.2* PREDICTED:*similar*to*exportin*5*isoform*2*
XP_532150.2* PREDICTED:*similar*to*polymerase*(DNA*directed),*eta*
XP_532154.2* PREDICTED:*similar*to*heat*shock*protein*1,*beta*isoform*1*
XP_532155.2* PREDICTED:*similar*to*alanylCtRNA*synthetase*like*
XP_532159.2* PREDICTED:*similar*to*tudor*domain*containing*6*
XP_532164.2* PREDICTED:*similar*to*MethylmalonylCCoA*mutase,*mitochondrial*precursor*(MCM)*(MethylmalonylCCoA*isomerase)*
XP_532167.1* PREDICTED:*similar*to*Phosphoglycerate*kinase,*testis*specific*
XP_532169.2* PREDICTED:*similar*to*Polycystic*kidney*and*hepatic*disease*1*precursor*(Fibrocystin)*(Polyductin)*(Tigmin)*
XP_532171.2* PREDICTED:*similar*to*Translocation*associated*membrane*protein*2*
XP_532180.2* PREDICTED:*similar*to*alpha*1*type*XXI*collagen*precursor*
XP_532183.2* PREDICTED:*similar*to*dystonin*isoform*b*isoform*1*
XP_532184.2* PREDICTED:*similar*to*Zinc*finger*protein*451*(Coactivator*for*steroid*receptors)*isoform*2*



XP_532185.2* PREDICTED:*similar*to*DNA*primase*large*subunit,*58kDa*isoform*1*
XP_532200.2* PREDICTED:*similar*to*potassium*voltageCgated*channel,*KQTClike*subfamily,*member*5*isoform*1*
XP_532205.2* PREDICTED:*similar*to*CD109*
XP_532208.2* PREDICTED:*similar*to*transmembrane*protein*30A*isoform*1*
XP_532211.2* PREDICTED:*similar*to*pleckstrin*homology*domain*interacting*protein*isoform*1*
XP_532215.2* PREDICTED:*similar*to*padC1Clike*isoform*1*isoform*1*
XP_532217.2* PREDICTED:*similar*to*NADPCdependent*malic*enzyme*(NADPCME)*(Malic*enzyme*1)*
XP_532227.2* *PREDICTED:*similar*to*Protein*C6orf165*isoform*1*
XP_532232.2* PREDICTED:*similar*to*Midasin*(MIDASCcontaining*protein)*isoform*1*
XP_532234.2* PREDICTED:*similar*to*ephrin*receptor*EphA7*isoform*1*
XP_532248.2* PREDICTED:*similar*to*absent*in*melanoma*1*
XP_532252.2* PREDICTED:*similar*to*Translocation*protein*SEC63*homolog*
XP_532267.2* PREDICTED:*similar*to*fyn*protoConcogene*isoform*1*
XP_532269.2* PREDICTED:*similar*to*laminin,*alpha*4*precursor*
XP_532274.2* PREDICTED:*hypothetical*protein*XP_532274*

XP_532275.2*
PREDICTED:*similar*to*Proteasome*subunit*beta*type*1*(Proteasome*component*C5)*(Macropain*subunit*C5)*(Multicatalytic*endopeptidase*complex*subunit*C5)*(Proteasome*
gamma*chain)*

XP_532278.2* PREDICTED:*similar*to*Ribonuclease*UK114*(14.5*kDa*translational*inhibitor*protein)*(p14.5)*(UK114*antigen*homolog)*isoform*1*
XP_532280.2* *PREDICTED:*similar*to*Serine/threonineCprotein*kinase*3*(STE20Clike*kinase*MST2)*(MSTC2)*(Mammalian*STE20Clike*protein*kinase*2)*(Serine/threonineCprotein*kinase*KrsC1)*
XP_532290.2* PREDICTED:*similar*to*E3*ubiquitin*protein*ligase,*HECT*domain*containing,*1*isoform*1*
XP_532298.2* PREDICTED:*similar*to*mitochondrial*folate*transporter/carrier*
XP_532301.1* PREDICTED:*similar*to*Dihydropyrimidinase*(DHPase)*(Hydantoinase)*(DHP)*isoform*1*
XP_532310.2* PREDICTED:*hypothetical*protein*XP_532310*
XP_532315.1* PREDICTED:*similar*to*eukaryotic*translation*initiation*factor*3,*subunit*3*gamma,*40kDa*isoform*1*
XP_532317.2* PREDICTED:*similar*to*NOV*protein*homolog*precursor*(NovH)*(Nephroblastoma*overexpressed*gene*protein*homolog)*
XP_532319.2* PREDICTED:*similar*to*collagen,*type*XIV,*alpha*1*
XP_532332.1* PREDICTED:*similar*to*LClactate*dehydrogenase*B*chain*(LDHCB)*(LDH*heart*subunit)*(LDHCH)*isoform*1*
XP_532334.2* PREDICTED:*similar*to*potassium*voltageCgated*channel*KQTClike*protein*3*
XP_532338.2* PREDICTED:*similar*to*eukaryotic*translation*initiation*factor*2C,*2*
XP_532341.2* PREDICTED:*hypothetical*protein*XP_532341*
XP_532346.2* PREDICTED:*similar*to*GDPCLCfucose*synthetase*(FX*protein)*(Red*cell*NADP(H)Cbinding*protein)*(GDPC4CketoC6CdeoxyCDCmannoseC3,5CepimeraseC4Creductase)*
XP_532347.2* PREDICTED:*similar*to*epiplakin*1*
XP_532352.2* PREDICTED:*similar*to*shankCinteracting*proteinClike*1*
XP_532354.2* PREDICTED:*similar*to*Heat*shock*factor*protein*1*(HSF*1)*(Heat*shock*transcription*factor*1)*(HSTF*1)*isoform*1*
XP_532356.2* PREDICTED:*similar*to*cleavage*and*polyadenylation*specific*factor*1*
XP_532357.2* PREDICTED:*similar*to*ICkappaCBCrelated*protein*



XP_532358.2* PREDICTED:*similar*to*kinesin*family*member*C2*
XP_532369.2* PREDICTED:*similar*to*CG32045CPC,*isoform*C*
XP_532374.2* PREDICTED:*similar*to*Alpha*plateletCderived*growth*factor*receptor*precursor*(PDGFCRCalpha)*(CD140a*antigen)*
XP_532388.2* PREDICTED:*similar*to*centromere*protein*C*1*
XP_532402.2* PREDICTED:*similar*to*GCrich*RNA*sequence*binding*factor*1*
XP_532410.2* PREDICTED:*similar*to*Amphiregulin*precursor*(AR)*(Colorectum*cellCderived*growth*factor)*(CRDGF)*
XP_532420.2* PREDICTED:*similar*to*muskelin*1,*intracellular*mediator*containing*kelch*motifs*
XP_532421.2* PREDICTED:*similar*to*Coatomer*gammaC2*subunit*(GammaC2*coat*protein)*(GammaC2*COP)*
XP_532435.2* PREDICTED:*similar*to*RNACbinding*protein*28*(RNA*binding*motif*protein*28)*
XP_532436.2* PREDICTED:*similar*to*Staphylococcal*nuclease*domain*containing*protein*1*(p100*coCactivator)*(100*kDa*coactivator)*(EBNA2*coactivator*p100)*
XP_532438.2* PREDICTED:*similar*to*ADPCribosylation*factor*5*isoform*1*
XP_532449.2* PREDICTED:*similar*to*cyclin*D*binding*mybClike*transcription*factor*1*isoform*1*
XP_532456.2* PREDICTED:*similar*to*ACkinase*anchor*protein*9*isoform*2*
XP_532460.2* PREDICTED:*similar*to*CG4996CPA*
XP_532465.2* PREDICTED:*similar*to*sarcoglycan,*epsilon*isoform*1*
XP_532479.2* PREDICTED:*similar*to*Adseverin*(Scinderin)*
XP_532486.2* PREDICTED:*similar*to*Sorting*nexinC13*(RGS*domainC*and*PHOX*domainCcontaining*protein)*(RGSCPX1)*
XP_532489.2* PREDICTED:*similar*to*downCregulated*by*Ctnnb1,*a*isoform*1*
XP_532491.2* PREDICTED:*similar*to*serine/threonine*kinase*31*isoform*a*
XP_532502.2* PREDICTED:*similar*to*GlycylCtRNA*synthetase*(GlycineCCtRNA*ligase)*(GlyRS)*
XP_532503.2* PREDICTED:*similar*to*CG7332CPA*
XP_532516.2* PREDICTED:*similar*to*cell*division*cycle*10*isoform*1*isoform*1*
XP_532520.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*1*isoform*1*
XP_532534.2* PREDICTED:*similar*to*Ca2+Cdependent*activator*for*secretion*protein*2*
XP_532540.2* PREDICTED:*similar*to*forkhead*box*J3*isoform*1*
XP_532545.2* PREDICTED:*similar*to*Adenylyl*cyclaseCassociated*protein*1*(CAP*1)*isoform*1*
XP_532549.2* PREDICTED:*similar*to*microfilament*and*actin*filament*crossClinker*protein*isoform*a*isoform*1*
XP_532550.2* PREDICTED:*similar*to*NADHCubiquinone*oxidoreductase*15*kDa*subunit*(Complex*IC15*kDa)*(CIC15*kDa)*
XP_532553.2* PREDICTED:*similar*to*Splicing*factor*3A*subunit*3*(Spliceosome*associated*protein*61)*(SAP*61)*(SF3a60)*
XP_532557.2* PREDICTED:*similar*to*Smad*nuclear*interacting*protein*
XP_532563.2* *PREDICTED:*similar*to*eukaryotic*translation*initiation*factor*2C,*1*

XP_532566.2*
*PREDICTED:*similar*to*Splicing*factor,*prolineCand*glutamineCrich*(Polypyrimidine*tractCbinding*proteinCassociated*splicing*factor)*(PTBCassociated*splicing*factor)*(PSF)*(DNAC
binding*p52/p100*complex,*100*kDa*subunit)*(100CkDa*DNACpairing*protein)*(hPOMp100)...*

XP_532568.2* PREDICTED:*similar*to*Disks*largeCassociated*protein*3*(DAPC3)*(SAP90/PSDC95Cassociated*protein*3)*(SAPAP3)*(PSDC95/SAP90*binding*protein*3)*
XP_532569.2* PREDICTED:*similar*to*cardiacCMyBPCC*associated*Ca/CaM*kinase*
XP_532570.2* PREDICTED:*similar*to*vacuolar*protein*sorting*35*isoform*1*



XP_532572.2* PREDICTED:*similar*to*glutathione*peroxidase*7*
XP_532575.2* PREDICTED:*similar*to*origin*recognition*complex,*subunit*1*

XP_532576.2*
PREDICTED:*similar*to*Zinc*finger*FYVE*domain*containing*protein*9*(Mothers*against*decapentaplegic*homolog*interacting*protein)*(MadhCinteracting*protein)*(Smad*anchor*
for*receptor*activation)*(Receptor*activation*anchor)*(hSARA)*(Novel*serine*protease)*(NSP...*iso*

XP_532578.2* PREDICTED:*similar*to*nardilysin*(NCarginine*dibasic*convertase)*isoform*1*
XP_532580.2* PREDICTED:*similar*to*epidermal*growth*factor*receptor*pathway*substrate*15*
XP_532591.2* PREDICTED:*similar*to*FattyCacid*amide*hydrolase*(Oleamide*hydrolase)*(Anandamide*amidohydrolase)*
XP_532599.2* PREDICTED:*similar*to*peroxiredoxin*1*
XP_532603.2* PREDICTED:*similar*to*Translation*initiation*factor*eIFC2B*gamma*subunit*(eIFC2B*GDPCGTP*exchange*factor)*isoform*1*
XP_532609.2* PREDICTED:*similar*to*DNMT1*associated*proteinC1*
XP_532613.2* PREDICTED:*similar*to*ReceptorCtype*tyrosineCprotein*phosphatase*F*precursor*(LAR*protein)*(Leukocyte*antigen*related)*isoform*1*
XP_532614.2* PREDICTED:*similar*to*CG4329CPA,*isoform*A*
XP_532616.2* PREDICTED:*similar*to*Poly*[ADPCribose]*polymeraseC2*(PARPC2)*(NAD(+)*ADPCribosyltransferaseC2)*(Poly[ADPCribose]*synthetaseC2)*(pADPRTC2)*(hPARPC2)*
XP_532617.2* PREDICTED:*similar*to*Purine*nucleoside*phosphorylase*(Inosine*phosphorylase)*(PNP)*isoform*1*
XP_532618.2* PREDICTED:*similar*to*Ribonuclease*pancreatic*precursor*(RNase*1)*(RNase*A)*(RNase*UpIC1)*(RIBC1)*(HPCRNase)*
XP_532621.2* PREDICTED:*similar*to*quattro*
XP_532624.2* PREDICTED:*similar*to*chromodomain*helicase*DNA*binding*protein*8*isoform*1*
XP_532638.2* PREDICTED:*similar*to*PTPRF*interacting*protein*alpha*2*
XP_532640.2* PREDICTED:*similar*to*peptidylglycine*alphaCamidating*monooxygenase*COOHCterminal*interactor*
XP_532646.2* PREDICTED:*similar*to*WD*repeat*domain*51B*
XP_532649.2* PREDICTED:*similar*to*Early*endosome*antigen*1*(EndosomeCassociated*protein*p162)*(Zinc*finger*FYVE*domain*containing*protein*2)*
XP_532650.2* PREDICTED:*similar*to*nudixCtype*motif*4*isoform*beta*
XP_532655.2* PREDICTED:*similar*to*netrin*4*
XP_532660.2* PREDICTED:*similar*to*solute*carrier*family*25*member*3*isoform*b*precursor*isoform*1*
XP_532662.2* PREDICTED:*similar*to*CG31653CPA*
XP_532665.2* PREDICTED:*similar*to*DownCregulated*in*metastasis*protein*(KeyC1A6*protein)*(Novel*nucleolar*protein*73)*(NNP73)*
XP_532667.2* PREDICTED:*similar*to*CG8027CPA*
XP_532674.2* PREDICTED:*similar*to*Host*cell*factor*2*(HCFC2)*(C2*factor)*isoform*1*
XP_532678.1* PREDICTED:*similar*to*Anaphase*promoting*complex*subunit*10*(APC10)*(Cyclosome*subunit*10)*
XP_532684.2* PREDICTED:*similar*to*CG9882CPA*
XP_532689.2* PREDICTED:*similar*to*FCbox*protein*FBW7*isoform*3*isoform*1*
XP_532697.2* PREDICTED:*similar*to*Fibrinogen*alpha*chain*precursor*
XP_532704.1* PREDICTED:*similar*to*peptidylprolyl*isomerase*D*isoform*1*
XP_532705.2* PREDICTED:*similar*to*CG3764CPA*
XP_532709.2* PREDICTED:*similar*to*CG10341CPA*
XP_532718.1* PREDICTED:*similar*to*Phosphoglycerate*mutase*2*(Phosphoglycerate*mutase*isozyme*M)*(PGAMCM)*(BPGCdependent*PGAM*2)*(MuscleCspecific*phosphoglycerate*mutase)*



isoform*1*

XP_532721.2* PREDICTED:*similar*to*transmembrane*emp24*protein*transport*domain*containing*4*isoform*1*
XP_532722.2* PREDICTED:*similar*to*oxoglutarate*(alphaCketoglutarate)*dehydrogenase*(lipoamide)*isoform*1*precursor*
XP_532728.2* PREDICTED:*similar*to*Nuclear*pore*complex*protein*Nup205*(Nucleoporin*Nup205)*(205*kDa*nucleoporin)*
XP_532737.2* PREDICTED:*similar*to*thiamin*pyrophosphokinase*1*
XP_532740.2* PREDICTED:*similar*to*chloride*channel,*nucleotideCsensitive,*1A*
XP_532742.2* PREDICTED:*similar*to*Glutathione*SCtransferase*kappa*1*(GST*13C13)*(Glutathione*SCtransferase*subunit*13)*(GST*classCkappa)*(GSTK1C1)*(hGSTK1)*
XP_532746.2* PREDICTED:*similar*to*MaltaseCglucoamylase,*intestinal*
XP_532750.2* PREDICTED:*similar*to*aarF*domain*containing*kinase*2*
XP_532760.2* PREDICTED:*similar*to*Cell*division*protein*kinase*5*(Tau*protein*kinase*II*catalytic*subunit)*(TPKII*catalytic*subunit)*(Serine/threonineCprotein*kinase*PSSALRE)*(CRK6)*
XP_532761.2* PREDICTED:*similar*to*Anion*exchange*protein*2*(NonCerythroid*band*3Clike*protein)*(BND3L)*
XP_532769.2* PREDICTED:*similar*to*5CAMPCactivated*protein*kinase,*gammaC2*subunit*(AMPK*gammaC2*chain)*(AMPK*gamma2)*(H91620p)*
XP_532787.2* PREDICTED:*similar*to*golgiCassociated*microtubuleCbinding*protein*HOOK3*
XP_532792.2* PREDICTED:*similar*to*putative*lysophosphatidic*acid*acyltransferase*
XP_532797.2* PREDICTED:*similar*to*ADAM*32*precursor*(A*disintegrin*and*metalloprotease*domain*32)*
XP_532805.2* PREDICTED:*similar*to*DDHD*domain*containing*2*
XP_532813.2* PREDICTED:*similar*to*Glutathione*reductase,*mitochondrial*precursor*(GR)*(GRase)*
XP_532819.2* PREDICTED:*similar*to*malignant*fibrous*histiocytoma*amplified*sequence*1*
XP_532820.2* PREDICTED:*similar*to*LowCdensity*lipoprotein*receptorCrelated*protein*4*precursor*(LDLR*dan)*
XP_532835.2* PREDICTED:*similar*to*FAT*tumor*suppressor*1*precursor*
XP_532839.2* PREDICTED:*hypothetical*protein*XP_532839*
XP_532844.2* PREDICTED:*similar*to*solute*carrier*family*25,*member*4*
XP_532849.2* PREDICTED:*similar*to*ectonucleotide*pyrophosphatase/phosphodiesterase*6*
XP_532852.2* PREDICTED:*similar*to*Endonuclease*VIIIClike*3*(NeiClike*3)*(DNA*glycosylase*FPG2)*
XP_532856.2* PREDICTED:*similar*to*tumor*suppressing*subtransferable*candidate*1*
XP_532865.2* PREDICTED:*similar*to*kinase*DCinteracting*substance*of*220*kDa*isoform*1*
XP_532870.2* PREDICTED:*similar*to*a*disintegrin*and*metalloproteinase*domain*17*isoform*2*preproprotein*
XP_532876.2* PREDICTED:*similar*to*Protein*disulfideCisomerase*A6*precursor*(Thioredoxin*domain*containing*protein*7)*
XP_532879.2* PREDICTED:*similar*to*DEAD*(AspCGluCAlaCAsp)*box*polypeptide*1*isoform*1*
XP_532887.2* PREDICTED:*similar*to*Apolipoprotein*BC100*precursor*(Apo*BC100)*
XP_532894.1* PREDICTED:*similar*to*hydroxyacyl*dehydrogenase,*subunit*A*isoform*2*
XP_532897.2* PREDICTED:*similar*to*CG10958CPA*
XP_532903.2* PREDICTED:*similar*to*EMILIN*1*precursor*(Elastin*microfibril*interfaceClocated*protein*1)*(Elastin*microfibril*interfacer*1)*
XP_532906.2* PREDICTED:*similar*to*apoptosis*related*protein*3*isoform*b*
XP_532909.2* PREDICTED:*similar*to*eukaryotic*translation*initiation*factor*2B,*subunit*4*delta*long*isoform*isoform*1*
XP_532922.2* PREDICTED:*similar*to*3CoxoC5*alphaCsteroid*4Cdehydrogenase*2*



XP_532927.2* PREDICTED:*similar*to*CG5290CPA*
XP_532928.2* PREDICTED:*similar*to*latent*transforming*growth*factor*beta*binding*protein*1*isoform*LTBPC1S*isoform*1*
XP_532959.2* PREDICTED:*similar*to*Zinc*finger*CCCHCtype*domain*containing*protein*6*
XP_532961.2* PREDICTED:*hypothetical*protein*XP_532961*
XP_532963.2* PREDICTED:*similar*to*ribose*5Cphosphate*isomerase*A*(ribose*5Cphosphate*epimerase),*partial*
XP_532972.2* PREDICTED:*similar*to*vacuolar*protein*sorting*24*isoform*1*isoform*1*
XP_532976.2* PREDICTED:*similar*to*DNACdirected*RNA*polymerase*I*largest*subunit*(RNA*polymerase*I*194*kDa*subunit)*(RPA194)*
XP_532984.2* PREDICTED:*similar*to*CG7092CPA*
XP_532985.2* PREDICTED:*similar*to*succinateCCoA*ligase,*GDPCforming,*alpha*subunit*
XP_532991.2* PREDICTED:*similar*to*hexokinase*2*
XP_533005.2* PREDICTED:*similar*to*ALMS1*
XP_533013.2* PREDICTED:*similar*to*Transcription*intermediary*factor*1Cgamma*(TIF1Cgamma)*(RETCfused*gene*7*protein)*(Rfg7*protein)*(Tripartite*motif*protein*33)*
XP_533016.1* PREDICTED:*similar*to*Cold*shock*domain*protein*E1*(UNR*protein)*(NCras*upstream*gene*protein)*isoform*5*
XP_533020.2* PREDICTED:*similar*to*tripartite*motifCcontaining*45*
XP_533034.1* PREDICTED:*similar*to*Peroxisomal*membrane*protein*11B*(PeroxinC11B)*(Peroxisomal*biogenesis*factor*11B)*(PEX11beta)*(Pex11pbeta)*isoform*1*
XP_533038.2* PREDICTED:*similar*to*hemojuvelin*isoform*a*isoform*1*
XP_533039.2* PREDICTED:*similar*to*phosphodiesterase*4D*interacting*protein*isoform*1*
XP_533041.1* PREDICTED:*similar*to*bolAClike*1*isoform*1*
XP_533056.2* PREDICTED:*similar*to*selenium*binding*protein*1*
XP_533065.2* PREDICTED:*similar*to*Monocarboxylate*transporter*1*(MCT*1)*isoform*1*
XP_533068.2* PREDICTED:*similar*to*DEAD*(AspCGluCAlaCAsp)*box*polypeptide*20*
XP_533073.2* PREDICTED:*similar*to*Epidermal*growth*factor*receptor*precursor*(Receptor*tyrosineCprotein*kinase*ErbBC1)*
XP_533078.2* PREDICTED:*similar*to*Proteasome*subunit*alpha*type*2*(Proteasome*component*C3)*(Macropain*subunit*C3)*(Multicatalytic*endopeptidase*complex*subunit*C3)*isoform*1*
XP_533082.2* PREDICTED:*similar*to*Cell*division*cycle*2Clike*protein*kinase*5*(CDC2Crelated*protein*kinase*5)*(CholinesteraseCrelated*cell*division*controller)*
XP_533084.2* PREDICTED:*similar*to*Vacuolar*assembly*protein*VPS41*homolog*(S53)*
XP_533095.2* PREDICTED:*similar*to*cAMPCdependent*protein*kinase*type*IICbeta*regulatory*subunit*isoform*1*
XP_533096.2* PREDICTED:*similar*to*synaptophysinClike*1*isoform*b*
XP_533098.2* PREDICTED:*similar*to*CG17941CPA*
XP_533102.2* PREDICTED:*similar*to*myeloid/lymphoid*or*mixedClineage*leukemia*5*isoform*1*
XP_533103.2* PREDICTED:*similar*to*proteasome*(prosome,*macropain)*26S*subunit,*ATPase*2*
XP_533111.2* PREDICTED:*similar*to*AtrophinC1*interacting*protein*1*(Membrane*associated*guanylate*kinase*invertedC2)*(MAGIC2)*(Activin*receptor*interacting*protein*1)*(Acvrip1)*
XP_533115.2* PREDICTED:*similar*to*tweety*2*isoform*1*
XP_533125.2* PREDICTED:*similar*to*CG5700CPB*
XP_533129.2* PREDICTED:*similar*to*dynein,*axonemal,*heavy*polypeptide*9*isoform*2*
XP_533130.2* PREDICTED:*similar*to*DEAD*(AspCGluCAlaCAsp)*box*polypeptide*48*isoform*1*
XP_533134.2* PREDICTED:*similar*to*alveolar*soft*part*sarcoma*chromosome*region,*candidate*1*long*isoform*isoform*1*



XP_533160.1* PREDICTED:*similar*to*B5*receptor*
XP_533162.2* PREDICTED:*similar*to*Reticulocalbin*1*precursor*
XP_533167.2* PREDICTED:*similar*to*FLJ46154*protein*
XP_533169.1* PREDICTED:*similar*to*macrophage*expressed*gene*1*
XP_533171.2* PREDICTED:*similar*to*zinc*finger*protein*91*isoform*1*isoform*1*

XP_533200.2*
PREDICTED:*similar*to*AdapterCrelated*protein*complex*2*alpha*2*subunit*(AlphaCadaptin*C)*(Adaptor*protein*complex*APC2*alphaC2*subunit)*(Clathrin*assembly*protein*
complex*2*alphaCC*large*chain)*(100*kDa*coated*vesicle*protein*C)*(Plasma*membrane*adaptor*HA2/...*

XP_533207.1* PREDICTED:*similar*to*mitochondrial*ribosomal*protein*L21*isoform*d*
XP_533208.2* PREDICTED:*similar*to*Carnitine*OCpalmitoyltransferase*I,*mitochondrial*liver*isoform*(CPT*I)*(CPTICL)*(Carnitine*palmitoyltransferase*1A)*
XP_533215.2* PREDICTED:*similar*to*coronin,*actin*binding*protein,*1B*isoform*1*
XP_533217.2* PREDICTED:*similar*to*RNA*binding*motif*protein*14*
XP_533219.2* PREDICTED:*similar*to*Cathepsin*F*precursor*(CATSF)*
XP_533220.2* PREDICTED:*similar*to*dipeptidylpeptidase*III*isoform*1*isoform*1*

XP_533222.2*
PREDICTED:*similar*to*NCacetyllactosaminide*betaC1,3CNCacetylglucosaminyltransferase*(PolyCNCacetyllactosamine*extension*enzyme)*(ICbetaC1,3CNC
acetylglucosaminyltransferase)*(iGnT)*(UDPCGlcNAc:betaGal*betaC1,3CNCacetylglucosaminyltransferase*6)...*

XP_533229.2* PREDICTED:*similar*to*EGFCcontaining*fibulinClike*extracellular*matrix*protein*2*precursor*(FibulinC4)*(FIBLC4)*(UPH1*protein)*
XP_533230.2* PREDICTED:*similar*to*MUS81*endonuclease*homolog*isoform*1*
XP_533231.1* *PREDICTED:*similar*to*CofilinC1*(Cofilin,*nonCmuscle*isoform)*(18*kDa*phosphoprotein)*(p18)*isoform*1*
XP_533234.2* PREDICTED:*similar*to*polymerase*(DNA*directed),*alpha*2*(70kD*subunit)*

XP_533248.2*
PREDICTED:*similar*to*Ubiquitin*thiolesterase*protein*OTUB1*(Otubain*1)*(OTU*domainCcontaining*ubiquitin*aldehydeCbinding*protein*1)*(UbiquitinCspecific*processing*
protease*OTUB1)*(Deubiquitinating*enzyme*OTUB1)*

XP_533252.2* PREDICTED:*similar*to*atlastinClike*

XP_533259.2*
PREDICTED:*similar*to*TAF6Clike*RNA*polymerase*II*p300/CBPCassociated*factorCassociated*factor*65*kDa*subunit*6L*(PCAFCassociated*factor*65*alpha)*(PAF65Calpha)*isoform*
1*

XP_533261.2* PREDICTED:*similar*to*heterogeneous*nuclear*ribonucleoprotein*U*
XP_533263.2* PREDICTED:*similar*to*DNA*segment,*Chr*19,*ERATO*Doi*721,*expressed*
XP_533265.2* PREDICTED:*similar*to*MetastasisCassociated*protein*MTA2*(MetastasisCassociated*1Clike*1)*

XP_533275.2*
PREDICTED:*similar*to*DNA*damage*binding*protein*1*(DamageCspecific*DNA*binding*protein*1)*(DDB*p127*subunit)*(DDBa)*(UVCdamaged*DNACbinding*protein*1)*(UVCDDB*1)*
(Xeroderma*pigmentosum*group*E*complementing*protein)*(XPCe)*(XCassociated*protein*1)*(XAPC1)...*

XP_533280.2* PREDICTED:*similar*to*inositol*polyphosphateC4Cphosphatase,*type*II,*105kD*
XP_533285.2* PREDICTED:*similar*to*Calmegin*precursor*
XP_533286.2* PREDICTED:*similar*to*Microsomal*glutathione*SCtransferase*2*(Microsomal*GSTC2)*(Microsomal*GSTCII)*
XP_533295.2* PREDICTED:*similar*to*Serine/threonineCprotein*kinase*PLK4*(PoloClike*kinase*4)*(PLKC4)*(Serine/threonineCprotein*kinase*Sak)*(Serine/threonineCprotein*kinase*18)*isoform*1*
XP_533297.2* PREDICTED:*similar*to*Heat*shock*70*kDa*protein*4L*(Osmotic*stress*protein*94)*(Heat*shock*70Crelated*protein*APGC1)*isoform*1*

XP_533303.1*
PREDICTED:*similar*to*Annexin*A5*(Annexin*V)*(Lipocortin*V)*(Endonexin*II)*(Calphobindin*I)*(CBPCI)*(Placental*anticoagulant*protein*I)*(PAPCI)*(PP4)*(Thromboplastin*inhibitor)*
(Vascular*anticoagulantCalpha)*(VACCalpha)*(Anchorin*CII)*

XP_533310.2* PREDICTED:*similar*to*UDPCglucose*ceramide*glucosyltransferaseClike*1*isoform*1*
XP_533314.2* PREDICTED:*similar*to*TFIIH*basal*transcription*factor*complex*helicase*XPB*subunit*(Basic*transcription*factor*2*89*kDa*subunit)*(BTF2Cp89)*(TFIIH*89*kDa*subunit)*(DNAC



repair*protein*complementing*XPCB*cells)*(Xeroderma*pigmentosum*group*B*complementing*prot...*

XP_533324.2* PREDICTED:*similar*to*Macrophage*receptor*MARCO*(Macrophage*receptor*with*collagenous*structure)*
XP_533326.2* PREDICTED:*similar*to*CG7773CPA*
XP_533341.1* PREDICTED:*similar*to*CG9924CPC,*isoform*C*isoform*1*
XP_533342.2* PREDICTED:*similar*to*neurexophilin*2*
XP_533343.2* PREDICTED:*similar*to*LowCdensity*lipoprotein*receptorCrelated*protein*1B*precursor*(LowCdensity*lipoprotein*receptorCrelated*proteinCdeleted*in*tumor)*(LRPCDIT)*
XP_533346.2* PREDICTED:*similar*to*long*interspersed*repetitive*DNA*sequence*LINE4*(L1Rn)*
XP_533355.2* PREDICTED:*similar*to*RAP1*interacting*factor*1*
XP_533356.2* PREDICTED:*similar*to*Nebulin*

XP_533360.2*
PREDICTED:*similar*to*Ectonucleotide*pyrophosphatase/phosphodiesterase*1*(ECNPP*1)*(Phosphodiesterase*I/nucleotide*pyrophosphatase*1)*(PlasmaCcell*membrane*
glycoprotein*PCC1)*

XP_533364.2* PREDICTED:*similar*to*PQ*loop*repeat*containing*1*(predicted)*
XP_533365.2* PREDICTED:*similar*to*RNA*polymerase*II*subunit*A*CCterminal*domain*phosphatase*(TFIIFCassociating*CTD*phosphatase)*isoform*1*
XP_533367.2* PREDICTED:*similar*to*Myelin*basic*protein*(MBP)*(Myelin*A1*protein)*(Myelin*membrane*encephalitogenic*protein)*isoform*1*
XP_533368.2* PREDICTED:*similar*to*serologically*defined*colon*cancer*antigen*33*
XP_533370.2* PREDICTED:*similar*to*Zinc*finger*protein*407*
XP_533372.2* PREDICTED:*similar*to*Cytosolic*nonspecific*dipeptidase*(Glutamate*carboxypeptidaseClike*protein*1)*(CNDP*dipeptidase*2)*isoform*1*
XP_533379.2* PREDICTED:*similar*to*docking*protein*5Clike*
XP_533381.2* PREDICTED:*similar*to*thioredoxin*domain*containing*10*

XP_533384.2*
PREDICTED:*similar*to*PH*domain*leucineCrich*repeat*protein*phosphatase*(Pleckstrin*homology*domain*containing*family*E*protein*1)*(Suprachiasmatic*nucleus*circadian*
oscillatory*protein)*(hSCOP)*

XP_533387.2* PREDICTED:*similar*to*phosphatidylinositol*glycan,*class*N*

XP_533390.2*
PREDICTED:*similar*to*ERGICC53*protein*precursor*(ERCGolgi*intermediate*compartment*53*kDa*protein)*(Lectin,*mannoseCbinding*1)*(Gp58)*(Intracellular*mannose*specific*
lectin*MR60)*

XP_533391.2* PREDICTED:*similar*to*zinc*finger*protein*532*
XP_533394.2* PREDICTED:*similar*to*ATPase,*Class*I,*type*8B,*member*1*
XP_533395.2* PREDICTED:*similar*to*WD*repeat*domain*7*protein*isoform*1*isoform*1*
XP_533396.2* *PREDICTED:*hypothetical*protein*XP_533396*
XP_533403.2* PREDICTED:*similar*to*LINEC1*reverse*transcriptase*homolog*
XP_533404.2* PREDICTED:*similar*to*RNA*(guanineC7C)*methyltransferase*
XP_533406.2* PREDICTED:*similar*to*connective*tissue*growth*factor*
XP_533416.2* PREDICTED:*similar*to*HBS1Clike*isoform*1*
XP_533417.2* *PREDICTED:*similar*to*jouberin*
XP_533418.1* PREDICTED:*similar*to*LClactate*dehydrogenase*B*chain*(LDHCB)*(LDH*heart*subunit)*(LDHCH)*isoform*1*
XP_533420.2* *PREDICTED:*similar*to*mitogenCactivated*protein*kinase*kinase*kinase*5*
XP_533422.2* PREDICTED:*similar*to*60S*ribosomal*protein*L29*(Cell*surface*heparin*binding*protein*HIP)*
XP_533424.2* PREDICTED:*similar*to*NHSClike*1*



XP_533429.2* PREDICTED:*similar*to*BetaCtaxilin*(Muscle*derived*protein*77)*(hMDP77)*
XP_533434.2* PREDICTED:*similar*to*Phosphatase*and*actin*regulator*2*
XP_533438.2* PREDICTED:*similar*to*SNF2*histone*linker*PHD*RING*helicase*isoform*1*
XP_533439.2* PREDICTED:*similar*to*RasCrelated*protein*RabC32*
XP_533442.2* PREDICTED:*similar*to*tomosyn*isoform*b*
XP_533460.1* PREDICTED:*similar*to*Sorting*nexinC9*
XP_533463.2* PREDICTED:*similar*to*Superoxide*dismutase*[Mn],*mitochondrial*precursor*isoform*1*
XP_533468.2* PREDICTED:*similar*to*Plasminogen*precursor*
XP_533478.2* PREDICTED:*similar*to*CG7386CPA*isoform*1*
XP_533495.2* PREDICTED:*similar*to*ReceptorCtype*tyrosineCprotein*phosphatase*kappa*precursor*(ProteinCtyrosine*phosphatase*kappa)*(RCPTPCkappa)*
XP_533497.2* PREDICTED:*similar*to*Rho*GTPase*activating*protein*18*
XP_533502.2* PREDICTED:*similar*to*RAD26L*hypothetical*protein*
XP_533506.2* PREDICTED:*similar*to*golgi*phosphoprotein*2*
XP_533516.2* PREDICTED:*similar*to*transducinClike*enhancer*protein*1*
XP_533520.2* PREDICTED:*similar*to*phosphoserine*aminotransferase*isoform*1*
XP_533522.2* PREDICTED:*similar*to*vacuolar*protein*sorting*13A*isoform*A*
XP_533523.2* PREDICTED:*similar*to*CG11596CPA,*isoform*A*
XP_533524.2* PREDICTED:*similar*to*Annexin*A1*(Annexin*I)*(Lipocortin*I)*(Calpactin*II)*(Chromobindin*9)*(P35)*(Phospholipase*A2*inhibitory*protein)*
XP_533529.2* PREDICTED:*similar*to*SMC5*protein*isoform*1*
XP_533533.2* PREDICTED:*similar*to*phosphatidylinositolC4Cphosphate*5Ckinase,*type*I,*beta*isoform*2*
XP_533534.2* PREDICTED:*similar*to*phosphoglucomutase*5*
XP_533535.2* PREDICTED:*similar*to*dedicator*of*cytokinesis*8*isoform*1*
XP_533538.2* PREDICTED:*similar*to*Very*lowCdensity*lipoprotein*receptor*precursor*(VLDL*receptor)*isoform*1*
XP_533539.2* PREDICTED:*similar*to*D19Bwg1357e*protein*
XP_533544.2* PREDICTED:*similar*to*InsulinClike*peptide*INSL6*precursor*(InsulinClike*peptide*6)*(Relaxin/insulinClike*factor*1)*
XP_533548.2* *PREDICTED:*similar*to*nuclear*factor,*interleukin*3*regulated*
XP_533558.2* PREDICTED:*similar*to*protein*tyrosine*phosphatase*domain*containing*1*protein*isoform*1*
XP_533560.1* PREDICTED:*similar*to*RIKEN*cDNA*1110007C09*

XP_533567.2*
PREDICTED:*similar*to*Transcription*intermediary*factor*1Cbeta*(TIF1Cbeta)*(Tripartite*motif*protein*28)*(Nuclear*corepressor*KAPC1)*(KRABCassociated*protein*1)*(KAPC1)*
(KRABCinteracting*protein*1)*(KRIPC1)*(RING*finger*protein*96)*

XP_533569.2* PREDICTED:*similar*to*zinc*finger*protein*274*isoform*c*
XP_533574.2* PREDICTED:*similar*to*paternally*expressed*3*
XP_533576.2* PREDICTED:*similar*to*NACHT,*LRR*and*PYD*containing*protein*5*
XP_533579.2* PREDICTED:*hypothetical*protein*XP_533579*
XP_533584.1* PREDICTED:*similar*to*hsp70Cinteracting*protein*
XP_533588.2* PREDICTED:*similar*to*leukocyte*receptor*cluster*(LRC)*member*8*



XP_533603.2* PREDICTED:*similar*to*electronCtransferCflavoprotein,*beta*polypeptide*isoform*1*isoform*1*
XP_533608.2* PREDICTED:*similar*to*myosin*binding*protein*C,*fastCtype*isoform*1*
XP_533616.2* PREDICTED:*similar*to*Interferon*regulatory*factor*3*(IRFC3)*
XP_533617.1* PREDICTED:*similar*to*RasCrelated*protein*RCRas*(p23)*
XP_533622.2* PREDICTED:*similar*to*solute*carrier*family*6,*member*20*isoform*2*
XP_533623.2* PREDICTED:*similar*to*linC7*homolog*B*isoform*1*
XP_533628.2* PREDICTED:*similar*to*NetrinC1*precursor*
XP_533637.2* PREDICTED:*hypothetical*protein*XP_533637*
XP_533638.2* PREDICTED:*similar*to*Symplekin*
XP_533640.2* PREDICTED:*similar*to*Echinoderm*microtubuleCassociated*proteinClike*2*(EMAPC2)*(HuEMAPC2)*isoform*1*
XP_533641.2* PREDICTED:*similar*to*Creatine*kinase*MCtype*(Creatine*kinase,*M*chain)*(MCCK)*
XP_533645.2* PREDICTED:*similar*to*Poliovirus*receptor*precursor*(CD155*antigen)*
XP_533650.2* PREDICTED:*hypothetical*protein*XP_533650*
XP_533664.2* PREDICTED:*similar*to*latent*transforming*growth*factor*beta*binding*protein*4*

XP_533666.2*
PREDICTED:*similar*to*Flavin*reductase*(FR)*(NADPHCdependent*diaphorase)*(NADPHCflavin*reductase)*(FLR)*(Biliverdin*reductase*B)*(BVRCB)*(BiliverdinCIX*betaCreductase)*
(Green*heme*binding*protein)*(GHBP)*

XP_533671.2* PREDICTED:*similar*to*fibrillarin*
XP_533672.2* PREDICTED:*similar*to*translocase*of*inner*mitochondrial*membrane*50*homolog*
XP_533674.2* PREDICTED:*similar*to*40S*ribosomal*protein*S16*
XP_533678.1* PREDICTED:*similar*to*peroxisomal*enoylCcoenzyme*A*hydrataseClike*protein*isoform*1*
XP_533688.2* PREDICTED:*similar*to*AmyloidClike*protein*1*precursor*(APLP)*(APLPC1)*
XP_533694.2* PREDICTED:*similar*to*dermokine*

XP_533700.2*
PREDICTED:*similar*to*GlucoseC6Cphosphate*isomerase*(GPI)*(Phosphoglucose*isomerase)*(PGI)*(Phosphohexose*isomerase)*(PHI)*(Neuroleukin)*(NLK)*(Sperm*antigenC36)*(SAC
36)*

XP_533706.2* PREDICTED:*similar*to*citron*
XP_533709.2* PREDICTED:*similar*to*RPB5Cmediating*protein*isoform*a*
XP_533718.2* PREDICTED:*similar*to*RuvBClike*protein*1*isoform*1*
XP_533723.2* PREDICTED:*similar*to*coatomer*protein*complex,*subunit*gamma*1*
XP_533727.2* *PREDICTED:*similar*to*xeroderma*pigmentosum,*complementation*group*C*
XP_533732.2* PREDICTED:*similar*to*plexin*D1*

XP_533742.2*
PREDICTED:*similar*to*Plasma*membrane*calciumCtransporting*ATPase*2*(PMCA2)*(Plasma*membrane*calcium*pump*isoform*2)*(Plasma*membrane*calcium*ATPase*isoform*2)*
isoform*1*

XP_533745.2* PREDICTED:*similar*to*interleukin*17*receptor*E*isoform*1*
XP_533749.2* PREDICTED:*similar*to*myeloid/lymphoid*or*mixedClineage*leukemia*5*isoform*1*
XP_533752.1* *PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*2*isoform*1*
XP_533753.2* PREDICTED:*similar*to*ER*degradationCenhancing*alphaCmannosidaseClike*
XP_533760.2* PREDICTED:*similar*to*cell*adhesion*molecule*with*homology*to*L1CAM*precursor*



XP_533763.2* PREDICTED:*similar*to*SHQ1*homolog*isoform*1*

XP_533770.2*
PREDICTED:*similar*to*Membrane*associated*guanylate*kinase,*WW*and*PDZ*domain*containing*protein*1*(BAI1Cassociated*protein*1)*(BAPC1)*(Membrane*associated*
guanylate*kinase*invertedC1)*(MAGIC1)*(AtrophinC1*interacting*protein*3)*(AIP3)*(WW*domainCcontaining*p...*

XP_533781.2* PREDICTED:*similar*to*sarcolemma*associated*protein*isoform*1*
XP_533789.2* PREDICTED:*similar*to*calcium*channel,*voltageCdependent,*alpha*2/delta*3*subunit*
XP_533792.2* *PREDICTED:*similar*to*Transketolase*(TK)*
XP_533795.2* PREDICTED:*similar*to*Serine/threonineCprotein*kinase*Nek4*(NimACrelated*protein*kinase*4)*(Serine/threonineCprotein*kinase*2)*(Serine/threonineCprotein*kinase*NRK2)*
XP_533802.2* PREDICTED:*similar*to*dynein,*axonemal,*heavy*polypeptide*1*
XP_533805.2* PREDICTED:*similar*to*60S*ribosomal*protein*L29*(Cell*surface*heparin*binding*protein*HIP)*
XP_533806.2* PREDICTED:*similar*to*aminoacylase*1*
XP_533810.2* PREDICTED:*similar*to*Testis*expressed*sequence*264*protein*precursor*(Secreted*protein*ZSIG11)*
XP_533818.1* PREDICTED:*similar*to*Zinc*finger*MYND*domain*containing*protein*10*(BLu*protein)*isoform*1*
XP_533823.2* PREDICTED:*similar*to*macrophage*stimulating*1*receptor*(cCmetCrelated*tyrosine*kinase)*
XP_533824.2* PREDICTED:*similar*to*ActinC5C*
XP_533831.2* PREDICTED:*similar*to*Laminin*betaC2*chain*precursor*(SClaminin)*(Laminin*B1s*chain)*
XP_533840.2* PREDICTED:*similar*to*cadherin*EGF*LAG*sevenCpass*GCtype*receptor*3*
XP_533841.2* PREDICTED:*similar*to*plexin*B1*
XP_533843.2* PREDICTED:*similar*to*nucleoside*diphosphate*kinase*type*6*

XP_533845.2*
PREDICTED:*similar*to*SWI/SNFCrelated*matrixCassociated*actinCdependent*regulator*of*chromatin*subfamily*C*member*1*(SWI/SNF*complex*155*kDa*subunit)*(BRG1C
associated*factor*155)*

XP_533847.2* PREDICTED:*similar*to*kinesin*family*member*9*isoform*2*isoform*1*
XP_533851.2* PREDICTED:*similar*to*testesCspecific*protease*50*
XP_533853.2* PREDICTED:*similar*to*FYVE*and*coiledCcoil*domain*containing*1*
XP_533868.2* PREDICTED:*similar*to*regulator*of*nonsense*transcripts*1*
XP_533872.2* PREDICTED:*similar*to*myoCinositol*1Cphosphate*synthase*A1*
XP_533875.2* PREDICTED:*similar*to*microtubule*associated*serine/threonine*kinase*2*
XP_533888.2* PREDICTED:*similar*to*widelyCinterspaced*zinc*finger*motifs*isoform*2*
XP_533890.2* PREDICTED:*similar*to*ilvB*(bacterial*acetolactate*synthase)Clike*isoform*1*
XP_533898.2* PREDICTED:*similar*to*growth*arrest*and*DNACdamageCinducible,*gamma*interacting*protein*1*
XP_533906.2* PREDICTED:*similar*to*FCbox/WDCrepeat*protein*9*(FCbox*and*WDC40*domain*protein*9)*
XP_533910.2* PREDICTED:*similar*to*tartrate*resistant*acid*phosphatase*5*precursor*
XP_533912.2* PREDICTED:*similar*to*CG32512CPA*
XP_533917.2* PREDICTED:*similar*to*kelchClike*ECHCassociated*protein*1*isoform*1*
XP_533918.2* PREDICTED:*similar*to*NonCreceptor*tyrosineCprotein*kinase*TYK2*
XP_533920.2* PREDICTED:*similar*to*Suppressor*of*SWI4*1*homolog*(SsfC1)*(Peter*Pan*homolog)*
XP_533922.2* PREDICTED:*hypothetical*protein*XP_533922*



XP_533927.2* PREDICTED:*similar*to*Variable*ABnormal*morphology*family*member*(vabC19)*isoform*1*
XP_533931.2* PREDICTED:*similar*to*G*proteinCcoupled*receptor*108*
XP_533932.2* PREDICTED:*similar*to*Complement*C3*precursor*
XP_533933.2* PREDICTED:*similar*to*tumor*necrosis*factor*(ligand)*superfamily,*member*9*
XP_533934.2* PREDICTED:*similar*to*tubulin,*beta*4*
XP_533945.2* PREDICTED:*similar*to*Scaffold*attachment*factor*B2*isoform*1*
XP_533950.2* PREDICTED:*similar*to*DeathCassociated*protein*kinase*3*(DAP*kinase*3)*(DAPClike*kinase)*(Dlk)*(ZIPCkinase)*
XP_533954.2* *PREDICTED:*similar*to*Thimet*oligopeptidase*(Endopeptidase*24.15)*(MP78)*
XP_533958.2* PREDICTED:*similar*to*transcription*elongation*factor*B*polypeptide*3*binding*protein*1*
XP_533960.2* PREDICTED:*similar*to*NADHCubiquinone*oxidoreductase*FeCS*protein*7*
XP_533964.2* PREDICTED:*similar*to*basigin*isoform*1*
XP_533973.2* PREDICTED:*similar*to*expressed*in*nonCmetastatic*cells*1,*protein*(NM23A)*(nucleoside*diphosphate*kinase)*
XP_533975.2* PREDICTED:*similar*to*cofactor*required*for*Sp1*transcriptional*activation,*subunit*6,*77kDa*
XP_533992.2* PREDICTED:*similar*to*PreCmRNA*cleavage*complex*II*protein*Pcf11*
XP_534002.2* PREDICTED:*similar*to*remodeling*and*spacing*factor*1*isoform*1*
XP_534005.2* PREDICTED:*similar*to*EMSY*protein*isoform*3*
XP_534007.2* PREDICTED:*similar*to*microtubuleCassociated*protein*6*isoform*1*
XP_534010.2* PREDICTED:*similar*to*DNA*polymerase*delta*subunit*3*(DNA*polymerase*delta*subunit*p66)*isoform*1*
XP_534012.2* *PREDICTED:*similar*to*CG32425CPA,*isoform*A*
XP_534014.1* PREDICTED:*similar*to*proteasomal*ATPaseCassociated*factor*1*
XP_534016.2* PREDICTED:*similar*to*mitochondrial*ribosomal*protein*L48*isoform*1*
XP_534024.2* PREDICTED:*similar*to*Short*transient*receptor*potential*channel*2*(TrpC2)*(mTrp2)*
XP_534033.2* PREDICTED:*hypothetical*protein*XP_534033*
XP_534037.2* PREDICTED:*similar*to*Amyloid*beta*A4*precursor*proteinCbinding*family*B*member*1*(Fe65*protein)*
XP_534039.2* PREDICTED:*similar*to*T07A9.8*
XP_534045.2* PREDICTED:*similar*to*serine/threonine*kinase*33*
XP_534048.2* PREDICTED:*similar*to*RAB6*interacting*protein*1*
XP_534051.2* PREDICTED:*similar*to*Wee1Clike*protein*kinase*(WEE1hu)*
XP_534062.2* PREDICTED:*similar*to*AlphaCparvin*(CalponinClike*integrinClinked*kinase*binding*protein)*(CHCILKBP)*

XP_534063.2*
PREDICTED:*similar*to*Aryl*hydrocarbon*receptor*nuclear*translocatorClike*protein*1*(Brain*and*muscle*ARNTClike*1)*(Member*of*PAS*protein*3)*(BasicChelixCloopChelixCPAS*
orphan*MOP3)*(bHLHCPAS*protein*JAP3)*isoform*1*

XP_534065.2* PREDICTED:*similar*to*GlyceraldehydeC3Cphosphate*dehydrogenase*(GAPDH)*
XP_534067.2* PREDICTED:*similar*to*SpondinC1*precursor*(FCspondin)*(Vascular*smooth*muscle*cell*growth*promoting*factor)*
XP_534069.2* PREDICTED:*similar*to*coatomer*protein*complex,*subunit*beta*

XP_534070.2*
PREDICTED:*similar*to*Proteasome*subunit*alpha*type*1*(Proteasome*component*C2)*(Macropain*subunit*C2)*(Multicatalytic*endopeptidase*complex*subunit*C2)*
(Proteasome*nu*chain)*(30*kDa*prosomal*protein)*(PROSC30)*



XP_534084.2* PREDICTED:*similar*to*LClactate*dehydrogenase*A*chain*(LDHCA)*(LDH*muscle*subunit)*(LDHCM)*(ProliferationCinducing*gene*19*protein)*isoform*1*
XP_534086.2* PREDICTED:*similar*to*CG5815CPA,*isoform*A*
XP_534089.2* *PREDICTED:*similar*to*HMT1*hnRNP*methyltransferaseClike*3*isoform*1*
XP_534096.2* PREDICTED:*similar*to*butyrobetaine*(gamma),*2Coxoglutarate*dioxygenase*1*(gammaCbutyrobetaine*hydroxylase)*
XP_534100.2* PREDICTED:*similar*to*methyltransferase*5*domain*containing*1*
XP_534112.2* PREDICTED:*similar*to*karyopherin*(importin)*alpha*3*(predicted)*
XP_534118.2* PREDICTED:*similar*to*RetinoblastomaCassociated*protein*(PP110)*(P105CRB)*(RB)*

XP_534120.2*
PREDICTED:*similar*to*Mediator*complex*subunit*4*(Mediator*of*RNA*polymerase*II*transcription*subunit*4)*(Vitamin*D3*receptorCinteracting*protein*complex*36*kDa*
component)*(DRIP36)*(ActivatorCrecruited*cofactor*36*kDa*component)*(ARC36)*(TRAP/SMCC/PC2*subunit...*

XP_534124.2* PREDICTED:*similar*to*LCplastin*(Lymphocyte*cytosolic*protein*1)*(LCPC1)*(LC64P)*isoform*1*
XP_534133.2* PREDICTED:*similar*to*diacylglycerol*kinase,*eta*isoform*2*
XP_534135.2* PREDICTED:*similar*to*kelch*repeat*and*BTB*(POZ)*domainCcontaining*6*
XP_534136.2* PREDICTED:*similar*to*WW*domainCcontaining*binding*protein*4*isoform*1*
XP_534148.2* PREDICTED:*similar*to*LIM*domain*only*protein*7*(LOMP)*(FCbox*only*protein*20)*
XP_534151.2* PREDICTED:*similar*to*pam,*highwire,*rpm*1*isoform*1*
XP_534154.2* PREDICTED:*hypothetical*protein*XP_534154*
XP_534169.2* PREDICTED:*similar*to*GlyceraldehydeC3Cphosphate*dehydrogenase*(GAPDH)*
XP_534177.2* PREDICTED:*similar*to*CG5038CPA*
XP_534196.2* PREDICTED:*similar*to*RAS*p21*protein*activator*3*
XP_534198.2* PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*A1*(HelixCdestabilizing*protein)*(SingleCstrand*binding*protein)*(hnRNP*core*protein*A1)*(HDP)*
XP_534200.2* PREDICTED:*similar*to*acetylCCoA*synthetase*2Clike*
XP_534201.2* PREDICTED:*similar*to*brain*glycogen*phosphorylase*isoform*1*
XP_534211.2* PREDICTED:*similar*to*CLIPCassociating*protein*2*isoform*1*
XP_534218.2* PREDICTED:*hypothetical*protein*XP_534218*
XP_534221.2* PREDICTED:*similar*to*integrin,*alpha*9*precursor*
XP_534236.2* PREDICTED:*similar*to*dynein*light*chainCA*
XP_534241.2* PREDICTED:*similar*to*DNA*topoisomerase*II,*beta*isozyme*
XP_534249.2* PREDICTED:*similar*to*p300/CBPCassociated*factor*
XP_534258.2* PREDICTED:*similar*to*calpain*7*isoform*1*
XP_534263.2* PREDICTED:*similar*to*Mitochondrial*39S*ribosomal*protein*L3*(L3mt)*(MRPCL3)*
XP_534266.2* PREDICTED:*similar*to*DNA*topoisomerase*II*binding*protein*1*(DNA*topoisomerase*IIbetaCbinding*protein*1)*(TopBP1)*
XP_534283.2* PREDICTED:*similar*to*coatomer*protein*complex,*subunit*beta*2*(beta*prime)*
XP_534286.2* PREDICTED:*similar*to*Nicotinamide*mononucleotide*adenylyltransferase*3*(NMN*adenylyltransferase*3)*
XP_534289.2* PREDICTED:*similar*to*solute*carrier*family*25,*member*36*
XP_534297.2* PREDICTED:*similar*to*U2Cassociated*SR140*protein*
XP_534305.2* PREDICTED:*similar*to*TSC22*domain*family*protein*2*(TSC22Crelated*inducible*leucine*zipper*protein*4)*isoform*1*



XP_534308.2* PREDICTED:*similar*to*immunoglobulin*superfamily,*member*10*
XP_534311.2* PREDICTED:*similar*to*DEAH*(AspCGluCAlaCHis)*box*polypeptide*36*
XP_534312.2* PREDICTED:*similar*to*G*proteinCcoupled*receptor*149*
XP_534320.2* PREDICTED:*similar*to*G*elongation*factor,*mitochondrial*1*
XP_534321.2* PREDICTED:*similar*to*optic*atrophy*1*isoform*8*
XP_534322.2* PREDICTED:*similar*to*NCethylmaleimide*sensitive*fusion*protein*attachment*protein*beta*isoform*1*
XP_534341.2* PREDICTED:*similar*to*ABT1Cassociated*protein*isoform*1*
XP_534344.2* PREDICTED:*similar*to*BTB/POZ*domain*containing*protein*3*isoform*1*
XP_534351.2* PREDICTED:*similar*to*Bone*morphogenetic*protein*2*precursor*(BMPC2)*(BMPC2A)*isoform*1*
XP_534352.1* PREDICTED:*similar*to*minichromosome*maintenance*protein*8*isoform*1*isoform*1*
XP_534360.2* PREDICTED:*similar*to*Attractin*precursor*(Mahogany*homolog)*(DPPTCL)*
XP_534366.2* PREDICTED:*similar*to*protein*tyrosine*phosphatase,*receptor*type,*A*isoform*2*precursor*isoform*1*
XP_534367.2* PREDICTED:*similar*to*isocitrate*dehydrogenase*3,*beta*subunit*isoform*a*precursor*isoform*1*
XP_534370.2* PREDICTED:*similar*to*transglutaminase*3*precursor*
XP_534375.2* PREDICTED:*similar*to*casein*kinase*II*alpha*1*subunit*isoform*a*isoform*1*
XP_534397.2* PREDICTED:*similar*to*myosin,*heavy*polypeptide*7B,*cardiac*muscle,*beta*
XP_534398.2* PREDICTED:*similar*to*TRPC4Cassociated*protein*isoform*a*isoform*1*
XP_534403.2* PREDICTED:*similar*to*Serologically*defined*breast*cancer*antigen*NYCBRC84*isoform*1*
XP_534405.2* *PREDICTED:*similar*to*NFS1*nitrogen*fixation*1*isoform*a*precursor*
XP_534410.2* PREDICTED:*similar*to*discs,*large*homologCassociated*protein*4*isoform*1*
XP_534411.2* PREDICTED:*similar*to*NCmyc*downstreamCregulated*gene*3*isoform*a*isoform*1*
XP_534412.2* PREDICTED:*similar*to*retinoblastomaClike*protein*1*isoform*a*
XP_534414.2* PREDICTED:*similar*to*ribophorin*II*precursor*isoform*1*
XP_534421.2* PREDICTED:*similar*to*chromodomain*helicase*DNA*binding*protein*6*isoform*1*
XP_534424.2* PREDICTED:*similar*to*MybCrelated*protein*B*(BCMyb)*
XP_534432.2* PREDICTED:*similar*to*serine/threonine*kinase*4*isoform*1*
XP_534448.1* PREDICTED:*similar*to*Brefeldin*ACinhibited*guanine*nucleotideCexchange*protein*2*(Brefeldin*ACinhibited*GEP*2)*
XP_534452.2* PREDICTED:*similar*to*Protein*KIAA1404*
XP_534461.2* PREDICTED:*similar*to*HEFClike*protein*
XP_534470.2* PREDICTED:*similar*to*Synaptonemal*complex*protein*2*(SCPC2*protein)*(Synaptonemal*complex*lateral*element*protein)*(hsSCP2)*
XP_534471.2* PREDICTED:*similar*to*TBPCassociated*factor*4*
XP_534472.2* PREDICTED:*similar*to*Proteasome*subunit*alpha*type*7*(Proteasome*subunit*RC6C1)*
XP_534478.2* PREDICTED:*similar*to*srcCrelated*kinase*lacking*CCterminal*regulatory*tyrosine*and*NCterminal*myristylation*sites*
XP_534480.2* PREDICTED:*similar*to*Stathmin*3*(SCG10Clike*protein)*(SCG10Crelated*protein*HiAT3)*(Hippocampus*abundant*transcript*3)*
XP_534481.2* PREDICTED:*similar*to*U5*snRNPCassociated*102*kDa*protein*
XP_534488.2* PREDICTED:*similar*to*component*of*oligomeric*golgi*complex*6*



XP_534510.2* PREDICTED:*similar*to*CG32045CPB,*isoform*B*
XP_534526.2* PREDICTED:*similar*to*RING*finger*protein*6*(RINGCH2*protein)*isoform*1*
XP_534528.2* PREDICTED:*similar*to*nucleoporin*like*1*isoform*a*isoform*1*
XP_534532.2* PREDICTED:*similar*to*mitochondrial*intermediate*peptidase*
XP_534533.2* PREDICTED:*similar*to*sacsin*
XP_534537.2* PREDICTED:*similar*to*LATS,*large*tumor*suppressor,*homolog*2*
XP_534544.2* PREDICTED:*similar*to*protein*tyrosine*phosphatase,*nonCreceptor*type*18*
XP_534545.2* PREDICTED:*similar*to*IMP4,*U3*small*nucleolar*ribonucleoprotein,*homolog*
XP_534548.2* *PREDICTED:*similar*to*ankyrin*repeat*domain*26*
XP_534555.2* *PREDICTED:*similar*to*KIAA1712*
XP_534571.2* PREDICTED:*similar*to*cell*division*cycle*associated*2*
XP_534572.1* PREDICTED:*similar*to*neurofilament,*light*polypeptide*isoform*1*
XP_534577.2* PREDICTED:*similar*to*SH3*domain*protein*4*
XP_534580.2* PREDICTED:*similar*to*ExportinC7*(RanCbinding*protein*16)*isoform*1*
XP_534590.2* PREDICTED:*similar*to*alpha*3*type*IV*collagen*isoform*1,*precursor*
XP_534594.2* *PREDICTED:*similar*to*CG8312CPA,*isoform*A*
XP_534602.2* PREDICTED:*similar*to*F59G1.4*
XP_534611.2* *PREDICTED:*similar*to*IQ*motif*containing*with*AAA*domain*
XP_534628.2* PREDICTED:*similar*to*high*density*lipoprotein*binding*protein*isoform*2*
XP_534632.2* PREDICTED:*similar*to*Golgi*autoantigen,*golgin*subfamily*a,*3*
XP_534635.2* PREDICTED:*similar*to*uncC51Clike*kinase*1*
XP_534636.2* PREDICTED:*similar*to*splicing*factor,*arginine/serineCrich*8*isoform*1*isoform*1*
XP_534639.1* PREDICTED:*similar*to*glyceraldehydeC3Cphosphate*dehydrogenase*
XP_534645.1* PREDICTED:*similar*to*Translation*initiation*factor*eIFC2B*alpha*subunit*(eIFC2B*GDPCGTP*exchange*factor)*isoform*1*
XP_534647.2* PREDICTED:*similar*to*CG11448CPA*
XP_534650.1* PREDICTED:*similar*to*CDK2*(cyclinCdependent*kinase*2)Cassociated*protein*1*
XP_534656.2* PREDICTED:*similar*to*testisCspecific*protein*TSPCNY*isoform*a*
XP_534660.2* PREDICTED:*similar*to*vacuolar*protein*sorting*33A*
XP_534679.2* PREDICTED:*similar*to*a*disintegrin*and*metalloproteinase*domain*1a*
XP_534683.2* PREDICTED:*similar*to*hect*domain*and*RLD*2*
XP_534686.2* PREDICTED:*similar*to*protein*tyrosine*phosphatase,*nonCreceptor*type*11*
XP_534693.2* PREDICTED:*similar*to*thyroid*hormone*receptor*associated*protein*2*
XP_534701.2* PREDICTED:*similar*to*GCN1*general*control*of*aminoCacid*synthesis*1Clike*1*isoform*1*
XP_534711.2* PREDICTED:*similar*to*calcium*binding*protein*1*
XP_534712.2* PREDICTED:*similar*to*AcylCCoA*dehydrogenase,*shortCchain*specific,*mitochondrial*precursor*(SCAD)*(ButyrylCCoA*dehydrogenase)*
XP_534715.2* PREDICTED:*similar*to*G*proteinCcoupled*receptor*kinaseCinteractor*2*isoform*1*isoform*1*



XP_534716.2* PREDICTED:*hypothetical*protein*XP_534716*
XP_534733.2* PREDICTED:*similar*to*Splicing*factor*3*subunit*1*(Spliceosome*associated*protein*114)*(SAP*114)*(SF3a120)*isoform*1*
XP_534740.2* PREDICTED:*similar*to*CG6004CPB*
XP_534748.2* PREDICTED:*similar*to*Rhabdoid*tumor*deletion*region*protein*1*isoform*1*
XP_534755.2* PREDICTED:*similar*to*chromosome*22*open*reading*frame*16*
XP_534763.2* PREDICTED:*similar*to*Clathrin*heavy*chain*2*(CLHC22)*
XP_534764.2* PREDICTED:*hypothetical*protein*XP_534764*
XP_534781.2* PREDICTED:*similar*to*Actin,*aortic*smooth*muscle*(AlphaCactin*2)*
XP_534785.2* PREDICTED:*similar*to*Probable*GCprotein*coupled*receptor*84*(InflammationCrelated*GCprotein*coupled*receptor*EX33)*
XP_534791.2* PREDICTED:*similar*to*Integrin*betaC7*precursor*
XP_534792.2* PREDICTED:*similar*to*tensin*like*C1*domain*containing*phosphatase*isoform*1*
XP_534793.2* PREDICTED:*similar*to*eukaryotic*translation*initiation*factor*4B*isoform*1*
XP_534794.1* PREDICTED:*similar*to*Keratin,*type*I*cytoskeletal*18*(Cytokeratin*18)*(K18)*(CK*18)*isoform*1*
XP_534795.2* PREDICTED:*similar*to*Keratin,*type*II*cytoskeletal*7*(Cytokeratin*7)*(K7)*(CK*7)*(Sarcolectin)*
XP_534797.2* PREDICTED:*similar*to*Sodium*channel*protein*type*VIII*alpha*subunit*(VoltageCgated*sodium*channel*alpha*subunit*Nav1.6)*isoform*1*
XP_534802.2* PREDICTED:*similar*to*CG7020CPA*
XP_534808.1* PREDICTED:*similar*to*Bax*inhibitorC1*(BIC1)*(Testis*enhanced*gene*transcript)*isoform*1*
XP_534817.1* PREDICTED:*similar*to*RhoCrelated*GTPCbinding*protein*Rho6*(Rho*family*GTPase*1)*(Rnd1)*isoform*1*
XP_534841.2* PREDICTED:*similar*to*copine*family*member*isoform*1*
XP_534845.2* PREDICTED:*similar*to*CG6004CPB*
XP_534846.2* PREDICTED:*similar*to*Rab6*interacting*protein*1*
XP_534874.2* PREDICTED:*similar*to*pleckstrin*homology*domain*containing,*family*A*member*5*
XP_534881.2* PREDICTED:*similar*to*Epidermal*growth*factor*receptor*kinase*substrate*EPS8*isoform*1*
XP_534885.2* PREDICTED:*similar*to*DEAD*(AspCGluCAlaCAsp)*box*polypeptide*47*isoform*1*isoform*1*
XP_534893.2* PREDICTED:*similar*to*AlphaC2Cmacroglobulin*precursor*(AlphaC2CM)*
XP_534894.1* PREDICTED:*similar*to*CationCdependent*mannoseC6Cphosphate*receptor*precursor*(CD*ManC6CP*receptor)*(CDCMPR)*(46*kDa*mannose*6Cphosphate*receptor)*(MPR*46)*

XP_534910.2*
PREDICTED:*similar*to*Condensin*subunit*1*(Chromosome*condensationCrelated*SMCCassociated*protein*1)*(ChromosomeCassociated*protein*D2)*(hCAPCD2)*(XCAPCD2*
homolog)*

XP_534912.2* PREDICTED:*similar*to*sodium*channel,*nonvoltageCgated*1*alpha*
XP_534917.2* PREDICTED:*similar*to*dualCspecificity*tyrosineC(Y)Cphosphorylation*regulated*kinase*4*

XP_534932.2*
PREDICTED:*similar*to*VoltageCdependent*LCtype*calcium*channel*alphaC1C*subunit*(VoltageCgated*calcium*channel*alpha*subunit*Cav1.2)*(Calcium*channel,*L*type,*alphaC1*
polypeptide,*isoform*1,*cardiac*muscle)*(Mouse*brain*class*C)*(MBC)*(MELCCCC)...*

XP_534935.2* PREDICTED:*similar*to*Cat*eye*syndrome*critical*region*protein*2*
XP_534944.2* PREDICTED:*similar*to*DNA*excision*repair*protein*ERCCC6*(Cockayne*syndrome*protein*CSB)*
XP_534945.2* PREDICTED:*similar*to*oxoglutarate*dehydrogenaseClike*
XP_534946.2* PREDICTED:*similar*to*Poly(ADPCribose)*glycohydrolase*



XP_534947.2* PREDICTED:*similar*to*nuclear*receptor*coactivator*4*
XP_534957.2* PREDICTED:*similar*to*MCphase*phosphoprotein*1*
XP_534962.2* PREDICTED:*similar*to*tankyrase,*TRF1Cinteracting*ankyrinCrelated*ADPCribose*polymerase*2*
XP_534964.2* PREDICTED:*similar*to*kinesin*family*member*11*
XP_534974.2* PREDICTED:*similar*to*PDZ*and*LIM*domain*1*(elfin)*
XP_534980.1* PREDICTED:*similar*to*Phosphoglycerate*mutase*1*(Phosphoglycerate*mutase*isozyme*B)*(PGAMCB)*(BPGCdependent*PGAM*1)*isoform*1*
XP_534982.2* PREDICTED:*similar*to*MMS19Clike*(MET18*homolog,*S.*cerevisiae)*isoform*5*
XP_534984.2* PREDICTED:*similar*to*F37C4.6*
XP_534993.2* *PREDICTED:*similar*to*mitochondrial*ribosomal*protein*L43*isoform*a*
XP_534996.2* PREDICTED:*similar*to*meningioma*expressed*antigen*5*(hyaluronidase)*isoform*1*
XP_534997.2* PREDICTED:*similar*to*LIM*domainCbinding*protein*1*(Nuclear*LIM*interactor)*isoform*1*
XP_534998.2* PREDICTED:*similar*to*PGCC1*related*coCactivator*isoform*1*
XP_535003.2* PREDICTED:*similar*to*RRP5*protein*homolog*(Programmed*cell*death*protein*11)*
XP_535006.2* PREDICTED:*similar*to*alpha*1*type*XVII*collagen*
XP_535019.2* PREDICTED:*similar*to*CTCL*tumor*antigen*L14C2*
XP_535020.2* PREDICTED:*similar*to*tudor*domain*containing*1*
XP_535021.2* PREDICTED:*similar*to*ACdomain*containing*protein*similar*to*matrilin*and*collagen*
XP_535026.2* PREDICTED:*similar*to*Rab11*familyCinteracting*protein*2*(Rab11CFIP2)*(NRip11)*
XP_535038.2* PREDICTED:*similar*to*phosphatidic*acid*phosphatase*type*2*domain*containing*1B*
XP_535042.2* PREDICTED:*similar*to*transforming,*acidic*coiledCcoil*containing*protein*2*isoform*a*
XP_535044.2* PREDICTED:*similar*to*Serine*protease*HTRA1*precursor*(L56)*

XP_535048.2*
PREDICTED:*similar*to*AcylCCoA*dehydrogenase,*short/branched*chain*specific,*mitochondrial*precursor*(SBCAD)*(2Cmethyl*branched*chain*acylCCoA*dehydrogenase)*(2C
MEBCAD)*(2CmethylbutyrylCcoenzyme*A*dehydrogenase)*(2CmethylbutyrylCCoA*dehydrogenase)...*

XP_535054.2* PREDICTED:*similar*to*erythroid*differentiationCrelated*factor*1*isoform*1*
XP_535063.2* PREDICTED:*similar*to*minichromosome*maintenance*protein*4*
XP_535077.2* PREDICTED:*similar*to*PRIPCinteracting*protein*PIPMT*isoform*1*
XP_535078.2* PREDICTED:*similar*to*Yamaguchi*sarcoma*viral*(vCyesC1)*oncogene*homolog*isoform*1*
XP_535084.2* PREDICTED:*similar*to*neutral*sphingomyelinase*(NCSMase)*activation*associated*factor*
XP_535098.2* PREDICTED:*similar*to*organic*anion*transporter*polypeptideCrelated*protein*4*
XP_535113.2* PREDICTED:*similar*to*Mitochondrial*28S*ribosomal*protein*S22*(S22mt)*(MRPCS22)*
XP_535120.2* PREDICTED:*similar*to*lactate*dehydrogenase*A*Clike*
XP_535123.1* PREDICTED:*similar*to*LClactate*dehydrogenase*B*chain*(LDHCB)*(LDH*heart*subunit)*(LDHCH)*
XP_535124.1* PREDICTED:*similar*to*40S*ribosomal*protein*S4,*X*isoform*
XP_535126.2* PREDICTED:*similar*to*nibrin*isoform*1,*partial*
XP_535129.2* PREDICTED:*similar*to*pyruvate*dehydrogenase*phosphatase*precursor*
XP_535130.2* PREDICTED:*similar*to*CG3496CPA*



XP_535131.2* PREDICTED:*similar*to*CG15738CPA*
XP_535133.2* PREDICTED:*similar*to*syndecan*2*precursor*
XP_535140.2* PREDICTED:*similar*to*cullin*2*isoform*1*
XP_535141.2* PREDICTED:*similar*to*partitioningCdefective*protein*3*homolog*
XP_535142.2* PREDICTED:*similar*to*NeuropilinC1*precursor*(Vascular*endothelial*cell*growth*factor*165*receptor)*
XP_535149.2* PREDICTED:*similar*to*WW*domainCcontaining*adapter*with*a*coiledCcoil*region*isoform*1*isoform*1*
XP_535153.2* PREDICTED:*similar*to*Transcription*factor*8*(NILC2CA*zinc*finger*protein)*(Negative*regulator*of*IL2)*isoform*1*
XP_535169.2* PREDICTED:*similar*to*amyloid*beta*(A4)*precursor*proteinCbinding,*family*B,*member*1*interacting*protein*
XP_535172.2* PREDICTED:*similar*to*YME1Clike*1*isoform*3*
XP_535174.2* PREDICTED:*similar*to*signal*transducing*adaptor*molecule*1*
XP_535175.2* PREDICTED:*similar*to*vimentin*isoform*1*
XP_535177.1* PREDICTED:*similar*to*Ras*suppressor*protein*1*

XP_535179.2*
PREDICTED:*similar*to*HistoneClysine*NCmethyltransferase,*H3*lysineC9*specific*2*(Histone*H3CK9*methyltransferase*2)*(H3CK9CHMTase*2)*(Suppressor*of*variegation*3C9*
homolog*2)*(Su(var)3C9*homolog*2)*isoform*1*

XP_535180.2* PREDICTED:*similar*to*heat*shock*70kDa*protein*14*isoform*1*
XP_535192.2* PREDICTED:*similar*to*dehydrogenase*E1*and*transketolase*domain*containing*protein*1*
XP_535193.2* PREDICTED:*similar*to*ATP*synthase,*H+*transporting,*mitochondrial*F1*complex,*gamma*subunit*isoform*L*(liver)*precursor*isoform*1*
XP_535200.2* PREDICTED:*similar*to*metalloprotease*1*
XP_535201.2* PREDICTED:*similar*to*phosphofructokinase,*platelet*
XP_535203.2* PREDICTED:*similar*to*Nucleolar*GTPCbinding*protein*1*(Chronic*renal*failure*gene*protein)*(GTPCbinding*protein*NGB)*
XP_535204.2* PREDICTED:*similar*to*La*ribonucleoprotein*domain*family,*member*5*
XP_535217.2* PREDICTED:*similar*to*protocadherin*gamma*subfamily*C,*5*isoform*1*precursor*isoform*2*
XP_535224.2* PREDICTED:*similar*to*RhoCGTPaseCactivating*protein*26*(OligophreninC1*like*protein)*(GTPase*regulator*associated*with*focal*adhesion*kinase)*
XP_535225.2* PREDICTED:*similar*to*Glucocorticoid*receptor*(GR)*
XP_535229.1* PREDICTED:*similar*to*LeucylCtRNA*synthetase,*cytoplasmic*(LeucineCCtRNA*ligase)*(LeuRS)*
XP_535232.2* PREDICTED:*similar*to*gammaCaminobutyric*acid*(GABACB)*receptor*binding*protein*isoform*1*
XP_535236.2* PREDICTED:*similar*to*cell*division*cycle*20*homolog*
XP_535238.2* PREDICTED:*similar*to*DEAH*(AspCGluCAlaCHis)*box*polypeptide*29*

XP_535239.2*
PREDICTED:*similar*to*InterleukinC6*receptor*beta*chain*precursor*(ILC6RCbeta)*(Interleukin*6*signal*transducer)*(Membrane*glycoprotein*130)*(gp130)*(Oncostatin*M*
receptor)*(CDw130)*(CD130*antigen)*

XP_535240.2* PREDICTED:*similar*to*MitogenCactivated*protein*kinase*kinase*kinase*1*(MAPK/ERK*kinase*kinase*1)*(MEK*kinase*1)*(MEKK*1)*
XP_535259.2* PREDICTED:*similar*to*neurolysin*
XP_535262.2* PREDICTED:*similar*to*mitochondrial*ribosomal*protein*S36*
XP_535267.2* *PREDICTED:*similar*to*transcription*factorClike*nuclear*regulator*
XP_535268.2* *PREDICTED:*similar*to*methylcrotonoylCCoenzyme*A*carboxylase*2*(beta)*(predicted)*
XP_535269.2* PREDICTED:*similar*to*MicrotubuleCassociated*protein*1B*(MAP*1B)*isoform*1*



XP_535270.2* PREDICTED:*similar*to*transportin*1*
XP_535271.2* PREDICTED:*similar*to*FCH*domain*only*2*
XP_535278.2* PREDICTED:*similar*to*Aspartate*aminotransferase,*mitochondrial*precursor*(Transaminase*A)*(Glutamate*oxaloacetate*transaminaseC2)*
XP_535279.2* PREDICTED:*similar*to*CCR4CNOT*transcription*complex,*subunit*1*isoform*b*isoform*1*
XP_535281.2* PREDICTED:*similar*to*plasma*kallikreinClike*protein*4*
XP_535289.2* PREDICTED:*similar*to*copine*II*isoform*1*
XP_535292.2* PREDICTED:*similar*to*solute*carrier*family*12*(sodium/chloride*transporters),*member*3*
XP_535300.2* PREDICTED:*similar*to*matrix*metalloproteinase*2*preproprotein*
XP_535301.2* PREDICTED:*similar*to*fatso*
XP_535303.2* PREDICTED:*similar*to*RetinoblastomaClike*protein*2*(130*kDa*retinoblastomaCassociated*protein)*(PRB2)*(P130)*(RBRC2)*isoform*1*
XP_535304.2* PREDICTED:*similar*to*chromodomain*helicase*DNA*binding*protein*9*isoform*1*
XP_535314.2* PREDICTED:*similar*to*ATPCbinding*cassette,*subCfamily*C,*member*11*isoform*a*isoform*1*
XP_535319.2* PREDICTED:*similar*to*DnaJ*homolog*subfamily*A*member*2*(HIRA*interacting*protein*4)*(Cell*cycle*progression*restoration*gene*3*protein)*(Dnj3)*
XP_535320.2* PREDICTED:*similar*to*ornithine*decarboxylaseClike*protein*isoform*1*
XP_535321.2* PREDICTED:*similar*to*Adenylate*kinase*isoenzyme*2,*mitochondrial*(ATPCAMP*transphosphorylase)*isoform*1*
XP_535324.2* PREDICTED:*similar*to*TyrosylCtRNA*synthetase,*cytoplasmic*(TyrosylCCtRNA*ligase)*(TyrRS)*isoform*1*
XP_535334.2* PREDICTED:*similar*to*TransC2CenoylCCoA*reductase,*mitochondrial*precursor*(HsNrbfC1)*(NRBFC1)*
XP_535340.2* PREDICTED:*similar*to*DnaJ*(Hsp40)*homolog,*subfamily*C,*member*8*
XP_535345.2* PREDICTED:*similar*to*Sodium/hydrogen*exchanger*1*(Na(+)/H(+)*exchanger*1)*(NHEC1)*(Na+/H+*antiporter,*amilorideCsensitive)*(APNH)*
XP_535358.2* PREDICTED:*similar*to*serine/arginine*repetitive*matrix*1*isoform*1*
XP_535366.2* *PREDICTED:*similar*to*amine*oxidase*(flavin*containing)*domain*2*isoform*a*isoform*1*
XP_535371.2* PREDICTED:*similar*to*Basement*membraneCspecific*heparan*sulfate*proteoglycan*core*protein*precursor*(HSPG)*(Perlecan)*(PLC)*
XP_535372.2* PREDICTED:*similar*to*ubiquitin*specific*protease*48*isoform*1*
XP_535377.2* PREDICTED:*similar*to*eukaryotic*translation*initiation*factor*4*gamma,*3*
XP_535384.2* PREDICTED:*similar*to*FCactin*capping*protein*beta*subunit*
XP_535385.2* PREDICTED:*similar*to*aldoCketo*reductase*family*7,*member*A5*(aflatoxin*aldehyde*reductase)*
XP_535389.2* PREDICTED:*similar*to*immunoglobin*superfamily,*member*21*
XP_535393.2* PREDICTED:*similar*to*Adaptin*earCbinding*coatCassociated*protein*2*(NECAPC2)*isoform*2*
XP_535400.2* PREDICTED:*similar*to*vacuolar*protein*sorting*13D*isoform*2*
XP_535402.2* PREDICTED:*similar*to*guanine*nucleotide*binding*protein*(G*protein),*alpha*inhibiting*activity*polypeptide*1*
XP_535404.2* PREDICTED:*similar*to*Chloride*channel*protein*6*(ClCC6)*

XP_535407.2*
PREDICTED:*similar*to*FKBP12Crapamycin*complexCassociated*protein*(FK506Cbinding*protein*12Crapamycin*complexCassociated*protein*1)*(Rapamycin*target*protein)*
(RAPT1)*(Mammalian*target*of*rapamycin)*(MTOR)*isoform*1*

XP_535408.2* PREDICTED:*similar*to*exosome*component*10*isoform*1*
XP_535411.2* PREDICTED:*similar*to*6Cphosphogluconate*dehydrogenase,*decarboxylating*isoform*1*
XP_535417.1* PREDICTED:*similar*to*RIKEN*cDNA*2900064A13*isoform*1*



XP_535428.2* PREDICTED:*similar*to*CG5913CPA*
XP_535431.2* PREDICTED:*similar*to*Eukaryotic*translation*initiation*factor*2Calpha*kinase*4*(GCN2Clike*protein)*
XP_535434.2* PREDICTED:*similar*to*cancer*susceptibility*candidate*5*isoform*2*
XP_535437.2* PREDICTED:*similar*to*CG4051CPA*
XP_535440.2* PREDICTED:*similar*to*MAXCinteracting*protein*
XP_535442.1* PREDICTED:*similar*to*SynaptosomalCassociated*protein*23*(SNAPC23)*(VesicleCmembrane*fusion*protein*SNAPC23)*(Syndet)*
XP_535443.2* PREDICTED:*similar*to*CG3040CPA*
XP_535450.2* PREDICTED:*similar*to*CG14616CPD,*isoform*D*isoform*1*
XP_535451.1* PREDICTED:*similar*to*creatine*kinase,*mitochondrial*1B*precursor*isoform*1*
XP_535453.2* PREDICTED:*similar*to*protein*disulfide*isomeraseCassociated*3*precursor*
XP_535459.2* PREDICTED:*similar*to*ring*finger*protein*36*(predicted)*
XP_535469.2* PREDICTED:*similar*to*CG15792CPA,*isoform*A*

XP_535474.1*
PREDICTED:*similar*to*Ubiquitin*carboxylCterminal*hydrolase*8*(Ubiquitin*thiolesterase*8)*(UbiquitinCspecific*processing*protease*8)*(Deubiquitinating*enzyme*8)*(hUBPy)*
isoform*1*

XP_535479.2* PREDICTED:*similar*to*AdapterCrelated*protein*complex*4*epsilon*1*subunit*(Epsilon*subunit*of*APC4)*(APC4*adapter*complex*epsilon*subunit)*
XP_535480.2* PREDICTED:*similar*to*collomin*
XP_535481.2* PREDICTED:*similar*to*DmxClike*2*isoform*1*
XP_535487.2* PREDICTED:*similar*to*MyosinC5A*(Myosin*Va)*(Dilute*myosin*heavy*chain,*nonCmuscle)*
XP_535496.2* PREDICTED:*similar*to*ADAM*10*precursor*(A*disintegrin*and*metalloproteinase*domain*10)*(Mammalian*disintegrinCmetalloprotease)*(Kuzbanian*protein*homolog)*isoform*1*
XP_535500.2* PREDICTED:*similar*to*myosin*IE*
XP_535503.2* PREDICTED:*similar*to*RARCrelated*orphan*receptor*A*isoform*d*
XP_535506.2* PREDICTED:*similar*to*tropomyosin*1*alpha*chain*isoform*5*isoform*1*
XP_535515.2* PREDICTED:*similar*to*zinc*finger*protein*609*
XP_535517.2* PREDICTED:*similar*to*putative*neuronal*cell*adhesion*molecule*
XP_535523.2* PREDICTED:*similar*to*Zwilch*
XP_535526.2* PREDICTED:*similar*to*femC1*homolog*b*
XP_535527.2* PREDICTED:*similar*to*integrin,*alpha*11*precursor*
XP_535528.2* PREDICTED:*similar*to*kinesin*family*member*23*isoform*1*
XP_535531.2* PREDICTED:*similar*to*Pyruvate*kinase,*isozymes*M1/M2*(Pyruvate*kinase*muscle*isozyme)*(Cytosolic*thyroid*hormoneCbinding*protein)*(CTHBP)*(THBP1)*isoform*1*
XP_535535.2* PREDICTED:*similar*to*Potassium/sodium*hyperpolarizationCactivated*cyclic*nucleotideCgated*channel*4*
XP_535541.2* PREDICTED:*similar*to*Dual*specificity*protein*kinase*CLK3*(CDCClike*kinase*3)*isoform*1*
XP_535546.2* PREDICTED:*similar*to*transcriptional*coCrepressor*Sin3A*
XP_535547.2* PREDICTED:*similar*to*zinc*finger*protein*291*
XP_535548.2* PREDICTED:*similar*to*CG2924CPC,*isoform*C*
XP_535555.2* PREDICTED:*similar*to*1,4CalphaCglucan*branching*enzyme*(Glycogen*branching*enzyme)*(Brancher*enzyme)*
XP_535560.2* PREDICTED:*similar*to*receptor*interacting*protein*140*



XP_535576.2* PREDICTED:*similar*to*chaperonin*containing*TCP1,*subunit*8*(theta)*isoform*1*
XP_535579.2* PREDICTED:*similar*to*Protein*C21orf63*precursor*(SUE21)*isoform*2*
XP_535580.2* PREDICTED:*similar*to*SynaptojaninC1*(Synaptic*inositolC1,4,5Ctrisphosphate*5Cphosphatase*1)*isoform*1*

XP_535583.2*
PREDICTED:*similar*to*SON*protein*(SON3)*(Negative*regulatory*elementCbinding*protein)*(NRECbinding*protein)*(DBPC5)*(Bax*antagonist*selected*in*saccharomyces*1)*(BASS1)*
isoform*2*

XP_535589.2*
PREDICTED:*similar*to*Carbonyl*reductase*[NADPH]*1*(NADPHCdependent*carbonyl*reductase*1)*(ProstaglandinCE(2)*9Creductase)*(Prostaglandin*9Cketoreductase)*(15C
hydroxyprostaglandin*dehydrogenase*[NADP+])*

XP_535594.2* PREDICTED:*similar*to*CG6652CPB,*isoform*B*
XP_535598.2* PREDICTED:*similar*to*NADHCubiquinone*oxidoreductase*9*kDa*subunit,*mitochondrial*precursor*(Complex*IC9KD)*(CIC9KD)*
XP_535599.2* PREDICTED:*similar*to*Splicing*factor*U2AF*35*kDa*subunit*(U2*auxiliary*factor*35*kDa*subunit)*(U2*snRNP*auxiliary*factor*small*subunit)*
XP_535600.2* PREDICTED:*similar*to*Protein*KIAA0179*
XP_535607.2* PREDICTED:*similar*to*General*vesicular*transport*factor*p115*(Transcytosis*associated*protein)*(TAP)*(Vesicle*docking*protein)*isoform*1*
XP_535623.2* PREDICTED:*similar*to*Fraser*syndrome*1*isoform*1*

XP_535624.2*
PREDICTED:*similar*to*Annexin*A3*(Annexin*III)*(Lipocortin*III)*(Placental*anticoagulant*protein*III)*(PAPCIII)*(35Calpha*calcimedin)*(Inositol*1,2Ccyclic*phosphate*2C
phosphohydrolase)*

XP_535627.2* PREDICTED:*similar*to*heterogeneous*nuclear*ribonucleoprotein*D*isoform*b*isoform*1*
XP_535630.2* PREDICTED:*similar*to*SEC31Clike*1*isoform*1*isoform*1*
XP_535637.2* PREDICTED:*similar*to*CG3209CPB,*isoform*B*
XP_535647.1* PREDICTED:*similar*to*nudix*(nucleoside*diphosphate*linked*moiety*X)Ctype*motif*9*
XP_535649.2* PREDICTED:*similar*to*secreted*phosphoprotein*1*
XP_535652.2* PREDICTED:*similar*to*HECT*domain*and*RCC1Clike*domain*protein*5*(CyclinCE*binding*protein*1)*
XP_535654.1* PREDICTED:*similar*to*tigger*transposable*element*derived*2*
XP_535656.1* PREDICTED:*similar*to*alphaCsynuclein*isoform*NACP140*isoform*1*
XP_535658.2* PREDICTED:*similar*to*SWI/SNFCrelated,*matrixCassociated*actinCdependent*regulator*of*chromatin,*subfamily*a,*containing*DEAD/H*box*1*isoform*1*
XP_535666.2* PREDICTED:*similar*to*Alcohol*dehydrogenase*6*

XP_535669.2*
PREDICTED:*similar*to*Dual*adapter*for*phosphotyrosine*and*3Cphosphotyrosine*and*3Cphosphoinositide*(hDAPP1)*(B*cell*adapter*molecule*of*32*kDa)*(B*lymphocyte*adapter*
protein*Bam32)*

XP_535678.2* PREDICTED:*similar*to*CG2083CPA*
XP_535681.2* PREDICTED:*similar*to*Dickkopf*related*proteinC2*precursor*(DkkC2)*(DickkopfC2)*(hDkkC2)*
XP_535696.2* *PREDICTED:*similar*to*Glutamyl*aminopeptidase*(EAP)*(Aminopeptidase*A)*(APA)*(Differentiation*antigen*gp160)*
XP_535701.2* PREDICTED:*similar*to*proteasome*26S*ATPase*subunit*6*
XP_535708.2* PREDICTED:*similar*to*Vitamin*KCdependent*protein*S*precursor*
XP_535710.2* PREDICTED:*similar*to*Absent*in*melanoma*1*protein*
XP_535719.2* PREDICTED:*similar*to*Mitochondrial*precursor*proteins*import*receptor*(Translocase*of*outer*membrane*TOM70)*
XP_535728.2* PREDICTED:*similar*to*HMGCBOX*transcription*factor*BBX*isoform*1*
XP_535744.2* PREDICTED:*hypothetical*protein*XP_535744*
XP_535750.2* PREDICTED:*similar*to*pregnane*X*receptor*isoform*2*



XP_535761.1* PREDICTED:*similar*to*Importin*alphaC1*subunit*(Karyopherin*alphaC1*subunit)*(SRP1Cbeta)*(RAG*cohort*protein*2)*(Nucleoprotein*interactor*1)*(NPIC1)*isoform*1*
XP_535763.2* PREDICTED:*similar*to*Hspb*associated*protein*1*
XP_535764.2* PREDICTED:*similar*to*disrupted*in*renal*carcinoma*2*
XP_535765.2* *PREDICTED:*similar*to*Protein*disulfideCisomerase*A5*precursor*(Protein*disulfide*isomeraseCrelated*protein)*
XP_535768.2* PREDICTED:*similar*to*kalirin,*RhoGEF*kinase*isoform*1*
XP_535771.2* PREDICTED:*similar*to*Sorting*nexinC4*
XP_535778.2* PREDICTED:*similar*to*GPICmannosyltransferase*subunit*
XP_535785.2* PREDICTED:*similar*to*triple*functional*domain*(PTPRF*interacting)*
XP_535802.2* PREDICTED:*similar*to*NADH*dehydrogenase*(ubiquinone)*FeCS*protein*6,*13kDa*(NADHCcoenzyme*Q*reductase)*
XP_535803.1* PREDICTED:*similar*to*cisplatin*resistance*related*protein*CRR9p*isoform*1*
XP_535804.2* PREDICTED:*similar*to*SodiumC*and*chlorideCdependent*transporter*XTRP2*(Solute*carrier*family*6*member*18)*
XP_535811.2* PREDICTED:*similar*to*mitochondrial*ribosomal*protein*L47*isoform*1*

XP_535813.2*
PREDICTED:*similar*to*Ubiquitin*carboxylCterminal*hydrolase*13*(Ubiquitin*thiolesterase*13)*(UbiquitinCspecific*processing*protease*13)*(Deubiquitinating*enzyme*13)*
(Isopeptidase*TC3)*(ISOTC3)*

XP_535818.2* PREDICTED:*similar*to*Rho*family*guanineCnucleotide*exchange*factor*
XP_535824.2* PREDICTED:*similar*to*proteasome*26S*nonCATPase*subunit*2*

XP_535834.2*
PREDICTED:*similar*to*DnaJ*homolog*subfamily*B*member*11*precursor*(ERCassociated*dnaJ*protein*3)*(ErJ3)*(ERCassociated*Hsp40*coCchaperone)*(hDj9)*(PWP1Cinteracting*
protein*4)*

XP_535836.1* PREDICTED:*similar*to*kininogen*1*
XP_535844.2* PREDICTED:*similar*to*Ymer*protein*long*isoform*
XP_535847.2* PREDICTED:*similar*to*schwannomin*interacting*protein*1*
XP_535848.2* PREDICTED:*similar*to*Structural*maintenance*of*chromosomes*4Clike*1*protein*(ChromosomeCassociated*polypeptide*C)*(hCAPCC)*(XCAPCC*homolog)*isoform*1*
XP_535852.2* PREDICTED:*hypothetical*protein*XP_535852*
XP_535863.2* PREDICTED:*similar*to*Sec5*protein*
XP_535866.2* PREDICTED:*similar*to*Placental*thrombin*inhibitor*(Cytoplasmic*antiproteinase)*(CAP)*(Protease*inhibitor*6)*(PIC6)*(Serpin*B6)*isoform*1*
XP_535868.2* PREDICTED:*similar*to*tubulin,*beta*2*
XP_535873.2* PREDICTED:*similar*to*peroxisomal*D3,D2CenoylCCoA*isomerase*isoform*1*

XP_535876.2*
PREDICTED:*similar*to*Coagulation*factor*XIII*A*chain*precursor*(Coagulation*factor*XIIIa)*(ProteinCglutamine*gammaCglutamyltransferase*A*chain)*(Transglutaminase*A*chain)*
isoform*1*

XP_535880.2* PREDICTED:*similar*to*bone*morphogenetic*protein*6*
XP_535885.1* PREDICTED:*similar*to*transmembrane*protein*14C*
XP_535888.2* PREDICTED:*similar*to*phosphatase*and*actin*regulator*1*isoform*1*
XP_535892.2* PREDICTED:*similar*to*nucleolar*protein*7,*27kDa*
XP_535895.2* PREDICTED:*similar*to*jumonji,*AT*rich*interactive*domain*2*protein*
XP_535898.2* PREDICTED:*similar*to*nucleoporin*153kDa*
XP_535916.2* PREDICTED:*similar*to*60S*ribosomal*protein*L32*
XP_535925.2* PREDICTED:*similar*to*TPR*domain,*ankyrinCrepeat*and*coiledCcoilCcontaining*



XP_535932.2* PREDICTED:*similar*to*solute*carrier*family*4,*sodium*bicarbonate*transporterClike,*member*10*

XP_535933.2*
PREDICTED:*similar*to*Dipeptidyl*peptidase*4*(Dipeptidyl*peptidase*IV)*(DPP*IV)*(TCcell*activation*antigen*CD26)*(TP103)*(Adenosine*deaminase*complexing*proteinC2)*
(ADABP)*

XP_535934.2* PREDICTED:*similar*to*potassium*voltageCgated*channel,*subfamily*H,*member*7*isoform*1*isoform*1*
XP_535940.2* PREDICTED:*similar*to*polypeptide*NCacetylgalactosaminyltransferase*3*isoform*1*

XP_535941.2*
PREDICTED:*similar*to*Sodium*channel*protein*type*I*alpha*subunit*(VoltageCgated*sodium*channel*alpha*subunit*Nav1.1)*(Sodium*channel*protein,*brain*I*alpha*subunit)*
isoform*1*

XP_535943.2* PREDICTED:*similar*to*cardiomyopathy*associated*3*
XP_535946.2* PREDICTED:*similar*to*LowCdensity*lipoprotein*receptorCrelated*protein*2*precursor*(Megalin)*(Glycoprotein*330)*(gp330)*
XP_535952.2* PREDICTED:*similar*to*autoantigen*La*
XP_535954.2* *PREDICTED:*similar*to*zinc*finger*protein*650*isoform*1*
XP_535956.2* PREDICTED:*similar*to*myosin*IIIB*
XP_535960.2* PREDICTED:*similar*to*cytochrome*b*reductase*1*
XP_535964.2* PREDICTED:*similar*to*Integrin*alphaC6*precursor*(VLAC6)*(CD49f)*isoform*1*
XP_535972.2* PREDICTED:*similar*to*Lunapark*isoform*1*
XP_535986.2* PREDICTED:*similar*to*sperm*specific*antigen*2*
XP_535990.2* PREDICTED:*similar*to*NCKCassociated*protein*1*isoform*2*
XP_535991.1* PREDICTED:*similar*to*tigger*transposable*element*derived*1*
XP_535998.2* PREDICTED:*similar*to*Collagen*alpha*2(V)*chain*precursor*
XP_535999.2* PREDICTED:*similar*to*Solute*carrier*family*40,*member*1*(FerroportinC1)*(IronCregulated*transporter*1)*
XP_536007.2* PREDICTED:*similar*to*signal*transducer*and*activator*of*transcription*4*
XP_536014.2* PREDICTED:*similar*to*ankyrin*repeat*domain*28*

XP_536016.2*
PREDICTED:*similar*to*60*kDa*heat*shock*protein,*mitochondrial*precursor*(Hsp60)*(60*kDa*chaperonin)*(CPN60)*(Heat*shock*protein*60)*(HSPC60)*(Mitochondrial*matrix*
protein*P1)*(P60*lymphocyte*protein)*(HuCHA60)*isoform*1*

XP_536020.2* PREDICTED:*similar*to*130kDaCIns(1,4,5)P3*binding*protein*
XP_536032.2* PREDICTED:*similar*to*Alsin*(Amyotrophic*lateral*sclerosis*protein*2)*
XP_536037.2* PREDICTED:*similar*to*amyotrophic*lateral*sclerosis*2*(juvenile)*chromosome*region,*candidate*8*
XP_536038.2* PREDICTED:*similar*to*Amyotrophic*lateral*sclerosis*2*chromosome*region*candidate*gene*protein*19*(PartitioningCdefective*3Clike*protein)*(PAR3CL*protein)*(PAR3Cbeta)*
XP_536043.2* PREDICTED:*hypothetical*protein*XP_536043*
XP_536048.2* PREDICTED:*similar*to*phosphatidylinositolC3Cphosphate/phosphatidylinositol*5Ckinase,*type*III*isoform*2*isoform*1*
XP_536052.1* PREDICTED:*hypothetical*protein*XP_536052*
XP_536054.2* PREDICTED:*similar*to*Myosin*light*chain*1,*skeletal*muscle*isoform*(MLC1F)*(A1*catalytic)*(Alkali*myosin*light*chain*1)*
XP_536057.2* *PREDICTED:*similar*to*sperm*associated*antigen*16*isoform*1*
XP_536058.2* PREDICTED:*similar*to*ATPCbinding*cassette,*subCfamily*A,*member*12*(ATPCbinding*cassette*transporter*12)*(ATPCbinding*cassette*12)*isoform*1*
XP_536059.2* PREDICTED:*similar*to*fibronectin*1*isoform*1*preproprotein*
XP_536060.2* PREDICTED:*similar*to*peroxisomal*transC2CenoylCCoA*reductase*isoform*1*
XP_536061.2* PREDICTED:*similar*to*ATPCdependent*DNA*helicase*II*



XP_536066.2* PREDICTED:*similar*to*actin*related*protein*2/3*complex*subunit*2*
XP_536070.1* PREDICTED:*similar*to*Mitochondrial*chaperone*BCS1*(BCS1Clike*protein)*(HCBCS1)*isoform*1*
XP_536072.2* PREDICTED:*similar*to*serine/threonine*kinase*36*(fused*homolog,*Drosophila)*isoform*1*
XP_536075.2* PREDICTED:*similar*to*K06H7.3*isoform*1*
XP_536080.2* PREDICTED:*similar*to*ReceptorCtype*tyrosineCprotein*phosphataseClike*N*precursor*(RCPTPCN)*(PTP*IAC2)*(Islet*cell*antigen*512)*(ICA*512)*(Islet*cell*autoantigen*3)*
XP_536084.2* PREDICTED:*similar*to*Ephrin*typeCA*receptor*4*precursor*(TyrosineCprotein*kinase*receptor*SEK)*(Receptor*proteinCtyrosine*kinase*HEK8)*
XP_536091.2* PREDICTED:*similar*to*zinc*finger*CCCH*type*containing*11A*
XP_536095.2* PREDICTED:*similar*to*pleckstrin*homology*domain*containing,*family*A*member*6*
XP_536097.2* PREDICTED:*similar*to*phosphoinositideC3Ckinase,*class*2,*beta*polypeptide*
XP_536102.2* PREDICTED:*hypothetical*protein*XP_536102*
XP_536110.2* PREDICTED:*similar*to*Complement*factor*H*precursor*(H*factor*1)*isoform*2*
XP_536115.2* PREDICTED:*similar*to*60kD*Ro/SSA*autoantigen*
XP_536120.2* PREDICTED:*similar*to*glutamylCprolyl*tRNA*synthetase*isoform*1*
XP_536121.2* PREDICTED:*similar*to*mitochondrial*isoleucine*tRNA*synthetase*
XP_536131.2* PREDICTED:*similar*to*Coatomer*alpha*subunit*(AlphaCcoat*protein)*(AlphaCCOP)*(HEPCOP)*(HEPCCOP)*

XP_536132.2*
PREDICTED:*similar*to*Junctional*adhesion*molecule*A*precursor*(JAMCA)*(Junctional*adhesion*molecule*1)*(JAM)*(Platelet*adhesion*molecule*1)*(PAMC1)*(Platelet*F11*
receptor)*

XP_536139.2* PREDICTED:*similar*to*Apolipoprotein*ACII*precursor*(ApoCAII)*(ApoACII)*
XP_536140.1* PREDICTED:*similar*to*succinate*dehydrogenase*complex,*subunit*C*precursor*

XP_536141.2*
PREDICTED:*similar*to*Low*affinity*immunoglobulin*gamma*Fc*region*receptor*IIICA*precursor*(IgG*Fc*receptor*IIIC2)*(FcCgamma*RIIICalpha)*(FcCgamma*RIIIa)*(FcRIIIa)*(FcC
gamma*RIII)*(FcRIII)*(Antigen*CD16CA)*(FcRC10)*

XP_536142.1* PREDICTED:*similar*to*dual*specificity*phosphatase*12*

XP_536143.2*
PREDICTED:*similar*to*Serine/threonineCprotein*kinase*Kist*(Kinase*interacting*with*stathmin)*(U2AF*homology*motif*kinase*1)*(PAM*COOHCterminal*interactor*protein*2)*(PC
CIP2)*

XP_536144.2* PREDICTED:*similar*to*discoidin*domain*receptor*family,*member*2*precursor*isoform*1*
XP_536152.2* PREDICTED:*similar*to*melanoma*inhibitory*activity*3*isoform*1*
XP_536156.2* PREDICTED:*similar*to*cytoplasmic*FMR1*interacting*protein*1*
XP_536160.2* PREDICTED:*similar*to*hect*domain*and*RLD*2*isoform*1*
XP_536165.1* PREDICTED:*similar*to*small*nuclear*ribonucleoparticleCassociated*protein*isoform*4*
XP_536172.2* PREDICTED:*similar*to*threonylCtRNA*synthetaseClike*2*isoform*1*
XP_536176.1* PREDICTED:*similar*to*leucine*rich*repeat*containing*28*isoform*1*
XP_536182.2* PREDICTED:*similar*to*ACkinase*anchor*protein*13*isoform*2*
XP_536184.2* PREDICTED:*similar*to*ATP/GTP*binding*protein*1*
XP_536192.2* PREDICTED:*similar*to*isocitrate*dehydrogenase*2*(NADP+),*mitochondrial*
XP_536199.2* PREDICTED:*similar*to*Ras*GTPaseCactivatingClike*protein*IQGAP1*(p195)*
XP_536201.2* *PREDICTED:*similar*to*alphaCkinase*3*
XP_536202.2* PREDICTED:*similar*to*adaptorCrelated*protein*complex*3,*beta*2*subunit*isoform*1*



XP_536209.2* PREDICTED:*similar*to*ADAMTSClike*3*
XP_536213.2* PREDICTED:*similar*to*isocitrate*dehydrogenase*3*(NAD+)*alpha*isoform*1*
XP_536221.2* PREDICTED:*similar*to*Huntingtin*(Huntingtons*disease*protein)*(HD*protein)*
XP_536224.2* PREDICTED:*similar*to*WolfCHirschhorn*syndrome*candidate*1*protein*isoform*1*
XP_536226.2* PREDICTED:*similar*to*transforming*acidic*coiled*coil*3*
XP_536228.2* PREDICTED:*similar*to*leucine*aminopeptidase*
XP_536229.2* PREDICTED:*similar*to*Dihydropteridine*reductase*(HDHPR)*(Quinoid*dihydropteridine*reductase)*isoform*2*
XP_536230.2* PREDICTED:*similar*to*cytoplasmic*betaCactin*
XP_536232.2* PREDICTED:*similar*to*FCbox*and*leucineCrich*repeat*protein*5*isoform*1*
XP_536235.2* PREDICTED:*similar*to*T06D8.1a*
XP_536241.2* PREDICTED:*hypothetical*protein*XP_536241*
XP_536242.1* PREDICTED:*similar*to*Cell*growth*regulating*nucleolar*protein*isoform*1*
XP_536245.2* PREDICTED:*similar*to*ubiquitin*carboxyCterminal*hydrolase*L1*
XP_536248.2* PREDICTED:*similar*to*Nedd4*binding*protein*2*
XP_536255.1* PREDICTED:*similar*to*lipoic*acid*synthetase*isoform*1*precursor*isoform*1*
XP_536257.1* PREDICTED:*similar*to*klotho*beta*like*
XP_536260.2* PREDICTED:*similar*to*WD*repeat*domain*19*
XP_536264.2* PREDICTED:*hypothetical*protein*XP_536264*
XP_536267.2* PREDICTED:*similar*to*Stromal*interaction*molecule*2*precursor*
XP_536271.2* PREDICTED:*similar*to*Zinc*finger*CCHC*domain*containing*protein*4*
XP_536275.2* PREDICTED:*similar*to*potassium*channelCinteracting*protein*4*isoform*1*
XP_536279.2* PREDICTED:*similar*to*cyclin*G*associated*kinase*
XP_536283.2* PREDICTED:*similar*to*Polyposis*locus*protein*1*(TB2*protein)*
XP_536285.2* PREDICTED:*similar*to*Adenomatous*polyposis*coli*protein*(APC*protein)*isoform*1*
XP_536286.2* PREDICTED:*similar*to*erythrocyte*protein*band*4.1Clike*4*
XP_536289.2* PREDICTED:*similar*to*peptidylglycine*alphaCamidating*monooxygenase*isoform*a,*preproprotein*
XP_536290.2* PREDICTED:*similar*to*RGM*domain*family,*member*B*isoform*2*precursor*
XP_536294.2* PREDICTED:*similar*to*CG8777CPA*
XP_536295.2* PREDICTED:*similar*to*CG14085CPB,*isoform*B*
XP_536297.2* PREDICTED:*similar*to*monogenic,*audiogenic*seizure*susceptibility*1*
XP_536302.2* PREDICTED:*similar*to*Ras*GTPaseCactivating*protein*1*(GTPaseCactivating*protein)*(GAP)*(Ras*p21*protein*activator)*(p120GAP)*(RasGAP)*
XP_536307.2* PREDICTED:*similar*to*DNA*mismatch*repair*protein*Msh3*(Divergent*upstream*protein)*(DUP)*(Mismatch*repair*protein*1)*(MRP1)*
XP_536310.2* PREDICTED:*similar*to*Zinc*finger*FYVE*domainCcontaining*protein*16*(Endofin)*(EndosomeCassociated*FYVE*domain*protein)*
XP_536312.2* PREDICTED:*similar*to*cardiomyopathy*associated*5*
XP_536314.2* PREDICTED:*similar*to*Secretory*carrierCassociated*membrane*protein*1*(Secretory*carrier*membrane*protein*1)*isoform*1*
XP_536318.2* PREDICTED:*similar*to*Ras*GTPaseCactivatingClike*protein*IQGAP2*



XP_536320.2* PREDICTED:*hypothetical*protein*XP_536320*
XP_536321.2* PREDICTED:*similar*to*DNA*polymerase*kappa*(DINB*protein)*(DINP)*isoform*2*
XP_536323.2* PREDICTED:*similar*to*3ChydroxyC3CmethylglutarylCcoenzyme*A*reductase*(HMGCCoA*reductase)*isoform*1*
XP_536330.2* PREDICTED:*similar*to*Ryanodine*receptor*2*(Cardiac*muscleCtype*ryanodine*receptor)*(RyR2)*(RYRC2)*(Cardiac*muscle*ryanodine*receptorCcalcium*release*channel)*(hRYRC2)*
XP_536332.2* PREDICTED:*similar*to*Methionine*synthase*(5CmethyltetrahydrofolateCChomocysteine*methyltransferase)*(Methionine*synthase,*vitaminCB12*dependent)*(MS)*
XP_536334.2* PREDICTED:*similar*to*Protein*BAP28*
XP_536337.2* PREDICTED:*similar*to*lysosomal*trafficking*regulator*isoform*1*
XP_536341.2* PREDICTED:*similar*to*RNA*binding*motif*protein*34*

XP_536346.2*
PREDICTED:*similar*to*Dihydroxyacetone*phosphate*acyltransferase*(DHAPCAT)*(DAPCAT)*(GlyceroneCphosphate*OCacyltransferase)*(AcylC
CoA:dihydroxyacetonephosphateacyltransferase)*

XP_536347.2* PREDICTED:*hypothetical*protein*XP_536347*
XP_536348.2* PREDICTED:*similar*to*Angiotensinogen*precursor*
XP_536350.2* PREDICTED:*similar*to*Protein*KIAA0133*
XP_536353.2* PREDICTED:*similar*to*RAB4A,*member*RAS*oncogene*family*
XP_536355.1* PREDICTED:*similar*to*Protein*C10orf70*
XP_536360.2* PREDICTED:*similar*to*pleckstrin*homology*domain*containing,*family*K*member*1*
XP_536363.2* PREDICTED:*similar*to*jumonji*domain*containing*1C*isoform*1*
XP_536371.2* PREDICTED:*similar*to*CXXC*finger*6*
XP_536372.2* PREDICTED:*similar*to*cellCcycle*and*apoptosis*regulatory*protein*1*isoform*1*
XP_536375.2* PREDICTED:*similar*to*vacuolar*protein*sorting*26*isoform*1*
XP_536376.2* PREDICTED:*similar*to*Hexokinase,*type*I*(HK*I)*(Brain*form*hexokinase)*
XP_536388.1* PREDICTED:*similar*to*annexin*VII*isoform*2*isoform*2*
XP_536389.1* PREDICTED:*similar*to*zinc*finger,*MYND*domain*containing*17*
XP_536393.2* PREDICTED:*similar*to*CG32542CPA*isoform*2*
XP_536395.2* PREDICTED:*similar*to*Vinculin*(Metavinculin)*

XP_536397.2*
*PREDICTED:*similar*to*Histone*acetyltransferase*MYST4*(MYST*protein*4)*(MOZ,*YBF2/SAS3,*SAS2*and*TIP60*protein*4)*(Histone*acetyltransferase*MOZ2)*(Monocytic*
leukemia*zinc*finger*proteinCrelated*factor)*(Histone*acetyltransferase*MORF)*isoform*2*

XP_536399.2* PREDICTED:*similar*to*polymerase*(RNA)*III*(DNA*directed)*polypeptide*A,*155kDa*
XP_536401.2* PREDICTED:*similar*to*annexin*A11*(predicted)*
XP_536403.1* PREDICTED:*similar*to*R53.5*
XP_536407.1* *PREDICTED:*similar*to*KinesinClike*protein*KIF2C*(Mitotic*centromereCassociated*kinesin)*(MCAK)*(KinesinClike*protein*6)*
XP_536422.2* PREDICTED:*similar*to*protocadherin*LKC*precursor*
XP_536435.2* PREDICTED:*similar*to*KIBRA*protein*
XP_536439.2* PREDICTED:*similar*to*methionine*adenosyltransferase*II,*beta*isoform*1*
XP_536444.2* PREDICTED:*similar*to*Ferritin*light*chain*1*(Ferritin*L*subunit*1)*
XP_536446.2* PREDICTED:*similar*to*step*II*splicing*factor*SLU7*



XP_536451.2* PREDICTED:*similar*to*EpsinC4*(EpsinCrelated*protein)*(EpsinR)*(Enthoprotin)*(Clathrin*interacting*protein*localized*in*the*transCGolgi*region)*(Clint)*
XP_536454.2* PREDICTED:*similar*to*SRYCbox*containing*gene*30*isoform*1*
XP_536455.2* PREDICTED:*similar*to*p53*inducible*protein*
XP_536461.2* *PREDICTED:*similar*to*FAT*tumor*suppressor*2*precursor*
XP_536475.2* PREDICTED:*similar*to*Follistatin*precursor*(FS)*(ActivinCbinding*protein)*
XP_536477.2* PREDICTED:*similar*to*Pelota*homolog*
XP_536480.2* PREDICTED:*similar*to*Mitochondrial*28S*ribosomal*protein*S30*(S30mt)*(MRPCS30)*(Programmed*cell*death*protein*9)*
XP_536484.2* PREDICTED:*similar*to*putative*transcription*factor*ZNF131*isoform*1*
XP_536487.2* PREDICTED:*similar*to*3Coxoacid*CoA*transferase*1*
XP_536488.2* PREDICTED:*similar*to*Complement*component*C6*precursor*isoform*1*
XP_536489.2* PREDICTED:*similar*to*complement*component*6*
XP_536491.2* PREDICTED:*similar*to*protein*kinase,*AMPCactivated,*alpha*1*catalytic*subunit*isoform*2*
XP_536492.2* PREDICTED:*similar*to*osmosis*responsive*factor*[Canis*familiaris]*
XP_536494.2* PREDICTED:*similar*to*Complement*component*C9*precursor*
XP_536495.2* PREDICTED:*similar*to*FYN*binding*protein*(FYBC120/130)*isoform*1*
XP_536496.2* *PREDICTED:*similar*to*rapamycinCinsensitive*companion*of*mTOR*
XP_536500.2* PREDICTED:*similar*to*nucleoporin*155kDa*isoform*1*
XP_536501.2* PREDICTED:*hypothetical*protein*XP_536501*
XP_536508.2* PREDICTED:*similar*to*a*disintegrinClike*and*metalloprotease*with*thrombospondin*type*1*motif,*12*
XP_536509.2* PREDICTED:*similar*to*threonylCtRNA*synthetase*
XP_536512.2* PREDICTED:*similar*to*PDZ*domain*containing*3*isoform*a*
XP_536537.1* PREDICTED:*similar*to*neurogranin*
XP_536543.1* PREDICTED:*similar*to*Heat*shock*cognate*71*kDa*protein*(Heat*shock*70*kDa*protein*8)*isoform*1*
XP_536545.2* PREDICTED:*similar*to*sortilinCrelated*receptor*containing*LDLR*class*A*repeats*preproprotein*
XP_536546.2* PREDICTED:*similar*to*Rho*guanine*nucleotide*exchange*factor*12*(LeukemiaCassociated*RhoGEF)*
XP_536547.2* PREDICTED:*similar*to*150*kDa*oxygenCregulated*protein*precursor*(Orp150)*(Hypoxia*upCregulated*1)*
XP_536549.2* PREDICTED:*similar*to*40S*ribosomal*protein*S25*
XP_536554.2* PREDICTED:*similar*to*myeloid/lymphoid*or*mixedClineage*leukemia*(trithorax*homolog,*Drosophila)*
XP_536559.2* PREDICTED:*hypothetical*protein*XP_536559*
XP_536562.2* PREDICTED:*similar*to*plateletCactivating*factor*acetylhydrolase,*isoform*Ib,*beta*subunit*30kDa*
XP_536564.2* PREDICTED:*similar*to*Apolipoprotein*ACI*precursor*(ApoCAI)*(ApoACI)*
XP_536572.2* PREDICTED:*similar*to*Beta,betaCcarotene*9,10Cdioxygenase*(BetaCcarotene*dioxygenase*2)*(BCdioxCII)*
XP_536575.1* PREDICTED:*similar*to*CG5792CPA,*isoform*A*
XP_536589.2* PREDICTED:*similar*to*CWF19Clike*2,*cell*cycle*control*
XP_536607.1* PREDICTED:*similar*to*Mitochondrial*2Coxoglutarate/malate*carrier*protein*(OGCP)*isoform*1*
XP_536611.1* PREDICTED:*similar*to*transmembrane*4*superfamily*member*5*



XP_536612.2* PREDICTED:*similar*to*prolineC,*glutamic*acidC,*leucineCrich*protein*1*
XP_536621.2* PREDICTED:*similar*to*DNACdirected*RNA*polymerase*II*largest*subunit*(RPB1)*isoform*1*
XP_536627.2* PREDICTED:*similar*to*chromodomain*helicase*DNA*binding*protein*3*isoform*3*
XP_536632.2* *PREDICTED:*hypothetical*protein*XP_536632*
XP_536638.2* PREDICTED:*similar*to*syntaxin*8*isoform*1*
XP_536652.1* PREDICTED:*similar*to*NCacetylglucosaminylCphosphatidylinositol*deCNCacetylase*(PhosphatidylinositolCglycan*biosynthesis,*class*L*protein)*(PIGCL)*
XP_536657.2* PREDICTED:*similar*to*B9*protein*
XP_536659.2* PREDICTED:*similar*to*FlightlessCI*protein*homolog*
XP_536660.2* PREDICTED:*similar*to*myosin*XV*
XP_536677.2* PREDICTED:*similar*to*SH3Cdomain*GRB2Clike*(endophilin)*interacting*protein*1*
XP_536686.1* PREDICTED:*similar*to*AngiopoietinCrelated*protein*3*precursor*(AngiopoietinClike*3)*(AngiopoietinC5)*(ANGC5)*
XP_536687.2* PREDICTED:*similar*to*dedicator*of*cytokinesis*7*
XP_536697.2* PREDICTED:*similar*to*Ubiquitin*carboxylCterminal*hydrolase*24*(Ubiquitin*thiolesterase*24)*(UbiquitinCspecific*processing*protease*24)*(Deubiquitinating*enzyme*24)*
XP_536718.2* PREDICTED:*similar*to*pantothenate*kinase*4*
XP_536727.2* PREDICTED:*similar*to*Cytosolic*acyl*coenzyme*A*thioester*hydrolase*(Long*chain*acylCCoA*thioester*hydrolase)*(CTECII)*(CTECIIa)*(Brain*acylCCoA*hydrolase)*
XP_536728.2* PREDICTED:*similar*to*neuronal*RhoA*GEF*protein*
XP_536737.2* PREDICTED:*similar*to*mitochondrial*carrier*protein*MGC4399*
XP_536738.2* PREDICTED:*similar*to*calsyntenin*1*isoform*2*
XP_536747.2* PREDICTED:*similar*to*3Chydroxyisobutyrate*dehydrogenase,*mitochondrial*precursor*(HIBADH)*isoform*1*
XP_536754.2* PREDICTED:*similar*to*CG10189CPA*isoform*1*
XP_536755.2* PREDICTED:*similar*to*BTG3*associated*nuclear*protein*isoform*b*
XP_536759.1* PREDICTED:*similar*to*Cytochrome*c*oxidase*subunit*IV*isoform*1,*mitochondrial*precursor*(COX*IVC1)*(Cytochrome*c*oxidase*polypeptide*IV)*
XP_536760.2* PREDICTED:*similar*to*Neighbor*of*COX4*
XP_536761.2* PREDICTED:*similar*to*Ubiquitin*carboxylCterminal*hydrolase*10*(Ubiquitin*thiolesterase*10)*(UbiquitinCspecific*processing*protease*10)*(Deubiquitinating*enzyme*10)*
XP_536775.2* PREDICTED:*similar*to*ContactinCassociated*proteinClike*4*precursor*(Cell*recognition*molecule*Caspr4)*
XP_536787.2* PREDICTED:*similar*to*pyruvate*dehydrogenase*phosphatase*regulatory*subunit*
XP_536790.2* PREDICTED:*similar*to*DDX19Clike*protein*isoform*1*
XP_536801.2* PREDICTED:*similar*to*polyamine*modulated*factor*1*binding*protein*1*
XP_536806.2* PREDICTED:*similar*to*BetaC2Csyntrophin*(59*kDa*dystrophinCassociated*protein*A1,*basic*component*2)*(Syntrophin*3)*(SNT3)*(SyntrophinClike)*(SNTL)*
XP_536816.2* PREDICTED:*similar*to*ATPase,*H+*transporting,*lysosomal,*V0*subunit*D*isoform*1*isoform*1*
XP_536817.2* PREDICTED:*similar*to*zinc*finger,*DHHC*domain*containing*1*
XP_536819.2* PREDICTED:*similar*to*leucine*rich*repeat*containing*36*
XP_536823.2* PREDICTED:*similar*to*Dynein*light*intermediate*chain*2,*cytosolic*(LIC53/55)*(LICC2)*
XP_536828.1* PREDICTED:*similar*to*NipSnap2*protein*(Glioblastoma*amplified*sequence)*isoform*1*
XP_536834.2* PREDICTED:*similar*to*RAB*guanine*nucleotide*exchange*factor*(GEF)*1*isoform*1*
XP_536837.2* PREDICTED:*hypothetical*protein*XP_536837*



XP_536845.2* PREDICTED:*similar*to*bromodomain*adjacent*to*zinc*finger*domain,*1B*
XP_536847.2* PREDICTED:*similar*to*transmembrane*protein*induced*by*tumor*necrosis*factor*alpha*
XP_536859.1* PREDICTED:*similar*to*thyroid*hormone*receptor*interactor*6*isoform*1*
XP_536869.2* PREDICTED:*similar*to*zinc*finger*protein*99*
XP_536872.1* PREDICTED:*similar*to*ActinCrelated*protein*2/3*complex*subunit*1B*(ARP2/3*complex*41*kDa*subunit)*(p41CARC)*isoform*1*
XP_536879.2* PREDICTED:*similar*to*PMS1*protein*homolog*2*(DNA*mismatch*repair*protein*PMS2)*

XP_536882.2*
PREDICTED:*similar*to*Ubiquitin*carboxylCterminal*hydrolase*42*(Ubiquitin*thiolesterase*42)*(UbiquitinCspecific*processing*protease*42)*(Deubiquitinating*enzyme*42)*isoform*
1*

XP_536889.2* PREDICTED:*similar*to*membraneCassociated*guanylate*kinaseCrelated*(MAGIC3)*
XP_536894.2* PREDICTED:*similar*to*Eukaryotic*translation*initiation*factor*3*subunit*9*(eIFC3*eta)*(eIF3*p116)*(eIF3*p110)*(eIF3b)*isoform*1*
XP_536900.2* *PREDICTED:*similar*to*Snf2Crelated*CBP*activator*protein*
XP_536908.2* PREDICTED:*similar*to*Leukosialin*precursor*(Leucocyte*sialoglycoprotein)*(Sialophorin)*(CD43*antigen)*(Galactoglycoprotein)*(GALGP)*
XP_536923.2* PREDICTED:*similar*to*eukaryotic*translation*initiation*factor*3,*subunit*8,*110kDa*
XP_536924.2* PREDICTED:*similar*to*Tu*translation*elongation*factor,*mitochondrial*
XP_536925.2* *PREDICTED:*similar*to*ATPase,*Ca++*transporting,*cardiac*muscle,*fast*twitch*1*isoform*1*
XP_536926.2* PREDICTED:*similar*to*exportin*6*isoform*1*
XP_536927.2* PREDICTED:*similar*to*K04F10.2*
XP_536929.2* PREDICTED:*similar*to*retinoblastomaCbinding*protein*6*isoform*2*isoform*1*
XP_536933.1* PREDICTED:*similar*to*ubiquitinCbinding*protein*homolog*isoform*1*
XP_536935.2* PREDICTED:*similar*to*Conserved*oligomeric*Golgi*complex*component*7*
XP_536942.1* PREDICTED:*similar*to*UbiquinolCcytochromeCc*reductase*complex*core*protein*2,*mitochondrial*precursor*(Complex*III*subunit*II)*isoform*1*
XP_536950.2* PREDICTED:*similar*to*GCprotein*coupled*receptor*family*C*group*5*member*B*precursor*(Retinoic*acid*induced*gene*2*protein)*(RAIGC2)*(AC69G12.1)*
XP_536972.2* PREDICTED:*similar*to*Ribosomal*L1*domain*containing*protein*1*(Cellular*senescence*inhibited*gene*protein)*(PBK1*protein)*(CATXC11)*
XP_536991.2* PREDICTED:*similar*to*CREB*binding*protein*isoform*1*
XP_536995.2* PREDICTED:*similar*to*zinc*finger*protein*205*isoform*2*
XP_537003.2* PREDICTED:*similar*to*netrin*2Clike*
XP_537004.2* PREDICTED:*similar*to*ATPCbinding*cassette,*subCfamily*A*member*3*
XP_537013.2* PREDICTED:*similar*to*hydroxyacyl*glutathione*hydrolase*
XP_537016.2* PREDICTED:*similar*to*VoltageCdependent*TCtype*calcium*channel*alphaC1H*subunit*(VoltageCgated*calcium*channel*alpha*subunit*Cav3.2)*
XP_537020.2* PREDICTED:*similar*to*katanin*p80*(WD40Ccontaining)*subunit*B*1*
XP_537027.2* PREDICTED:*similar*to*ATP*synthase*B*chain,*mitochondrial*precursor*
XP_537032.2* PREDICTED:*similar*to*receptorCinteracting*factor*1*isoform*1*isoform*1*
XP_537042.2* PREDICTED:*similar*to*cadherin*EGF*LAG*sevenCpass*GCtype*receptor*2*isoform*1*
XP_537043.2* PREDICTED:*similar*to*Y73F8A.5*
XP_537044.2* PREDICTED:*similar*to*MidC1Crelated*chloride*channel*1*isoform*1*
XP_537047.2* PREDICTED:*similar*to*VavC3*protein*



XP_537050.2* PREDICTED:*similar*to*zinc*transporter*like*2*
XP_537056.2* PREDICTED:*similar*to*CG18048CPA*
XP_537058.2* PREDICTED:*similar*to*ubiquitinCconjugating*enzyme*E2N*
XP_537061.2* PREDICTED:*similar*to*Dihydropyrimidine*dehydrogenase*[NADP+]*precursor*(DPD)*(DHPDHase)*(Dihydrouracil*dehydrogenase)*(Dihydrothymine*dehydrogenase)*
XP_537064.2* PREDICTED:*similar*to*ATPCbinding*cassette,*subCfamily*D,*member*3*(70*kDa*peroxisomal*membrane*protein)*(PMP70)*
XP_537065.1* PREDICTED:*similar*to*PTPL1Cassociated*RhoGAP*1*isoform*1*
XP_537067.2* PREDICTED:*similar*to*formin*binding*protein*1Clike*isoform*2*
XP_537071.2* PREDICTED:*similar*to*sarcoma*antigen*NYCSARC41*
XP_537074.2* PREDICTED:*similar*to*60S*ribosomal*protein*L5*isoform*1*
XP_537076.2* PREDICTED:*similar*to*glomulin*isoform*FAP68*
XP_537078.1* PREDICTED:*hypothetical*protein*XP_537078*
XP_537081.2* PREDICTED:*similar*to*CG5205CPA*
XP_537085.1* PREDICTED:*similar*to*Transcription*initiation*factor*IIB*(General*transcription*factor*TFIIB)*(S300CII)*isoform*1*
XP_537089.2* PREDICTED:*similar*to*collagen,*type*XXIV,*alpha*1*
XP_537091.2* PREDICTED:*similar*to*CYR61*protein*precursor*(CysteineCrich,*angiogenic*inducer,*61)*(InsulinClike*growth*factorCbinding*protein*10)*(GIG1*protein)*
XP_537096.1* PREDICTED:*similar*to*RNA*processing*factor*1*
XP_537104.2* PREDICTED:*similar*to*histocompatibility*28*
XP_537111.2* PREDICTED:*hypothetical*protein*XP_537111*
XP_537124.2* PREDICTED:*similar*to*Mitochondrial*import*inner*membrane*translocase*subunit*Tim17*A*(Inner*membrane*preprotein*translocase*Tim17a)*isoform*1*
XP_537128.2* PREDICTED:*similar*to*DEAD*(AspCGluCAlaCAsp)*box*polypeptide*59*isoform*2*isoform*1*
XP_537129.2* *PREDICTED:*similar*to*NIMA*(never*in*mitosis*gene*a)Crelated*kinase*7*isoform*1*
XP_537133.2* PREDICTED:*similar*to*PolymericCimmunoglobulin*receptor*precursor*(PolyCIg*receptor)*(PIGR)*
XP_537151.2* PREDICTED:*similar*to*centrosomeCassociated*protein*350*isoform*1*
XP_537163.2* PREDICTED:*similar*to*niban*protein*isoform*2*
XP_537167.2* PREDICTED:*similar*to*Nucleoprotein*TPR*
XP_537174.2* PREDICTED:*similar*to*vCabl*Abelson*murine*leukemia*viral*oncogene*homolog*2*isoform*a*isoform*1*
XP_537179.2* PREDICTED:*similar*to*PappalysinC2*precursor*(PregnancyCassociated*plasma*proteinCA2)*(PAPPCA2)*(PregnancyCassociated*plasma*proteinCE1)*(PAPPCE)*
XP_537181.2* PREDICTED:*similar*to*constitutive*photomorphogenic*protein*1*
XP_537185.2* PREDICTED:*similar*to*RAB*GTPase*activating*protein*1Clike*isoform*1*
XP_537189.2* PREDICTED:*similar*to*spermCspecific*sodium*proton*exchanger*

XP_537190.2*
PREDICTED:*similar*to*Peroxiredoxin*6*(Antioxidant*protein*2)*(1CCys*peroxiredoxin)*(1CCys*PRX)*(Acidic*calciumCindependent*phospholipase*A2)*(aiPLA2)*(NonCselenium*
glutathione*peroxidase)*(NSGPx)*(24*kDa*protein)*(Liver*2D*page*spot*40)*(Red*blood*cells*page...*

XP_537196.2* PREDICTED:*similar*to*HBxAg*transactivated*protein*2*isoform*1*
XP_537202.2* PREDICTED:*similar*to*PCselectin*precursor*(Granule*membrane*protein*140)*(GMPC140)*(PADGEM)*(CD62P)*(LeukocyteCendothelial*cell*adhesion*molecule*3)*(LECAM3)*
XP_537209.1* PREDICTED:*similar*to*Brain*protein*44*
XP_537210.1* PREDICTED:*similar*to*soluble*adenylyl*cyclase*



XP_537212.2* PREDICTED:*similar*to*protein*kinase*substrate*MK2S4*
XP_537215.1* PREDICTED:*similar*to*Fumarate*hydratase,*mitochondrial*precursor*(Fumarase)*isoform*1*
XP_537218.2* PREDICTED:*similar*to*KARPC1Cbinding*protein*isoform*1*
XP_537222.2* PREDICTED:*similar*to*heterogeneous*nuclear*ribonucleoprotein*U*isoform*b*isoform*1*
XP_537224.2* PREDICTED:*similar*to*transcription*factor*B2,*mitochondrial*isoform*1*
XP_537227.2* PREDICTED:*similar*to*saccharopine*dehydrogenase*(putative)*
XP_537228.2* PREDICTED:*similar*to*transcription*factor*ELYS*
XP_537234.2* PREDICTED:*similar*to*pyrrolineC5Ccarboxylate*reductase*family,*member*2*(predicted)*
XP_537236.2* PREDICTED:*similar*to*dynein,*axonemal,*heavy*chain*11*
XP_537239.2* PREDICTED:*similar*to*Nuclear*valosinCcontaining*proteinClike*(Nuclear*VCPClike*protein)*(NVLp)*
XP_537241.2* PREDICTED:*similar*to*ETS*translocation*variant*3*(ETSCdomain*transcriptional*repressor*PE1)*(PEC1)*(Mitogenic*Ets*transcriptional*suppressor)*
XP_537245.2* *PREDICTED:*similar*to*chaperonin*containing*TCP1,*subunit*3*(gamma)*isoform*1*
XP_537249.2* PREDICTED:*similar*to*GTPCbinding*protein*Rit1*(RasClike*protein*expressed*in*many*tissues)*(RasClike*without*CAAX*protein*1)*
XP_537250.1* PREDICTED:*similar*to*deathCassociated*protein*3*
XP_537252.2* PREDICTED:*similar*to*farnesyl*diphosphate*synthase*
XP_537253.2* PREDICTED:*similar*to*metaxin*1*isoform*1*
XP_537257.2* PREDICTED:*similar*to*preCBCcell*leukemia*transcription*factor*interacting*protein*1*
XP_537261.2* PREDICTED:*similar*to*Tropomyosin*alpha*3*chain*(Tropomyosin*3)*(Tropomyosin*gamma)*(hTM5)*isoform*1*
XP_537262.2* PREDICTED:*similar*to*cCmyc*promoter*binding*protein*
XP_537263.1* PREDICTED:*similar*to*interleukin*enhancer*binding*factor*2*isoform*1*
XP_537273.2* PREDICTED:*similar*to*ATP*synthase*alpha*chain,*mitochondrial*precursor*isoform*1*
XP_537280.2* PREDICTED:*similar*to*formin*homology*2*domain*containing*3*
XP_537294.2* PREDICTED:*similar*to*potassium*channel*tetramerisation*domain*containing*1*
XP_537296.2* PREDICTED:*hypothetical*protein*XP_537296*
XP_537297.2* PREDICTED:*similar*to*laminin*alpha*3*subunit*isoform*1*
XP_537298.2* PREDICTED:*similar*to*sudD*suppressor*of*bimD6*homolog*isoform*1*isoform*1*
XP_537305.2* PREDICTED:*similar*to*RhoCassociated*protein*kinase*1*(RhoCassociated,*coiledCcoil*containing*protein*kinase*1)*(p160*ROCKC1)*(p160ROCK)*
XP_537313.2* PREDICTED:*similar*to*kinetochore*associated*2*
XP_537314.2* PREDICTED:*similar*to*myomesin*1*isoform*2*
XP_537321.2* PREDICTED:*similar*to*Band*4.1Clike*protein*3*(4.1B)*(Differentially*expressed*in*adenocarcinoma*of*the*lung*protein*1)*(DALC1)*isoform*1*
XP_537324.2* PREDICTED:*similar*to*laminin,*alpha*1*precursor*
XP_537329.2* PREDICTED:*similar*to*ankyrin*repeat*domain*12*isoform*1*
XP_537332.1* PREDICTED:*similar*to*vesicleCassociated*membrane*proteinCassociated*protein*A*isoform*1*isoform*1*
XP_537341.2* PREDICTED:*hypothetical*protein*XP_537341*
XP_537343.2* PREDICTED:*similar*to*methylCCpG*binding*domain*protein*1*isoform*1*
XP_537345.2* PREDICTED:*similar*to*MyosinC5B*(Myosin*Vb)*



XP_537351.2* PREDICTED:*similar*to*thyroid*hormone*receptor*interactor*11*
XP_537368.2* PREDICTED:*similar*to*ajuba*homolog*isoform*1*
XP_537374.2* PREDICTED:*similar*to*embryonal*FynCassociated*substrate*isoform*1*

XP_537380.1*
PREDICTED:*similar*to*Proteasome*activator*complex*subunit*1*(Proteasome*activator*28Calpha*subunit)*(PA28alpha)*(PA28a)*(Activator*of*multicatalytic*protease*subunit*1)*
(11S*regulator*complex*alpha*subunit)*(REGCalpha)*(Interferon*gamma*upCregulated*IC5111*p...*

XP_537381.2* *PREDICTED:*similar*to*Hypothetical*UPF0172*protein*CG3501*
XP_537387.1* PREDICTED:*similar*to*chromatin*modifying*protein*4A*
XP_537389.2* PREDICTED:*similar*to*neural*precursor*cell*expressed,*developmentally*downCregulated*gene*8*
XP_537390.2* PREDICTED:*similar*to*GMP*reductase*2*(Guanosine*5Cmonophosphate*oxidoreductase*2)*(Guanosine*monophosphate*reductase*2)*isoform*1*
XP_537393.2* PREDICTED:*similar*to*dehydrogenase/reductase*(SDR*family)*member*1*
XP_537399.1* PREDICTED:*similar*to*40S*ribosomal*protein*S4,*X*isoform*
XP_537403.2* PREDICTED:*similar*to*vesicle*transportCrelated*protein*isoform*a*
XP_537404.2* PREDICTED:*similar*to*nuclear*autoantigen*
XP_537408.2* *PREDICTED:*similar*to*Egl*nine*homolog*3,*mitochondrial*precursor*(Hypoxia*inducible*factor*prolyl*hydroxylase*3)*(HIFCprolyl*hydroxylase*3)*(HIFCPH3)*(SMC20)*
XP_537420.2* PREDICTED:*similar*to*melanoma*inhibitory*activity*2*
XP_537423.2* PREDICTED:*similar*to*LINEC1*reverse*transcriptase*homolog*
XP_537426.2* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*1*isoform*1*
XP_537432.2* *PREDICTED:*similar*to*MAM*domain*containing*protein*1*precursor*(MAM*domainCcontaining*glycosylphosphatidylinositol*anchor*protein*2)*
XP_537435.2* PREDICTED:*similar*to*Protein*C14orf104*
XP_537443.2* PREDICTED:*similar*to*liver*glycogen*phosphorylase*isoform*1*
XP_537445.2* PREDICTED:*similar*to*nidogen*2*
XP_537446.2* PREDICTED:*similar*to*Protein*disulfideCisomerase*precursor*(PDI)*(Prolyl*4Chydroxylase*beta*subunit)*(Cellular*thyroid*hormone*binding*protein)*
XP_537449.2* PREDICTED:*similar*to*Probable*phospholipase*DDHD1*(DDHD*domain*protein*1)*(Phosphatidic*acidCpreferring*phospholipase*A1*homolog)*(PACPLA1)*isoform*1*
XP_537455.2* PREDICTED:*similar*to*kinectin*1*
XP_537461.2* PREDICTED:*similar*to*retinoblastomaCbinding*protein*1*isoform*I*isoform*1*
XP_537462.2* PREDICTED:*similar*to*Protein*KIAA0586*
XP_537465.2* PREDICTED:*similar*to*Dehydrogenase/reductase*SDR*family*member*7*precursor*(Retinal*shortCchain*dehydrogenase/reductase*4)*(retSDR4)*

XP_537469.1*
PREDICTED:*similar*to*CDKCactivating*kinase*assembly*factor*MAT1*(RING*finger*protein*MAT1)*(Menage*a*trois)*(CDK7/cyclin*H*assembly*factor)*(p36)*(p35)*(Cyclin*G1*
interacting*protein)*(RING*finger*protein*66)*isoform*1*

XP_537473.2* PREDICTED:*similar*to*estrogen*receptor*2*isoform*2*isoform*1*
XP_537475.2* PREDICTED:*similar*to*testis*expressed*gene*21*
XP_537476.2* PREDICTED:*similar*to*CC1Ctetrahydrofolate*synthase,*cytoplasmic*(C1CTHF*synthase)*
XP_537479.1* PREDICTED:*similar*to*heat*shock*protein*2*isoform*1*
XP_537485.1* PREDICTED:*similar*to*Eukaryotic*translation*initiation*factor*2*subunit*1*(Eukaryotic*translation*initiation*factor*2*alpha*subunit)*(eIFC2Calpha)*(EIFC2alpha)*(EIFC2A)*

XP_537492.2*
PREDICTED:*similar*to*Putative*polypeptide*NCacetylgalactosaminyltransferaseClike*protein*1*(ProteinCUDP*acetylgalactosaminyltransferaseClike*protein*1)*(UDPC
GalNAc:polypeptide*NCacetylgalactosaminyltransferaseClike*protein*1)*(Polypeptide*GalNAc*transferaseC...*

XP_537500.2* PREDICTED:*similar*to*a*disintegrin*and*metalloproteinase*domain*21*preproprotein*



XP_537501.2* PREDICTED:*similar*to*pecanex*homolog*
XP_537503.2* PREDICTED:*similar*to*regulator*of*GCprotein*signaling*6*
XP_537509.2* PREDICTED:*similar*to*YLP*motif*containing*protein*1*(Nuclear*protein*ZAP3)*(ZAP113)*isoform*1*
XP_537511.2* PREDICTED:*similar*to*DNA*mismatch*repair*protein*Mlh3*(MutL*protein*homolog*3)*isoform*1*
XP_537513.2* PREDICTED:*similar*to*CG10999CPC,*isoform*C*
XP_537522.1* PREDICTED:*similar*to*Muscle*MCline*assembly*protein*uncC89*(Uncoordinated*protein*89)*
XP_537532.2* PREDICTED:*similar*to*Spermatogenesis*associated*protein*7*(Spermatogenesis*associated*protein*HSD3)*(HSDC3.1)*isoform*1*
XP_537538.2* PREDICTED:*similar*to*tetratricopeptide*repeat*domain*7B*
XP_537539.2* PREDICTED:*similar*to*DVLCbinding*protein*DAPLE*
XP_537541.2* PREDICTED:*similar*to*OTU*domain,*ubiquitin*aldehyde*binding*2*
XP_537542.2* *PREDICTED:*similar*to*ATPCdependent*RNA*helicase*DDX24*(DEADCbox*protein*24)*
XP_537547.2* PREDICTED:*similar*to*dicer1*isoform*1*
XP_537549.2* PREDICTED:*similar*to*Protein*C14orf103*homolog*
XP_537551.2* PREDICTED:*similar*to*poly(A)*polymerase*alpha*
XP_537553.2* PREDICTED:*similar*to*Enah/VaspClike*
XP_537556.2* PREDICTED:*similar*to*dynein,*cytoplasmic,*heavy*polypeptide*1*isoform*1*
XP_537557.2* PREDICTED:*similar*to*heat*shock*protein*1,*alpha*isoform*1*
XP_537561.2* PREDICTED:*similar*to*Creatine*kinase*BCtype*(Creatine*kinase,*B*chain)*(BCCK)*isoform*1*
XP_537568.2* PREDICTED:*similar*to*MetastasisCassociated*protein*MTA1*
XP_537586.2* PREDICTED:*similar*to*fetal*Alzheimer*antigen*isoform*2*
XP_537590.2* PREDICTED:*similar*to*CG32662CPA*
XP_537594.2* PREDICTED:*similar*to*Intercellular*adhesion*moleculeC2*precursor*(ICAMC2)*(CD102*antigen)*
XP_537617.2* *PREDICTED:*similar*to*CG9586CPB*
XP_537619.2* PREDICTED:*hypothetical*protein*XP_537619*isoform*1*
XP_537621.2* PREDICTED:*similar*to*Rap2*interacting*protein*
XP_537624.2* PREDICTED:*similar*to*Dual*specificity*protein*phosphatase*3*(Dual*specificity*protein*phosphatase*VHR)*
XP_537630.2* PREDICTED:*similar*to*CG10802CPA*
XP_537640.2* PREDICTED:*similar*to*kelchClike*11*
XP_537645.2* PREDICTED:*similar*to*SWI/SNFCrelated*matrixCassociated*actinCdependent*regulator*of*chromatin*e1*isoform*1*
XP_537649.2* PREDICTED:*similar*to*cancer*susceptibility*candidate*3*isoform*1*

XP_537654.2*
PREDICTED:*similar*to*Peroxisome*proliferatorCactivated*receptor*binding*protein*(PBP)*(PPAR*binding*protein)*(Thyroid*hormone*receptorCassociated*protein*complex*220*
kDa*component)*(Trap220)*(Thyroid*receptor*interacting*protein*2)*(TRIP2)*(p53*regulatory*pr...*iso*

XP_537659.2* PREDICTED:*similar*to*aminopeptidase*puromycin*sensitive*
XP_537674.2* PREDICTED:*similar*to*MycCbinding*proteinCassociated*protein*
XP_537694.2* PREDICTED:*similar*to*testis*expressed*sequence*14*isoform*a*
XP_537704.2* PREDICTED:*similar*to*Thyroid*hormone*receptorCassociated*protein*complex*240*kDa*component*(Trap240)*(Thyroid*hormone*receptor*associated*protein*1)*(Vitamin*D3*



receptorCinteracting*protein*complex*component*DRIP250)*(DRIP*250)*(ActivatorCrecruited*cofactor*...*

XP_537710.2* PREDICTED:*similar*to*ubiquitin*specific*protease*32*isoform*1*
XP_537718.2* PREDICTED:*similar*to*CG16989CPA*

XP_537725.2*
PREDICTED:*similar*to*AdapterCrelated*protein*complex*2*beta*1*subunit*(BetaCadaptin)*(Plasma*membrane*adaptor*HA2/AP2*adaptin*beta*subunit)*(Clathrin*assembly*
protein*complex*2*beta*large*chain)*(AP105B)*isoform*2*

XP_537734.2* *PREDICTED:*similar*to*ring*finger*protein*135*isoform*1*
XP_537738.2* PREDICTED:*similar*to*Neurofibromin*(NeurofibromatosisCrelated*protein*NFC1)*
XP_537754.2* PREDICTED:*hypothetical*protein*XP_537754*
XP_537755.2* PREDICTED:*similar*to*Bleomycin*hydrolase*(BLM*hydrolase)*(BMH)*(BH)*
XP_537759.2* PREDICTED:*similar*to*CG1532CPA*isoform*1*
XP_537762.2* PREDICTED:*hypothetical*protein*XP_537762*
XP_537765.2* *PREDICTED:*similar*to*myosin*IC*
XP_537766.2* PREDICTED:*similar*to*skeletal*muscle*and*kidney*enriched*inositol*phosphatase*isoform*1*
XP_537767.2* PREDICTED:*similar*to*Phosphatidylinositol*transfer*protein*alpha*isoform*(PtdIns*transfer*protein*alpha)*(PtdInsTP)*(PICTPCalpha)*
XP_537778.2* PREDICTED:*similar*to*integrin,*alpha*E*(antigen*CD103,*human*mucosal*lymphocyte*antigen*1;*alpha*polypeptide)*

XP_537779.2*
PREDICTED:*similar*to*VoltageCdependent*NCtype*calcium*channel*alphaC1B*subunit*(VoltageCgated*calcium*channel*alpha*subunit*Cav2.2)*(Calcium*channel,*L*type,*alphaC1*
polypeptide*isoform*5)*(Brain*calcium*channel*III)*(BIII)*

XP_537782.2* PREDICTED:*similar*to*chromosome*9*open*reading*frame*111*isoform*1*
XP_537788.2* *PREDICTED:*similar*to*ATPCbinding*cassette,*subCfamily*A,*member*2*(ATPCbinding*cassette*transporter*2)*(ATPCbinding*cassette*2)*
XP_537793.2* PREDICTED:*similar*to*endothelial*differentiationCrelated*factor*1*isoform*alpha*
XP_537795.2* PREDICTED:*similar*to*notch1*preproprotein*
XP_537800.1* PREDICTED:*similar*to*60S*ribosomal*protein*L7a*
XP_537804.2* PREDICTED:*similar*to*procollagen,*type*V,*alpha*1*
XP_537811.2* PREDICTED:*similar*to*senataxin*isoform*1*
XP_537814.2* PREDICTED:*similar*to*G*proteinCcoupled*receptor*107*
XP_537816.2* PREDICTED:*similar*to*ubiquitin*specific*protease*20*
XP_537823.2* PREDICTED:*similar*to*Spectrin*alpha*chain,*brain*(Spectrin,*nonCerythroid*alpha*chain)*(AlphaCII*spectrin)*(Fodrin*alpha*chain)*
XP_537825.2* PREDICTED:*similar*to*GLE1Clike,*RNA*export*mediator*isoform*2*
XP_537828.2* PREDICTED:*similar*to*Golgi*autoantigen,*golgin*subfamily*a,*2*
XP_537829.2* PREDICTED:*similar*to*Cip1Cinteracting*zinc*finger*protein*
XP_537843.2* PREDICTED:*similar*to*C06A6.3*
XP_537844.2* PREDICTED:*similar*to*preCBCcell*leukemia*transcription*factor*3*

XP_537847.2*
PREDICTED:*similar*to*78*kDa*glucoseCregulated*protein*precursor*(GRP*78)*(Immunoglobulin*heavy*chain*binding*protein)*(BiP)*(Endoplasmic*reticulum*lumenal*Ca(2+)*
binding*protein*grp78)*isoform*1*

XP_537865.2* PREDICTED:*similar*to*Elongation*factor*1Cgamma*(EFC1Cgamma)*(eEFC1B*gamma)*isoform*1*
XP_537866.2* *PREDICTED:*similar*to*Transcription*elongation*factor*A*protein*2*(Transcription*elongation*factor*SCII*protein*2)*(TestisCspecific*SCII)*(Transcription*elongation*factor*TFIIS.l)*
XP_537880.2* PREDICTED:*similar*to*histone*1,*H2ai*(predicted)*isoform*1*



XP_537883.2* PREDICTED:*hypothetical*protein*XP_537883*
XP_537884.2* *PREDICTED:*similar*to*Sad1*and*UNC84*domain*containing*1*
XP_537889.2* PREDICTED:*similar*to*uridine*phosphorylase*1*
XP_537900.2* PREDICTED:*similar*to*Zinc*finger*protein*208*
XP_537919.2* PREDICTED:*hypothetical*protein*XP_537919*
XP_537927.2* PREDICTED:*similar*to*insulinClike*growth*factor*binding*protein*1*
XP_537945.2* PREDICTED:*similar*to*EnoylCCoA*hydratase,*mitochondrial*precursor*(Short*chain*enoylCCoA*hydratase)*(SCEH)*(EnoylCCoA*hydratase*1)*

XP_537947.2*
PREDICTED:*similar*to*ADP/ATP*translocase*3*(Adenine*nucleotide*translocator*2)*(ANT*3)*(ADP,ATP*carrier*protein*3)*(Solute*carrier*family*25,*member*6)*(ADP,ATP*carrier*
protein,*isoform*T2)*

XP_537958.2* PREDICTED:*similar*to*OralCfacialCdigital*syndrome*1*protein*(Protein*71C7A)*
XP_537962.2* PREDICTED:*similar*to*Ankyrin*repeat*and*SOCS*box*protein*9*(ASBC9)*isoform*1*
XP_537972.2* PREDICTED:*similar*to*Sex*comb*on*midlegClike*protein*2*isoform*1*
XP_537997.2* PREDICTED:*similar*to*BCoR*protein*(BCLC6*corepressor)*isoform*1*
XP_538001.2* PREDICTED:*similar*to*cofactor*required*for*Sp1*transcriptional*activation,*subunit*2,*150kDa*isoform*1*

XP_538002.2*
PREDICTED:*similar*to*Probable*ubiquitin*carboxylCterminal*hydrolase*FAFCX*(Ubiquitin*thiolesterase*FAFCX)*(UbiquitinCspecific*processing*protease*FAFCX)*(Deubiquitinating*
enzyme*FAFCX)*(Fat*facets*protein*related,*XClinked)*(UbiquitinCspecific*protease*9,*X*...*iso*

XP_538007.2* *PREDICTED:*similar*to*EFChand*domain*(CCterminal)*containing*2*
XP_538010.1* PREDICTED:*similar*to*PHD*finger*protein*16*
XP_538014.2* PREDICTED:*similar*to*ubiquitinCactivating*enzyme*E1*
XP_538015.2* PREDICTED:*similar*to*PCTAIRE*protein*kinase*1*isoform*1*
XP_538033.2* PREDICTED:*similar*to*G*patch*domain*and*KOW*motifs*
XP_538035.2* PREDICTED:*similar*to*calcium*channel,*voltageCdependent,*alpha*1F*subunit*
XP_538047.2* PREDICTED:*similar*to*melanoma*antigen*family*D,*4*isoform*1*
XP_538049.2* PREDICTED:*similar*to*Structural*maintenance*of*chromosome*1Clike*1*protein*(SMC1alpha*protein)*(SB1.8/DXS423E*protein)*(Sb1.8)*

XP_538051.2*
PREDICTED:*similar*to*3ChydroxyacylCCoA*dehydrogenase*type*II*(Type*II*HADH)*(Endoplasmic*reticulumCassociated*amyloid*betaCpeptide*binding*protein)*(ShortCchain*type*
dehydrogenase/reductase*XH98G2)*isoform*1*

XP_538052.2* PREDICTED:*similar*to*HECT,*UBA*and*WWE*domain*containing*1*isoform*1*
XP_538054.2* PREDICTED:*similar*to*guanine*nucleotide*binding*proteinClike*3*(nucleolar)Clike*
XP_538062.2* PREDICTED:*similar*to*LAS1Clike*
XP_538100.1* PREDICTED:*similar*to*heterogeneous*nuclear*ribonucleoprotein*K*isoform*a*isoform*1*
XP_538105.2* PREDICTED:*similar*to*DystrophinCrelated*protein*2*
XP_538109.2* *PREDICTED:*similar*to*AlphaCgalactosidase*A*precursor*(Melibiase)*(AlphaCDCgalactoside*galactohydrolase)*(AlphaCDCgalactosidase*A)*(Agalsidase*alfa)*
XP_538114.2* PREDICTED:*similar*to*zinc*finger,*matrin*type*1*isoform*1*
XP_538122.1* PREDICTED:*similar*to*Mortality*factor*4Clike*protein*2*(MORFCrelated*gene*X*protein)*(Transcription*factorClike*protein*MRGX)*(MSL3C2*protein)*isoform*1*
XP_538131.2* PREDICTED:*similar*to*MORC*family*CWCtype*zinc*finger*4*(Zinc*finger*CWCtype*coiledCcoil*domain*protein*2)*
XP_538136.2* PREDICTED:*similar*to*autophagyCrelated*cysteine*endopeptidase*2*isoform*a*
XP_538146.1* PREDICTED:*similar*to*Myosin*regulatory*light*chain*2,*nonsarcomeric*(Myosin*RLC)*



XP_538149.2* PREDICTED:*similar*to*WD*repeat*domain*44*protein*isoform*1*
XP_538152.2* PREDICTED:*similar*to*mitochondrial*solute*carrier*protein*
XP_538157.2* PREDICTED:*hypothetical*protein*XP_538157*
XP_538164.2* *PREDICTED:*similar*to*THO*complex*subunit*2*(Tho2)*

XP_538165.2*
PREDICTED:*similar*to*Baculoviral*IAP*repeatCcontaining*protein*4*(Inhibitor*of*apoptosis*protein*3)*(XClinked*inhibitor*of*apoptosis*protein)*(XClinked*IAP)*(IAPClike*protein)*
(HILP)*

XP_538173.2* PREDICTED:*similar*to*immunoglobulin*superfamily,*member*1*isoform*1*
XP_538176.2* PREDICTED:*similar*to*RAP2C,*member*of*RAS*oncogene*family*
XP_538178.2* PREDICTED:*similar*to*GlypicanC3*precursor*(Intestinal*protein*OCIC5)*(GTR2C2)*(MXR7)*
XP_538192.2* PREDICTED:*similar*to*fragile*X*mental*retardation*1*neighbor*
XP_538196.1* PREDICTED:*similar*to*fetal*and*adult*testis*expressed*transcript*protein*
XP_538200.1* PREDICTED:*similar*to*BCcell*receptorCassociated*protein*31*(BCRCassociated*protein*Bap31)*(p28*Bap31)*(CDM*protein)*(6C6CAG*tumorCassociated*antigen)*(DXS1357E)*
XP_538201.2* PREDICTED:*similar*to*Isocitrate*dehydrogenase*[NAD]*subunit*gamma,*mitochondrial*precursor*(Isocitric*dehydrogenase)*(NAD(+)Cspecific*ICDH)*isoform*1*
XP_538204.2* PREDICTED:*similar*to*transketolaseClike*1*
XP_538226.2* PREDICTED:*similar*to*Receptor*tyrosineCprotein*kinase*erbBC3*precursor*(cCerbB3)*(Tyrosine*kinaseCtype*cell*surface*receptor*HER3)*
XP_538227.1* PREDICTED:*hypothetical*protein*XP_538227*
XP_538228.2* PREDICTED:*similar*to*SWI/SNFCrelated*matrixCassociated*actinCdependent*regulator*of*chromatin*c2*isoform*b*
XP_538229.2* PREDICTED:*similar*to*solute*carrier*family*39*(metal*ion*transporter),*member*5*
XP_538233.2* PREDICTED:*similar*to*timeless*homolog*
XP_538243.2* PREDICTED:*similar*to*NGFICA*binding*protein*2*(EGRC1*binding*protein*2)*(MelanomaCassociated*delayed*early*response*protein)*(MADER*protein)*

XP_538245.2*
*PREDICTED:*similar*to*LowCdensity*lipoprotein*receptorCrelated*protein*1*precursor*(LRP)*(AlphaC2Cmacroglobulin*receptor)*(A2MR)*(Apolipoprotein*E*receptor)*(APOER)*
(CD91)*

XP_538251.2* PREDICTED:*similar*to*Centaurin*gamma*1*

XP_538254.2*
PREDICTED:*similar*to*25Chydroxyvitamin*DC1*alpha*hydroxylase,*mitochondrial*precursor*(Calcidiol*1Cmonooxygenase)*(25COHDC1*alphaChydroxylase)*(25Chydroxyvitamin*
D(3)*1CalphaChydroxylase)*(VD3*1A*hydroxylase)*(P450C1*alpha)*(P450VD1Calpha)*

XP_538265.2* PREDICTED:*similar*to*SLITCROBO*Rho*GTPaseCactivating*protein*1*
XP_538268.2* PREDICTED:*similar*to*CG3996CPA*
XP_538271.2* PREDICTED:*similar*to*InterleukinC1*receptorCassociated*kinaseC3*(IRAKC3)*(ILC1*receptorCassociated*kinase*M)*(IRAKCM)*
XP_538273.2* PREDICTED:*similar*to*dualCspecificity*tyrosineC(Y)Cphosphorylation*regulated*kinase*2*isoform*2*
XP_538279.2* PREDICTED:*similar*to*vitelliform*macular*dystrophy*2Clike*3*
XP_538280.2* PREDICTED:*similar*to*RAB3A*interacting*protein*isoform*alpha*2*
XP_538283.2* PREDICTED:*similar*to*ReceptorCtype*tyrosineCprotein*phosphatase*beta*precursor*(ProteinCtyrosine*phosphatase*beta)*(RCPTPCbeta)*
XP_538289.2* *PREDICTED:*similar*to*ShawCrelated*voltageCgated*potassium*channel*protein*2*isoform*KV3.2b*

XP_538304.2*
*PREDICTED:*similar*to*CCjunCaminoCterminal*kinase*interacting*protein*2*(JNKCinteracting*protein*2)*(JIPC2)*(JNK*MAP*kinase*scaffold*protein*2)*(IsletCbrainC2)*(IBC2)*(MitogenC
activated*protein*kinase*8Cinteracting*protein*2)*isoform*1*[Canis*familiaris]**

XP_538306.2* PREDICTED:*similar*to*Protein*KIAA0711*
XP_538311.2* PREDICTED:*similar*to*SET*binding*factor*1*(Sbf1)*(MyotubularinCrelated*protein*5)*



XP_538318.2* PREDICTED:*similar*to*Zinc*finger*BED*domain*containing*protein*4*
XP_538324.2* PREDICTED:*similar*to*Cadherin*EGF*LAG*sevenCpass*GCtype*receptor*1*precursor*
XP_538325.2* PREDICTED:*similar*to*tRNA*(5CmethylaminomethylC2Cthiouridylate)Cmethyltransferase*1*isoform*a*
XP_538329.2* PREDICTED:*similar*to*Protein*C22orf8*
XP_538336.2* PREDICTED:*similar*to*parvin,*beta*isoform*b*
XP_538355.2* PREDICTED:*similar*to*Ran*GTPaseCactivating*protein*1*
XP_538361.2* PREDICTED:*similar*to*trinucleotide*repeat*containing*6b*isoform*1*isoform*1*
XP_538364.2* PREDICTED:*similar*to*voltageCdependent*TCtype*calcium*channel*alphaC1I*subunit*isoform*b*
XP_538371.2* *PREDICTED:*similar*to*Sad1/uncC84Clike*protein*2*(Rab5*interacting*protein)*(Rab5IP)*
XP_538376.2* PREDICTED:*similar*to*Transcription*factor*MafF*(VCmaf*musculoaponeurotic*fibrosarcoma*oncogene*homolog*F)*(UCMaf)*
XP_538413.2* PREDICTED:*similar*to*BTB*(POZ)*domain*containing*11*isoform*2*isoform*1*
XP_538416.2* PREDICTED:*similar*to*cytoskeletonCassociated*protein*4*
XP_538439.2* PREDICTED:*similar*to*UDPCglucuronate*decarboxylase*1*
XP_538441.2* PREDICTED:*similar*to*TGF*beta*receptor*associated*protein*C1*
XP_538449.2* PREDICTED:*similar*to*InterleukinC1*receptor,*type*I*precursor*(ILC1RC1)*(ILC1RT1)*(ILC1RCalpha)*(p80)*(Antigen*CD121a)*
XP_538451.2* PREDICTED:*similar*to*InterleukinC1*receptor,*type*II*precursor*(ILC1RC2)*(ILC1RCbeta)*(Antigen*CDw121b)*
XP_538455.2* PREDICTED:*similar*to*Protein*C2orf29*
XP_538458.2* PREDICTED:*similar*to*DNA*repair*protein*REV1*(Rev1Clike*terminal*deoxycytidyl*transferase)*(Alpha*integrin*binding*protein*80)*(AIBP80)*

XP_538462.2*
PREDICTED:*similar*to*CyclicCnucleotideCgated*cation*channel*alpha*3*(CNG*channel*alpha*3)*(CNGC3)*(CNG3)*(Cyclic*nucleotide*gated*channel*alpha*3)*(Cone*photoreceptor*
cGMPCgated*channel*alpha*subunit)*

XP_538464.2* PREDICTED:*similar*to*Semaphorin*4C*precursor*
XP_538467.2* PREDICTED:*similar*to*cyclin*M4*
XP_538475.1* PREDICTED:*similar*to*sterolin*1*
XP_538477.2* PREDICTED:*similar*to*sine*oculis*homeobox*homolog*3*
XP_538483.2* PREDICTED:*similar*to*potassium*channel,*subfamily*K,*member*12*
XP_538494.2* PREDICTED:*similar*to*echinoderm*microtubule*associated*protein*like*5*
XP_538496.2* PREDICTED:*similar*to*HookCrelated*protein*1*isoform*1*
XP_538497.2* PREDICTED:*similar*to*polyribonucleotide*nucleotidyltransferase*1*isoform*1*
XP_538505.2* PREDICTED:*similar*to*KIAA1841*protein*
XP_538507.2* PREDICTED:*similar*to*EH*domain*binding*protein*1*isoform*1*
XP_538508.1* PREDICTED:*similar*to*pellino*protein*
XP_538511.2* PREDICTED:*similar*to*Neutral*amino*acid*transporter*A*(SATT)*(Alanine/serine/cysteine/*threonine*transporter)*(ASCT1)*
XP_538513.2* PREDICTED:*hypothetical*protein*XP_538513*
XP_538527.2* PREDICTED:*similar*to*RhoCGTPaseCactivating*protein*25*
XP_538528.2* PREDICTED:*similar*to*Bone*morphogenetic*protein*10*precursor*(BMPC10)*isoform*1*
XP_538534.2* PREDICTED:*similar*to*Germ*cellCless*proteinClike*1*(mGclC1)*(DPCinteracting*protein)*(DIP)*isoform*1*



XP_538538.2* *PREDICTED:*similar*to*prenylcysteine*oxidase*1*
XP_538577.2* PREDICTED:*similar*to*Chibby*protein*(PKD2*interactor,*Golgi*and*endoplasmic*reticulum*associated*1)*(PIGEAC14)*(Cytosolic*leucineCrich*protein)*(HRIHFB2025)*
XP_538581.2* PREDICTED:*similar*to*Y45F10A.6b*
XP_538599.2* PREDICTED:*similar*to*lysyl*oxidase*preproprotein*isoform*1*
XP_538611.2* PREDICTED:*similar*to*Solute*carrier*family*12,*member*2*(BumetanideCsensitive*sodiumC(potassium)Cchloride*cotransporter*1)*(Basolateral*NaCKCCl*symporter)*
XP_538612.2* PREDICTED:*similar*to*fibrillin*2*precursor*
XP_538625.2* PREDICTED:*similar*to*follistatinClike*4*
XP_538629.2* PREDICTED:*similar*to*PHD*finger*protein*15*isoform*1*
XP_538630.2* PREDICTED:*similar*to*GTPCbinding*protein*SAR1b*(GTBPB)*
XP_538639.2* PREDICTED:*similar*to*chromosome*14*open*reading*frame*68*
XP_538643.2* PREDICTED:*similar*to*G2/mitoticCspecific*cyclin*B1*
XP_538647.2* PREDICTED:*similar*to*Cell*division*cycle*protein*23*homolog*(Anaphase*promoting*complex*subunit*8)*(APC8)*(Cyclosome*subunit*8)*
XP_538659.2* PREDICTED:*similar*to*ReceptorCtype*tyrosineCprotein*phosphatase*delta*precursor*(ProteinCtyrosine*phosphatase*delta)*(RCPTPCdelta)*
XP_538669.2* PREDICTED:*similar*to*CG5020CPA,*isoform*A*
XP_538678.2* PREDICTED:*similar*to*CG3520CPA*
XP_538686.2* PREDICTED:*similar*to*DMRTClike*family*A1*
XP_538689.2* PREDICTED:*similar*to*transcription*elongation*factor*B*polypeptide*3*binding*protein*1*isoform*1*
XP_538703.2* PREDICTED:*similar*to*nuclear*transcription*factor,*XCbox*binding*1*isoform*1*isoform*2*
XP_538704.2* PREDICTED:*similar*to*nucleolar*RNACassociated*protein*alpha*isoform*
XP_538715.2* PREDICTED:*similar*to*RUN*and*SH3*domain*containing*protein*2*isoform*1*
XP_538730.2* PREDICTED:*similar*to*Maternal*embryonic*leucine*zipper*kinase*(hMELK)*(Protein*kinase*PK38)*(hPK38)*
XP_538736.2* PREDICTED:*similar*to*FERM*and*PDZ*domain*containing*1*
XP_538738.1* PREDICTED:*similar*to*Exosome*complex*exonuclease*RRP40*(Ribosomal*RNA*processing*protein*40)*(Exosome*component*3)*(p10)*
XP_538746.2* PREDICTED:*similar*to*NCacetylneuraminic*acid*phosphate*synthase*isoform*1*
XP_538748.2* PREDICTED:*similar*to*TBC1*domain*family*member*2*(Prostate*antigen*recognized*and*indentified*by*SEREX)*(PARISC1)*

XP_538749.2*
*PREDICTED:*similar*to*GammaCaminobutyric*acid*type*B*receptor,*subunit*2*precursor*(GABACB*receptor*2)*(GABACBCR2)*(Gb2)*(GABABR2)*(GCprotein*coupled*receptor*51)*
(GPR*51)*(HG20)*

XP_538773.2* PREDICTED:*similar*to*ATPCbinding*cassette,*subCfamily*A*member*1*
XP_538777.2* PREDICTED:*similar*to*zinc*finger*protein*462*isoform*1*
XP_538789.2* PREDICTED:*similar*to*sushi*domain*containing*1*
XP_538794.2* PREDICTED:*similar*to*sorting*nexin*7*(predicted)*
XP_538799.2* PREDICTED:*similar*to*ciliary*rootlet*coiledCcoil,*rootletin*
XP_538806.2* PREDICTED:*similar*to*regulator*of*GCprotein*signalling*3*isoform*6*
XP_538807.2* PREDICTED:*similar*to*AMBP*protein*precursor*
XP_538813.2* PREDICTED:*similar*to*pregnancyCassociated*plasma*protein*A*preproprotein*
XP_538814.2* PREDICTED:*similar*to*astrotactin*2*isoform*b*



XP_538840.2* PREDICTED:*similar*to*HLACBCassociated*transcript*9*
XP_538841.2* PREDICTED:*similar*to*superkiller*viralicidic*activity*2Clike*homolog*
XP_538843.2* *PREDICTED:*similar*to*Complement*C4*precursor*
XP_538845.1* PREDICTED:*similar*to*WAFC1/CIP1*stabilizing*protein*39*
XP_538846.2* PREDICTED:*similar*to*NG3*protein*
XP_538847.2* PREDICTED:*similar*to*Neurogenic*locus*notch*homolog*protein*4*precursor*(Notch*4)*(hNotch4)*
XP_538849.2* PREDICTED:*similar*to*butyrophilinClike*8*
XP_538855.2* PREDICTED:*similar*to*collagen,*type*XI,*alpha*2*isoform*1*preproprotein*isoform*1*
XP_538859.2* PREDICTED:*similar*to*WDCrepeat*protein*BING4*
XP_538860.2* PREDICTED:*similar*to*ral*guanine*nucleotide*dissociation*stimulatorClike*2*isoform*1*
XP_538862.2* PREDICTED:*similar*to*PHD*finger*protein*1*isoform*a*isoform*1*
XP_538863.2* PREDICTED:*similar*to*Ras*GTPaseCactivating*protein*SynGAP*(Synaptic*RasCGTPaseCactivating*protein*1)*(Synaptic*RasCGAP*1)*(Neuronal*RasGAP)*(p135*SynGAP)*

XP_538867.2*
PREDICTED:*similar*to*Inositol*1,4,5Ctrisphosphate*receptor*type*3*(Type*3*inositol*1,4,5Ctrisphosphate*receptor)*(Type*3*InsP3*receptor)*(IP3*receptor*isoform*3)*(InsP3R3)*
isoform*1*

XP_538874.2* PREDICTED:*similar*to*signal*peptide,*CUB*domain,*EGFClike*3*
XP_538875.2* PREDICTED:*similar*to*Zinc*finger*protein*76*isoform*2*

XP_538880.2*
PREDICTED:*similar*to*FK506Cbinding*protein*5*(PeptidylCprolyl*cisCtrans*isomerase)*(PPIase)*(Rotamase)*(51*kDa*FK506Cbinding*protein)*(FKBPC51)*(54*kDa*progesterone*
receptorCassociated*immunophilin)*(FKBP54)*(P54)*(FF1*antigen)*(HSP90Cbinding*immunophilin)*(...*

XP_538883.2* PREDICTED:*similar*to*Bromodomain*and*PHD*fingerCcontaining*protein*3*
XP_538896.2* *PREDICTED:*similar*to*CG6379CPA*isoform*1*

XP_538905.2*
PREDICTED:*similar*to*Molybdenum*cofactor*biosynthesis*protein*1*B*(MOCS1B)*(Molybdenum*cofactor*synthesisCstep*1*protein*ACB)*(Molybdenum*cofactor*biosynthesis*
protein*C)*

XP_538906.2* PREDICTED:*similar*to*leucine*rich*repeat*and*fibronectin*type*III*domain*containing*2*
XP_538915.1* PREDICTED:*similar*to*fibroblast*growth*factor*receptor*substrate*3*
XP_538923.2* PREDICTED:*similar*to*betaCtubulin*cofactor*C*
XP_538928.2* PREDICTED:*similar*to*CullinC7*(CULC7)*
XP_538930.2* PREDICTED:*similar*to*p53Cassociated*parkinClike*cytoplasmic*protein*isoform*1*
XP_538934.2* PREDICTED:*similar*to*ATPCbinding*cassette,*subCfamily*C,*member*10*
XP_538935.1* PREDICTED:*similar*to*EGFClikeCdomain,*multiple*9*isoform*1*
XP_538939.2* *PREDICTED:*similar*to*GTP*binding*protein*2*isoform*1*
XP_538941.2* PREDICTED:*similar*to*ZK1067.4*
XP_538964.2* PREDICTED:*similar*to*intestinal*cell*kinase*
XP_538970.2* PREDICTED:*similar*to*glyceraldehydeC3Cphosphate*dehydrogenase*
XP_538971.1* PREDICTED:*hypothetical*protein*XP_538971*
XP_538985.2* PREDICTED:*similar*to*PHD*finger*protein*3*isoform*1*
XP_538993.2* PREDICTED:*similar*to*alpha*1*type*XIX*collagen*precursor*
XP_538998.2* PREDICTED:*similar*to*Regulating*synaptic*membrane*exocytosis*protein*1*(Rab3Cinteracting*molecule*1)*(RIM*1)*isoform*1*



XP_539002.2* PREDICTED:*similar*to*alpha*1*type*XII*collagen*long*isoform*precursor*isoform*1*
XP_539004.2* PREDICTED:*similar*to*SUMO1/sentrin*specific*protease*6*
XP_539014.1* PREDICTED:*similar*to*Protein*C6orf152*
XP_539015.1* *PREDICTED:*similar*to*elongation*of*very*long*chain*fatty*acids*(FEN1/Elo2,*SUR4/Elo3,*yeast)Clike*4*
XP_539020.2* PREDICTED:*similar*to*5T4*oncofetal*trophoblast*glycoprotein*
XP_539024.2* PREDICTED:*similar*to*TCbox*transcription*factor*TBX18*(TCbox*protein*18)*
XP_539029.2* PREDICTED:*similar*to*Zinc*finger*protein*292*
XP_539032.2* PREDICTED:*similar*to*arginylCtRNA*synthetaseClike*isoform*1*
XP_539036.2* *PREDICTED:*similar*to*PhosphatidylethanolamineCbinding*protein*(PEBP)*(Prostatic*binding*protein)*(HCNPpp)*(Neuropolypeptide*h3)*(Raf*kinase*inhibitor*protein)*(RKIP)*
XP_539044.2* *PREDICTED:*similar*to*BTB*and*CNC*homology*1,*basic*leucine*zipper*transcription*factor*2*isoform*1*
XP_539054.2* PREDICTED:*similar*to*ubiquitin*specific*protease*45*isoform*1*
XP_539055.2* PREDICTED:*similar*to*PR*domain*containing*13*
XP_539068.2* PREDICTED:*similar*to*PRCdomain*zinc*finger*protein*1*(BetaCinterferon*gene*positiveCregulatory*domain*I*binding*factor)*(BLIMPC1)*
XP_539072.2* PREDICTED:*similar*to*sex*comb*on*midlegClike*4*
XP_539079.2* PREDICTED:*similar*to*microtubule*associated*monoxygenase,*calponin*and*LIM*domain*containing*1*
XP_539084.2* PREDICTED:*similar*to*DNA*polymerase*zeta*catalytic*subunit*(hREV3)*isoform*1*
XP_539086.1* PREDICTED:*similar*to*ret*finger*proteinClike*4*
XP_539094.2* PREDICTED:*similar*to*TestisCspecific*YCencodedClike*protein*4*(TSPYClike*4)*
XP_539099.2* PREDICTED:*similar*to*Ribonucleases*P/MRP*protein*subunit*POP1*(hPOP1)*
XP_539102.2* PREDICTED:*similar*to*vacuolar*protein*sorting*13B*isoform*5*isoform*1*

XP_539113.2*
PREDICTED:*similar*to*Transforming*growth*factorCbetaCinducible*early*growth*response*protein*1*(TGFBCinducible*early*growth*response*protein*1)*(TIEGC1)*(KrueppelClike*
factor*10)*(EGRalpha)*

XP_539130.2* PREDICTED:*similar*to*potassium*channel,*subfamily*V,*member*1*
XP_539133.2* PREDICTED:*similar*to*Wilms*tumour*1Cassociating*protein*
XP_539139.2* PREDICTED:*similar*to*Zinc*finger*transcription*factor*Trps1*(Zinc*finger*protein*GC79)*(TrichoCrhinoCphalangeal*syndrome*type*I*protein)*isoform*1*

XP_539145.2*
PREDICTED:*similar*to*ExostosinC1*(GlucuronosylCNCacetylglucosaminylCproteoglycan/NCacetylglucosaminylCproteoglycan*4CalphaCNCacetylglucosaminyltransferase)*(Putative*
tumor*suppressor*protein*EXT1)*(Multiple*exostoses*protein*1)*isoform*1*

XP_539151.2* PREDICTED:*similar*to*basic*beta*1*syntrophin*isoform*1*
XP_539154.2* PREDICTED:*similar*to*Zinc*fingers*and*homeoboxes*protein*2*
XP_539156.2* PREDICTED:*similar*to*F33H2.2*
XP_539159.2* PREDICTED:*similar*to*zinc*finger*protein*572*
XP_539160.2* PREDICTED:*similar*to*GCproteinCcoupled*receptor*induced*protein*
XP_539165.2* PREDICTED:*similar*to*development*and*differentiation*enhancing*factor*1*
XP_539166.2* PREDICTED:*similar*to*adenylate*cyclase*8*
XP_539170.2* PREDICTED:*similar*to*NCmyc*downstream*regulated*gene*1*
XP_539177.2* PREDICTED:*similar*to*collagen,*type*XXII,*alpha*1*



XP_539178.2*
PREDICTED:*similar*to*Potassium*channel*subfamily*K*member*9*(AcidCsensitive*potassium*channel*protein*TASKC3)*(TWIKCrelated*acidCsensitive*K(+)*channel*3)*(Two*pore*
potassium*channel*KT3.2)*

XP_539181.2* PREDICTED:*similar*to*protonCassociated*sugar*transporter*A*
XP_539198.2* PREDICTED:*similar*to*Zinc*finger*CCCHCtype*domain*containing*protein*3*
XP_539199.2* PREDICTED:*similar*to*tigger*transposable*element*derived*5*
XP_539200.1* PREDICTED:*similar*to*pyrrolineC5Ccarboxylate*reductaseClike*
XP_539201.2* PREDICTED:*similar*to*extracellular*signalCregulated*kinase*7*
XP_539202.2* PREDICTED:*hypothetical*protein*XP_539202*
XP_539206.2* PREDICTED:*similar*to*5Coxoprolinase*(ATPChydrolysing)*
XP_539209.2* PREDICTED:*similar*to*KIAA1875*protein*
XP_539211.2* PREDICTED:*similar*to*C34G6.1*
XP_539222.2* PREDICTED:*similar*to*ATPCdependent*DNA*helicase*Q4*(RecQ*proteinClike*4)*(RecQ4)*
XP_539223.2* PREDICTED:*similar*to*LeucineCrich*repeatCcontaining*protein*14*
XP_539224.2* PREDICTED:*similar*to*KIAA1688*protein*
XP_539233.2* PREDICTED:*similar*to*Neuronal*acetylcholine*receptor*protein,*alphaC5*subunit*precursor*
XP_539234.2* PREDICTED:*similar*to*Wolfram*syndrome*1*
XP_539251.2* PREDICTED:*similar*to*gammaCaminobutyric*acid*A*receptor,*alpha*4*precursor*

XP_539254.2*
*PREDICTED:*similar*to*Atrial*natriuteric*peptideCconverting*enzyme*(proCANPCconverting*enzyme)*(Corin)*(Heart*specific*serine*proteinase*ATC2)*(Transmembrane*protease,*
serine*10)*

XP_539258.2* PREDICTED:*similar*to*TyrosineCprotein*kinase*TXK*
XP_539259.2* PREDICTED:*similar*to*TyrosineCprotein*kinase*Tec*isoform*1*
XP_539265.2* PREDICTED:*similar*to*CG40500CPA.3*
XP_539266.2* PREDICTED:*hypothetical*protein*XP_539266*
XP_539276.2* PREDICTED:*similar*to*centrosome*protein*4*
XP_539277.2* PREDICTED:*hypothetical*protein*XP_539277*
XP_539282.2* PREDICTED:*similar*to*RE1Csilencing*transcription*factor*
XP_539285.2* PREDICTED:*similar*to*latrophilin*3*
XP_539306.2* PREDICTED:*similar*to*Mps*one*binder*kinase*activatorClike*1A*(Mob1*homolog*1A)*
XP_539307.2* PREDICTED:*similar*to*Deoxycytidine*kinase*(dCK)*
XP_539311.2* PREDICTED:*similar*to*a*disintegrinClike*and*metalloprotease*(reprolysin*type)*with*thrombospondin*type*1*motif,*3*proprotein*
XP_539316.2* PREDICTED:*similar*to*methylenetetrahydrofolate*dehydrogenase*(NADP+*dependent)*2Clike*
XP_539324.2* PREDICTED:*similar*to*tripartite*motifCcontaining*11*isoform*1*
XP_539325.2* PREDICTED:*similar*to*obscurin,*cytoskeletal*calmodulin*and*titinCinteracting*RhoGEF*
XP_539327.2* PREDICTED:*similar*to*WntC3a*protein*precursor*
XP_539328.2* PREDICTED:*similar*to*winglessCtype*MMTV*integration*site*9A*
XP_539369.2* PREDICTED:*similar*to*Exocyst*complex*component*Sec8*



XP_539375.2* PREDICTED:*similar*to*testis*specific,*14*
XP_539383.2* PREDICTED:*similar*to*interferon*regulatory*factor*5*isoform*a*
XP_539384.2* PREDICTED:*similar*to*cysteine*rich*BMP*regulator*2*(chordin*like)*
XP_539385.1* PREDICTED:*similar*to*Filamin*C*(GammaCfilamin)*(Filamin*2)*(Protein*FLNc)*(ActinCbindingClike*protein)*(ABPCL)*(ABPC280Clike*protein)*isoform*4*
XP_539388.2* PREDICTED:*similar*to*Golgi*coiledCcoil*protein*1*
XP_539390.2* PREDICTED:*similar*to*TCcomplex*protein*1,*delta*subunit*(TCPC1Cdelta)*(CCTCdelta)*(A45)*
XP_539392.2* PREDICTED:*similar*to*zinc*finger*protein*267*
XP_539399.2* PREDICTED:*similar*to*zinc*finger*protein*300*
XP_539406.2* *PREDICTED:*similar*to*TnfaCinduced*adiposeCrelated*protein*
XP_539407.2* *PREDICTED:*hypothetical*protein*XP_539407*
XP_539408.2* PREDICTED:*similar*to*six*transmembrane*epithelial*antigen*of*the*prostate*2*
XP_539411.2* PREDICTED:*similar*to*Frizzled*1*precursor*(FrizzledC1)*(FzC1)*(hFz1)*(FzE1)*
XP_539413.2* PREDICTED:*similar*to*Suppressor*Of*Clr*family*member*(socC2)*
XP_539418.2* PREDICTED:*similar*to*ocular*developmentCassociated*gene*
XP_539425.2* PREDICTED:*similar*to*NeurabinC1*(NeurabinCI)*(Neural*tissueCspecific*FCactin*binding*protein*I)*(Protein*phosphatase*1*regulatory*subunit*9A)*isoform*1*
XP_539431.2* PREDICTED:*similar*to*core*1*synthase,*glycoproteinCNCacetylgalactosamine*3CbetaCgalactosyltransferase,*1*isoform*1*
XP_539440.2* PREDICTED:*similar*to*notch*homolog*5*
XP_539445.2* PREDICTED:*similar*to*Diacylglycerol*kinase,*beta*(Diglyceride*kinase)*(DGKCbeta)*(DAG*kinase*beta)*(90*kDa*diacylglycerol*kinase)*
XP_539446.2* PREDICTED:*similar*to*Homeobox*protein*MOXC2*(Mesenchyme*homeobox*2)*(Growth*arrestCspecific*homeobox)*
XP_539460.1* PREDICTED:*similar*to*putative*binding*protein*7a5*
XP_539461.2* PREDICTED:*similar*to*ATPCbinding*cassette,*subCfamily*B*(MDR/TAP),*member*1*
XP_539462.1* PREDICTED:*similar*to*Sp4*transcription*factor*isoform*1*
XP_539463.2* PREDICTED:*similar*to*dynein,*axonemal,*heavy*polypeptide*11*
XP_539483.2* PREDICTED:*similar*to*src*family*associated*phosphoprotein*2*
XP_539484.2* PREDICTED:*similar*to*homeobox*A1*protein*isoform*a*isoform*1*

XP_539495.2*
PREDICTED:*similar*to*Carboxypeptidase*N*subunit*2*precursor*(Carboxypeptidase*N*polypeptide*2)*(Carboxypeptidase*N*83*kDa*chain)*(Carboxypeptidase*N*regulatory*
subunit)*(Carboxypeptidase*N*large*subunit)*

XP_539502.2* PREDICTED:*similar*to*Growth*hormoneCreleasing*hormone*receptor*precursor*(GHRH*receptor)*(GRF*receptor)*(GRFR)*
XP_539505.2* PREDICTED:*similar*to*G*substrate*
XP_539524.2* PREDICTED:*similar*to*Dedicator*of*cytokinesis*protein*4*
XP_539545.2* PREDICTED:*similar*to*ReceptorCtype*tyrosineCprotein*phosphatase*zeta*precursor*(RCPTPCzeta)*
XP_539556.2* PREDICTED:*similar*to*erythroblast*membraneCassociated*protein*
XP_539558.2* PREDICTED:*similar*to*CG31800CPA*
XP_539562.2* PREDICTED:*similar*to*family*with*sequence*similarity*80,*member*A*
XP_539593.2* PREDICTED:*similar*to*Thyroid*hormone*receptorCassociated*protein*complex*150*kDa*component*(Trap150)*(Thyroid*hormone*receptor*associated*protein*3)*isoform*2*
XP_539598.2* PREDICTED:*similar*to*claspin*



XP_539599.2* PREDICTED:*similar*to*transcription*factor*APC2*epsilon*(activating*enhancer*binding*protein*2*epsilon)*
XP_539601.2* PREDICTED:*similar*to*zinc*finger*protein*262*isoform*1*
XP_539604.1* PREDICTED:*similar*to*Gap*junction*betaC4*protein*(Connexin*30.3)*(Cx30.3)*
XP_539611.2* PREDICTED:*similar*to*USP6*NCterminal*like*protein*(Related*to*the*N*terminus*of*tre)*(RNCtre)*
XP_539612.2* PREDICTED:*similar*to*zygC11*homolog*B*(C.*elegans)Clike*
XP_539619.2* PREDICTED:*similar*to*solute*carrier*family*5*(sodium/glucose*cotransporter),*member*9*
XP_539627.2* PREDICTED:*similar*to*fatty*acid*amide*hydrolase*
XP_539629.2* PREDICTED:*similar*to*Phosphatidylinositol*3Ckinase*regulatory*gamma*subunit*(PI3Ckinase*p85Cgamma*subunit)*(PtdInsC3Ckinase*p85Cgamma)*(p55PIK)*isoform*1*
XP_539630.2* PREDICTED:*similar*to*MicrotubuleCassociated*serine/threonineCprotein*kinase*2*
XP_539635.2* PREDICTED:*similar*to*HECT*domain*containing*3*isoform*1*
XP_539636.2* PREDICTED:*similar*to*Patched*protein*homolog*2*(PTC2)*
XP_539647.2* PREDICTED:*similar*to*Jumonji*domain*containing*protein*2A*isoform*1*
XP_539649.2* PREDICTED:*similar*to*KIAA0467*protein*
XP_539651.2* PREDICTED:*similar*to*Cell*division*cycle*protein*20*homolog*(p55CDC)*
XP_539652.2* *PREDICTED:*similar*to*tyrosine*kinase*with*immunoglobulinClike*and*EGFClike*domains*1*
XP_539671.2* PREDICTED:*similar*to*cyclin*B1*interacting*protein*1*isoform*a*
XP_539672.2* PREDICTED:*similar*to*Telomerase*protein*component*1*(TelomeraseCassociated*protein*1)*(Telomerase*protein*1)*(p240)*(p80*telomerase*homolog)*
XP_539681.2* PREDICTED:*similar*to*Zinc*transporter*ZIP2*(EtiC1)*(6A1)*(hZIP2)*(Solute*carrier*family*39,*member*2)*
XP_539694.2* PREDICTED:*similar*to*neuron*navigator*3*
XP_539698.2* PREDICTED:*similar*to*protein*tyrosine*phosphatase,*receptor*type,*Q*isoform*1*precursor*
XP_539708.2* PREDICTED:*similar*to*centrosome*protein*cep290*isoform*1*
XP_539720.2* PREDICTED:*similar*to*Suppressor*of*cytokine*signaling*2*(SOCSC2)*(CytokineCinducible*SH2*protein*2)*(CISC2)*(STAT*induced*STAT*inhibitor*2)*(SSIC2)*
XP_539728.2* PREDICTED:*similar*to*Leukotriene*AC4*hydrolase*(LTAC4*hydrolase)*(Leukotriene*A(4)*hydrolase)*
XP_539733.2* PREDICTED:*similar*to*neural*precursor*cell*expressed,*developmentally*downCregulated*1*
XP_539745.2* PREDICTED:*similar*to*AchaeteCscute*homolog*1*
XP_539752.2* PREDICTED:*similar*to*methylmalonic*aciduria*type*A*
XP_539757.2* PREDICTED:*similar*to*Rho*GTPase*activating*protein*10*
XP_539760.2* PREDICTED:*similar*to*doublecortin*kinase*2*
XP_539768.2* PREDICTED:*similar*to*CG33556CPA*
XP_539776.2* PREDICTED:*similar*to*dachsous*2*isoform*1*
XP_539781.1* PREDICTED:*similar*to*amilorideCsensitive*cation*channel*5,*intestinal*
XP_539784.2* PREDICTED:*similar*to*Glutamate*receptor*2*precursor*(GluRC2)*(GluRCB)*(GluRCK2)*(Glutamate*receptor*ionotropic,*AMPA*2)*
XP_539791.2* PREDICTED:*similar*to*tolloidClike*1*
XP_539802.2* PREDICTED:*similar*to*DNA*polymerase*delta*subunit*2*(DNA*polymerase*delta*subunit*p50)*
XP_539803.2* PREDICTED:*similar*to*calcium/calmodulinCdependent*protein*kinase*IIB*isoform*5*
XP_539807.2* PREDICTED:*similar*to*cell*cycle*progression*2*protein*isoform*1*



XP_539811.2* PREDICTED:*similar*to*adenylate*cyclase*1*
XP_539815.2* PREDICTED:*similar*to*zinc*finger*protein*672*
XP_539821.2* PREDICTED:*similar*to*HSPC049*protein*
XP_539831.2* PREDICTED:*similar*to*Protein*disulfideCisomerase*A4*precursor*(Protein*ERpC72)*(ERp72)*isoform*1*
XP_539834.2* PREDICTED:*similar*to*rho*guanine*nucleotide*exchange*factor*5*isoform*1*
XP_539848.2* PREDICTED:*similar*to*olfactory*receptor*Olr804*
XP_539851.2* PREDICTED:*similar*to*Ephrin*typeCA*receptor*1*precursor*(TyrosineCprotein*kinase*receptor*EPH)*
XP_539852.2* PREDICTED:*similar*to*Zyxin*(Zyxin*2)*
XP_539859.2* PREDICTED:*similar*to*Kell*blood*group*glycoprotein*(CD238*antigen)*
XP_539880.2* PREDICTED:*similar*to*multiCsubstrate*lipid*kinase*
XP_539882.2* PREDICTED:*similar*to*suppression*of*tumorigenicity*5*
XP_539885.2* PREDICTED:*similar*to*PHD*finger*protein*8*
XP_539887.2* PREDICTED:*similar*to*ThromboxaneCA*synthase*(TXA*synthase)*(TXS)*
XP_539894.2* PREDICTED:*similar*to*zinc*finger*antiviral*protein*isoform*1*
XP_539895.2* PREDICTED:*similar*to*ATPase,*H+*transporting,*lysosomal*V0*subunit*a*isoform*4*isoform*2*
XP_539896.2* PREDICTED:*similar*to*ZK637.1*
XP_539898.2* PREDICTED:*similar*to*zinc*finger*protein*425*
XP_539908.2* PREDICTED:*similar*to*replication*initiator*1*isoform*1*
XP_539913.2* PREDICTED:*similar*to*GTPase,*IMAP*family*member*5*
XP_539915.2* *PREDICTED:*similar*to*nitric*oxide*synthase*3*antisense*
XP_539917.2* PREDICTED:*similar*to*amilorideCsensitive*cation*channel*3*isoform*a*
XP_539928.2* PREDICTED:*similar*to*PAX*interacting*(with*transcriptionCactivation*domain)*protein*1*
XP_539933.2* PREDICTED:*similar*to*ring*finger*protein*32*
XP_539936.2* PREDICTED:*similar*to*homeo*box*HB9*
XP_539937.2* PREDICTED:*similar*to*UbiquitinCprotein*ligase*E3C*isoform*1*
XP_539940.2* PREDICTED:*similar*to*protein*tyrosine*phosphatase,*receptor*type,*N*polypeptide*2*isoform*1*precursor*
XP_539942.2* PREDICTED:*similar*to*CG18497CPA,*isoform*A*
XP_539957.2* PREDICTED:*similar*to*ankyrin*1*isoform*3*
XP_539966.2* PREDICTED:*similar*to*pleckstrin*homology*domainCcontaining,*family*A*(phosphoinositide*binding*specific)*member*2*isoform*1*
XP_539967.2* PREDICTED:*similar*to*Rab*coupling*protein*isoform*3*isoform*1*
XP_539968.2* PREDICTED:*similar*to*G*proteinCcoupled*receptor*124*
XP_539970.2* PREDICTED:*similar*to*zinc*finger*protein*503*isoform*1*
XP_539984.2* PREDICTED:*similar*to*Werner*syndrome*protein*
XP_539995.2* PREDICTED:*similar*to*dual*specificity*phosphatase*4*
XP_540000.2* PREDICTED:*hypothetical*protein*XP_540000*
XP_540001.2* PREDICTED:*similar*to*ring*finger*protein*127*



XP_540002.2* PREDICTED:*similar*to*CG17807CPA*
XP_540005.2* PREDICTED:*similar*to*sarcoglycan*zeta*
XP_540011.2* PREDICTED:*similar*to*mitochondrial*tumor*suppressor*1*isoform*1*
XP_540014.2* PREDICTED:*similar*to*FRG1*protein*(FSHD*region*gene*1*protein)*
XP_540017.2* PREDICTED:*similar*to*tripartite*motif*protein*39*
XP_540019.2* PREDICTED:*similar*to*Melatonin*receptor*type*1A*(MelC1ACR)*(Mel1a*melatonin*receptor)*
XP_540021.2* PREDICTED:*similar*to*Arg/AblCinteracting*protein*2*isoform*2*isoform*2*
XP_540027.2* PREDICTED:*similar*to*storkhead*box*2*
XP_540035.2* PREDICTED:*similar*to*CG12600CPA*isoform*1*
XP_540047.2* PREDICTED:*similar*to*Vascular*endothelial*growth*factor*C*precursor*(VEGFCC)*(Vascular*endothelial*growth*factor*related*protein)*(VRP)*(Flt4*ligand)*(Flt4CL)*
XP_540049.2* PREDICTED:*similar*to*WD*repeat*domain*17*isoform*1*
XP_540051.2* PREDICTED:*similar*to*Ral*guanine*nucleotide*dissociation*stimulator*(RalGEF)*(RalGDS)*
XP_540068.2* PREDICTED:*similar*to*myelin*transcription*factor*1Clike*isoform*1*
XP_540083.2* PREDICTED:*similar*to*RhoCassociated*protein*kinase*2*(RhoCassociated,*coiledCcoil*containing*protein*kinase*2)*(p164*ROCKC2)*(Rho*kinase*2)*
XP_540085.2* PREDICTED:*similar*to*neurotensin*receptor*2*
XP_540088.2* PREDICTED:*similar*to*neuroblastomaCamplified*protein*
XP_540093.2* PREDICTED:*similar*to*CG10670CPA*
XP_540096.2* PREDICTED:*similar*to*retinol*dehydrogenase*14*(allCtrans*and*9Ccis)*isoform*1*
XP_540100.1* PREDICTED:*similar*to*CG9413CPA,*isoform*A*
XP_540101.2* *PREDICTED:*similar*to*rhoB*gene*
XP_540104.2* *PREDICTED:*similar*to*tudor*domain*containing*6*
XP_540110.2* PREDICTED:*similar*to*DNA*cytosine*methyltransferase*3*alpha*isoform*a*
XP_540111.2* PREDICTED:*similar*to*dystrobrevin,*beta*isoform*1*
XP_540113.2* PREDICTED:*similar*to*KinesinClike*protein*KIF3C*isoform*1*
XP_540116.2* PREDICTED:*similar*to*GCprotein*coupled*receptor*113*
XP_540122.2* PREDICTED:*similar*to*Prolactin*regulatory*elementCbinding*protein*(Mammalian*guanine*nucleotide*exchange*factor*mSec12)*isoform*1*
XP_540124.2* PREDICTED:*similar*to*carbamoylphosphate*synthetase*2/aspartate*transcarbamylase/dihydroorotase*
XP_540128.2* PREDICTED:*similar*to*selective*LIM*binding*factor,*rat*homolog*isoform*1*
XP_540136.2* PREDICTED:*similar*to*anaplastic*lymphoma*kinase*KiC1*
XP_540138.2* PREDICTED:*similar*to*lysocardiolipin*acyltransferase*isoform*1*

XP_540140.2*
PREDICTED:*similar*to*Polypeptide*NCacetylgalactosaminyltransferase*14*(ProteinCUDP*acetylgalactosaminyltransferase*14)*(UDPCGalNAc:polypeptide*NC
acetylgalactosaminyltransferase*14)*(Polypeptide*GalNAc*transferase*14)*(GalNAcCT14)*(ppCGaNTase*14)...*

XP_540141.2*
PREDICTED:*similar*to*CalpainC1*catalytic*subunit*(CalpainC1*large*subunit)*(CalciumCactivated*neutral*proteinase*1)*(CANP*1)*(Calpain*muCtype)*(muCANP)*(MicromolarC
calpain)*

XP_540142.2* PREDICTED:*similar*to*EHCdomain*containing*3*
XP_540144.2* PREDICTED:*similar*to*Protein*C2orf4*(C21orf19Clike*protein)*



XP_540156.2* PREDICTED:*hypothetical*protein*XP_540156*
XP_540158.2* PREDICTED:*similar*to*RNA*(guanineC7C)*methyltransferase*
XP_540164.2* PREDICTED:*similar*to*potassium*voltageCgated*channel,*subfamily*G,*member*3*isoform*1*isoform*1*
XP_540165.2* PREDICTED:*similar*to*AT*rich*interactive*domain*5A*isoform*1*
XP_540168.2* PREDICTED:*similar*to*GlycerolC3Cphosphate*acyltransferase,*mitochondrial*precursor*(GPAT)*isoform*1*
XP_540187.2* *PREDICTED:*similar*to*Ig*kappa*chain*VCIV*region*precursor*
XP_540196.2* PREDICTED:*similar*to*BCcell*linker*
XP_540197.2* PREDICTED:*similar*to*Macrophage*capping*protein*(ActinCregulatory*protein*CAPCG)*
XP_540198.1* PREDICTED:*similar*to*allCtransC13,14Cdihydroretinol*saturase*
XP_540203.2* PREDICTED:*similar*to*catenin,*alpha*2*isoform*1*
XP_540212.2* PREDICTED:*similar*to*DNA*polymerase*epsilon*subunit*4*
XP_540214.2* PREDICTED:*similar*to*semaphorin*W*
XP_540217.2* PREDICTED:*similar*to*lysyl*oxidaseClike*3*precursor*isoform*1*
XP_540220.2* PREDICTED:*similar*to*MannosylColigosaccharide*glucosidase*(Processing*ACglucosidase*I)*
XP_540221.2* PREDICTED:*similar*to*high*mobility*group*ATChook*1Clike*4*
XP_540225.2* PREDICTED:*similar*to*CXXC*finger*6*
XP_540229.2* PREDICTED:*similar*to*FCbox*only*protein*41*
XP_540231.2* PREDICTED:*similar*to*RAB11*family*interacting*protein*5*(class*I)*isoform*1*
XP_540237.2* PREDICTED:*similar*to*Dysferlin*(Dystrophy*associated*ferC1Clike*protein)*(FerC1*like*protein*1)*
XP_540257.2* PREDICTED:*similar*to*immunoglobulin*superfamily,*member*3*isoform*2*
XP_540261.2* PREDICTED:*similar*to*WDCrepeat*protein*3*
XP_540265.2* PREDICTED:*similar*to*zinc*finger*protein*697*
XP_540278.2* PREDICTED:*similar*to*Protein*inhibitor*of*activated*STAT*protein*3*isoform*1*
XP_540285.1* PREDICTED:*similar*to*H3*histone,*family*2*isoform*2*
XP_540292.2* PREDICTED:*similar*to*histone*2,*H2ac*
XP_540296.2* PREDICTED:*similar*to*zinc*finger*protein*Cezanne*

XP_540303.2*
PREDICTED:*similar*to*Aryl*hydrocarbon*receptor*nuclear*translocator*(ARNT*protein)*(Dioxin*receptor,*nuclear*translocator)*(HypoxiaCinducible*factor*1*beta)*(HIFC1*beta)*
isoform*1*

XP_540305.1* PREDICTED:*similar*to*LAG1*longevity*assurance*homolog*2*isoform*1*isoform*1*
XP_540307.2* PREDICTED:*similar*to*prune*homolog*
XP_540309.2* PREDICTED:*similar*to*semaphorin*6c*
XP_540313.2* PREDICTED:*similar*to*zinc*finger*protein*687*
XP_540315.1* *PREDICTED:*similar*to*DNACbinding*protein*RFX5*(Regulatory*factor*X*subunit*5)*isoform*1*
XP_540323.2* PREDICTED:*similar*to*RARCrelated*orphan*receptor*C*isoform*a*
XP_540326.2* PREDICTED:*similar*to*hornerin*
XP_540332.2* PREDICTED:*similar*to*membraneCassociated*guanylate*kinaseCrelated**3*isoform*2*isoform*1*



XP_540335.2* PREDICTED:*similar*to*protein*phosphatase*1J*(PP2C*domain*containing)*isoform*1*
XP_540338.2* PREDICTED:*similar*to*winglessCtype*MMTV*integration*site*family,*member*2B*isoform*WNTC2B2*
XP_540349.2* PREDICTED:*similar*to*CG15671CPA*
XP_540379.2* PREDICTED:*similar*to*laminin,*beta*4*
XP_540381.2* PREDICTED:*similar*to*CasCBrCM*(murine)*ecotropic*retroviral*transforming*sequenceClike*1*
XP_540384.2* PREDICTED:*similar*to*component*of*oligomeric*golgi*complex*5*isoform*1*
XP_540385.2* PREDICTED:*similar*to*phosphoinositideC3Ckinase,*catalytic,*gamma*polypeptide*
XP_540387.2* PREDICTED:*similar*to*Ataxin*7Clike*protein*1*
XP_540396.2* PREDICTED:*similar*to*protein*tyrosine*phosphatase,*nonCreceptor*type*12*
XP_540401.2* PREDICTED:*similar*to*low*density*lipoprotein*B*
XP_540402.2* PREDICTED:*similar*to*sidekick*2*
XP_540434.2* PREDICTED:*similar*to*tRNA*splicing*endonuclease*54*homolog*(SEN54,*S.*cerevisiae)*
XP_540435.2* PREDICTED:*similar*to*MyosinC15*(Myosin*XV)*(Unconventional*myosinC15)*
XP_540437.2* PREDICTED:*similar*to*Integrin*betaC4*precursor*(GP150)*(CD104*antigen)*
XP_540438.2* PREDICTED:*similar*to*uncC13*homolog*D*
XP_540440.2* PREDICTED:*similar*to*Fas*(TNFRSF6)*binding*factor*1*
XP_540441.2* PREDICTED:*similar*to*acylCCoenzyme*A*oxidase*isoform*a*
XP_540443.2* PREDICTED:*similar*to*Envoplakin*(210*kDa*paraneoplastic*pemphigus*antigen)*(p210)*(210*kDa*cornified*envelope*precursor*protein)*
XP_540444.2* PREDICTED:*similar*to*galanin*receptor*2*
XP_540449.2* PREDICTED:*similar*to*likely*ortholog*of*mouse*ubiquitinCconjugating*enzyme*E2C230K*
XP_540453.2* PREDICTED:*similar*to*GalNAc*alphaC2,*6Csialyltransferase*I*
XP_540458.2* PREDICTED:*similar*to*SeptinC9*(MLL*septinClike*fusion*protein)*(MLL*septinClike*fusion*protein*MSFCA)*(Ovarian/Breast*septin)*(Ov/Br*septin)*(Septin*D1)*
XP_540459.2* PREDICTED:*similar*to*trinucleotide*repeat*containing*6C*
XP_540460.2* PREDICTED:*similar*to*EVIN1*
XP_540468.2* PREDICTED:*similar*to*chromobox*homolog*2*isoform*1*
XP_540469.2* PREDICTED:*similar*to*TBC1*domain*family,*member*16*isoform*1*
XP_540474.2* PREDICTED:*similar*to*chromosome*17*open*reading*frame*27*isoform*1*
XP_540475.2* PREDICTED:*similar*to*Neuronal*pentraxinC1*precursor*(NP1)*(Neuronal*pentraxin*I)*(NPCI)*
XP_540480.2* PREDICTED:*similar*to*CG31151CPB,*isoform*B*
XP_540488.2* *PREDICTED:*similar*to*prolyl*4Chydroxylase,*beta*subunit*
XP_540491.2* PREDICTED:*similar*to*pyrrolineC5Ccarboxylate*reductase*1*isoform*1*
XP_540493.2* PREDICTED:*similar*to*CG13076CPA,*isoform*A*
XP_540497.2* PREDICTED:*similar*to*fatty*acid*synthase*
XP_540501.2* PREDICTED:*similar*to*septin*10*isoform*1*
XP_540506.2* PREDICTED:*similar*to*semaphorin*3E*
XP_540507.2* PREDICTED:*similar*to*multidomain*presynaptic*cytomatrix*protein*Piccolo*



XP_540517.2* PREDICTED:*similar*to*beta1,4CNCacetylgalactosaminyltransferases*IV*
XP_540518.2* PREDICTED:*similar*to*Plakophilin*3*
XP_540519.2* PREDICTED:*similar*to*tumor*protein*p53*inducible*protein*5*
XP_540520.2* PREDICTED:*similar*to*phosphatidylserine*synthase*2*
XP_540524.2* PREDICTED:*similar*to*CG14185CPA*
XP_540525.2* PREDICTED:*similar*to*CTDCbinding*SRClike*protein*rA9*
XP_540529.2* PREDICTED:*similar*to*deformed*epidermal*autoregulatory*factor*1*
XP_540538.1* PREDICTED:*similar*to*V(D)J*recombination*activating*protein*1*(RAGC1)*(RING*finger*protein*74)*
XP_540554.2* *PREDICTED:*similar*to*CG6004CPB*
XP_540563.2* PREDICTED:*similar*to*olfactory*receptor*1419*
XP_540579.2* PREDICTED:*similar*to*deltex*4*homolog*
XP_540610.2* PREDICTED:*similar*to*RIKEN*cDNA*1110030K22*isoform*4*
XP_540611.2* PREDICTED:*similar*to*solute*carrier*family*43,*member*1*
XP_540615.2* PREDICTED:*similar*to*182*kDa*tankyrase*1Cbinding*protein*
XP_540643.2* PREDICTED:*similar*to*Olfactory*receptor*5M9*(Olfactory*receptor*OR11C190)*
XP_540672.2* PREDICTED:*similar*to*olfactory*receptor*Olr577*
XP_540680.2* PREDICTED:*similar*to*olfactory*receptor*1155*
XP_540706.2* PREDICTED:*similar*to*olfactory*receptor*1183*
XP_540737.2* PREDICTED:*similar*to*protein*tyrosine*phosphatase,*receptor*type,*J*precursor*
XP_540741.2* PREDICTED:*similar*to*Kelch*repeat*and*BTB*domain*containing*protein*4*(BTB*and*kelch*domain*containing*protein*4)*isoform*1*
XP_540748.2* PREDICTED:*similar*to*LowCdensity*lipoprotein*receptorCrelated*protein*4*precursor*(Multiple*epidermal*growth*factorClike*domains*7)*
XP_540750.2* PREDICTED:*similar*to*zinc*finger*protein*408*
XP_540754.2* PREDICTED:*similar*to*WD*repeat*domain*5B*isoform*1*
XP_540764.2* PREDICTED:*similar*to*synaptotagmin*XIII*
XP_540765.2* PREDICTED:*similar*to*PR*domain*containing*11*
XP_540774.2* PREDICTED:*similar*to*MucinC2*precursor*(Intestinal*mucin*2)*
XP_540775.2* PREDICTED:*similar*to*MucinC5B*precursor*(Mucin*5*subtype*B,*tracheobronchial)*(High*molecular*weight*salivary*mucin*MG1)*(Sublingual*gland*mucin)*
XP_540777.2* PREDICTED:*similar*to*MucinC5B*precursor*(Mucin*5*subtype*B,*tracheobronchial)*(High*molecular*weight*salivary*mucin*MG1)*(Sublingual*gland*mucin)*
XP_540789.2* PREDICTED:*similar*to*transient*receptor*potential*cation*channel,*subfamily*M,*member*5*
XP_540790.2* PREDICTED:*similar*to*potassium*voltageCgated*channel,*KQTClike*subfamily,*member*1*isoform*2*
XP_540791.2* PREDICTED:*similar*to*nucleosome*assembly*protein*1Clike*4*(predicted)*
XP_540792.2* PREDICTED:*similar*to*oxysterolCbinding*proteinClike*protein*5*isoform*a*
XP_540798.2* PREDICTED:*similar*to*SH3*and*multiple*ankyrin*repeat*domains*2*isoform*1*
XP_540801.2* PREDICTED:*similar*to*Fibroblast*growth*factorC4*precursor*(FGFC4)*(Heparin*secretory*transforming*protein)*(HSTC1)*(HST)*(Transforming*protein*KS3)*(HBGFC4)*
XP_540805.2* PREDICTED:*similar*to*MasCrelated*GCprotein*coupled*receptor*member*F*(MasCrelated*gene*F*protein)*
XP_540807.2* PREDICTED:*similar*to*immunoglobulin*mu*binding*protein*2*



XP_540816.2* PREDICTED:*hypothetical*protein*XP_540816*
XP_540828.2* PREDICTED:*similar*to*skeletal*muscle*specific*actinin,*alpha*3*isoform*1*
XP_540834.2* *PREDICTED:*similar*to*ZK1067.4*
XP_540837.2* PREDICTED:*similar*to*phosphofurin*acidic*cluster*sorting*protein*1*
XP_540842.2* PREDICTED:*similar*to*squamous*cell*carcinoma*antigen*recognized*by*T*cells*1*
XP_540845.2* PREDICTED:*similar*to*FosCrelated*antigen*1*(FRAC1)*
XP_540846.2* PREDICTED:*similar*to*cathepsin*W*preproprotein*
XP_540853.2* PREDICTED:*similar*to*mitogenCactivated*protein*kinase*kinase*kinase*11*
XP_540855.2* PREDICTED:*similar*to*tangerin*isoform*1*
XP_540857.2* PREDICTED:*similar*to*latent*transforming*growth*factor*beta*binding*protein*3*

XP_540866.2*
PREDICTED:*similar*to*CalpainC1*catalytic*subunit*(CalpainC1*large*subunit)*(CalciumCactivated*neutral*proteinase*1)*(CANP*1)*(Calpain*muCtype)*(muCANP)*(MicromolarC
calpain)*isoform*1*

XP_540871.1* PREDICTED:*similar*to*zinc*finger*proteinClike*1*
XP_540875.2* PREDICTED:*similar*to*RIKEN*cDNA*4933430F08*
XP_540887.2* PREDICTED:*similar*to*UNCC112*related*protein*2*short*form*
XP_540888.1* PREDICTED:*similar*to*fibronectin*leucine*rich*transmembrane*protein*1*
XP_540890.2* PREDICTED:*similar*to*Serine/threonineCprotein*kinase*MARK2*(MAP/microtubule*affinityCregulating*kinase*2)*(ELKL*motif*kinase)*(EMK1)*(PAR1*homolog)*
XP_540898.2* PREDICTED:*similar*to*solute*carrier*family*3*(activators*of*dibasic*and*neutral*amino*acid*transport),*member*2*isoform*a*
XP_540905.2* PREDICTED:*similar*to*alpha*glucosidase*II*alpha*subunit*isoform*3*isoform*1*
XP_540908.2* PREDICTED:*similar*to*echinoderm*microtubule*associated*protein*like*3*
XP_540910.1* PREDICTED:*similar*to*asparaginaseClike*1*protein*
XP_540921.2* PREDICTED:*similar*to*W02H5.8*
XP_540922.2* PREDICTED:*similar*to*cysteine*rich*BMP*regulator*2*(chordin*like)*
XP_540925.2* PREDICTED:*similar*to*TCcell*differentiation*antigen*CD6*precursor*(T12)*(TP120)*
XP_540929.2* PREDICTED:*similar*to*GRB2Cassociated*binding*protein*1*isoform*a*
XP_540934.2* PREDICTED:*similar*to*mastermindClike*3*
XP_540937.2* PREDICTED:*similar*to*NMDA*receptor*regulated*1*
XP_540952.2* PREDICTED:*similar*to*solute*carrier*family*25*(mitochondrial*carrier;*adenine*nucleotide*translocator),*member*31*
XP_540960.2* PREDICTED:*similar*to*spermatogenesis*associated*factor*SPAF*
XP_540961.2* PREDICTED:*similar*to*Nucleoside*diphosphateClinked*moiety*X*motif*6*(Nudix*motif*6)*(Protein*GFG)*(GFGC1)*(Antisense*basic*fibroblast*growth*factor)*
XP_540963.2* PREDICTED:*similar*to*CG15133CPA*
XP_540979.2* PREDICTED:*similar*to*Glutamate*dehydrogenase*1,*mitochondrial*precursor*(GDH)*
XP_540981.2* PREDICTED:*similar*to*heparan*sulfate*6COCsulfotransferase*

XP_540990.2*
PREDICTED:*similar*to*Myc*box*dependent*interacting*protein*1*(Bridging*integrator*1)*(AmphiphysinClike*protein)*(Amphiphysin*II)*(BoxCdependent*mycCinteracting*proteinC
1)*

XP_541005.2* PREDICTED:*similar*to*dudulin*2*isoform*a*



XP_541006.1* PREDICTED:*similar*to*Cerebellin*2*precursor*(CerebellinClike*protein)*
XP_541013.2* PREDICTED:*similar*to*NckCassociated*protein*5*
XP_541029.1* PREDICTED:*similar*to*Zinc*finger*homeobox*protein*1b*(Smad*interacting*protein*1)*(SMADIP1)*
XP_541030.2* PREDICTED:*similar*to*methylCCpG*binding*domain*protein*5*isoform*1*
XP_541043.2* PREDICTED:*similar*to*parC6*partitioning*defective*6*homolog*gamma*
XP_541049.2* PREDICTED:*similar*to*Zinc*finger*protein*236*
XP_541050.2* PREDICTED:*similar*to*Zinc*finger*protein*516*
XP_541055.2* *PREDICTED:*similar*to*neuropilinC*and*tolloidClike*protein*1*isoform*3*precursor*
XP_541060.2* PREDICTED:*similar*to*rotatin*
XP_541063.2* PREDICTED:*similar*to*expressed*in*nonCmetastatic*cells*1,*protein*(NM23A)*(nucleoside*diphosphate*kinase)*
XP_541069.2* PREDICTED:*similar*to*cadherin*7,*type*2*preproprotein*
XP_541077.2* PREDICTED:*similar*to*Tumor*necrosis*factor*receptor*superfamily*member*11A*precursor*(Receptor*activator*of*NFCKB)*(Osteoclast*differentiation*factor*receptor)*(ODFR)*
XP_541086.2* PREDICTED:*similar*to*heart*alphaCkinase*
XP_541091.2* PREDICTED:*similar*to*CTCL*tumor*antigen*se57C1*
XP_541094.2* PREDICTED:*similar*to*Netrin*receptor*DCC*precursor*(Tumor*suppressor*protein*DCC)*(Colorectal*cancer*suppressor)*
XP_541100.2* PREDICTED:*hypothetical*protein*XP_541100*
XP_541108.2* PREDICTED:*similar*to*eyes*absent*4*isoform*d*isoform*1*
XP_541116.2* PREDICTED:*similar*to*BclC2Cassociated*transcription*factor*1*(Btf)*isoform*1*
XP_541124.2* PREDICTED:*similar*to*CG5937CPA*
XP_541130.2* PREDICTED:*similar*to*G*proteinCcoupled*receptor*126*beta*1*isoform*1*
XP_541139.2* PREDICTED:*similar*to*laforin*isoform*a*
XP_541140.1* PREDICTED:*similar*to*FCbox*only*protein*30*
XP_541143.2* PREDICTED:*similar*to*CaLPain*family*member*(clpC2)*
XP_541152.2* PREDICTED:*similar*to*Pleckstrin*homology*domain*containing*family*G*member*1*
XP_541154.2* PREDICTED:*similar*to*nesprin*1*isoform*beta*
XP_541162.2* PREDICTED:*similar*to*TCcell*lymphoma*invasion*and*metastasis*2*isoform*a*
XP_541164.2* PREDICTED:*similar*to*AT*rich*interactive*domain*1B*(SWI1Clike)*isoform*1*
XP_541169.2* *PREDICTED:*similar*to*synaptojanin*2*
XP_541178.2* PREDICTED:*similar*to*fibronectin*type*III*domain*containing*1*
XP_541201.2* PREDICTED:*similar*to*Afadin*(AfC6*protein)*
XP_541203.2* PREDICTED:*similar*to*FERM*domain*containing*1*
XP_541211.2* PREDICTED:*similar*to*karyopherin*alpha*5*(importin*alpha*6)*
XP_541212.1* PREDICTED:*similar*to*G*proteinCcoupled*receptor,*family*C,*group*6,*member*A*isoform*1*
XP_541213.2* PREDICTED:*similar*to*regulatory*factor*X*domain*containing*1*
XP_541215.2* PREDICTED:*similar*to*Ros1*protoConcogene*
XP_541216.2* PREDICTED:*similar*to*Discoidin,*CUB*and*LCCL*domain*containing*protein*1*precursor*



XP_541221.2* PREDICTED:*similar*to*minichromosome*maintenance*protein*domain*containing*1*
XP_541226.2* PREDICTED:*similar*to*CG10237CPB,*isoform*B*
XP_541235.2* *PREDICTED:*similar*to*C34E11.3*
XP_541237.2* PREDICTED:*hypothetical*protein*XP_541237*
XP_541250.2* PREDICTED:*similar*to*hyaluronan*binding*protein*4*
XP_541275.2* PREDICTED:*similar*to*riboflavin*kinase*

XP_541276.2*
PREDICTED:*similar*to*Proprotein*convertase*subtilisin/kexin*type*5*precursor*(Proprotein*convertase*PC5)*(Subtilisin/kexinClike*protease*PC5)*(PC6)*(SubtilisinClike*proprotein*
convertase*6)*(SPC6)*

XP_541280.2* PREDICTED:*similar*to*Nuclear*receptor*RORCbeta*(Nuclear*receptor*RZRCbeta)*
XP_541284.2* PREDICTED:*similar*to*transmembrane*channelClike*gene*family*1*
XP_541285.2* PREDICTED:*similar*to*guanine*deaminase*
XP_541287.2* PREDICTED:*similar*to*transmembrane*protein*2*
XP_541299.2* PREDICTED:*similar*to*RNA*cyclase*homolog*
XP_541301.2* PREDICTED:*similar*to*TyrosineCprotein*kinase*JAK2*(Janus*kinase*2)*(JAKC2)*isoform*1*
XP_541303.2* PREDICTED:*similar*to*CG9063CPA*
XP_541326.2* PREDICTED:*similar*to*WNK*lysine*deficient*protein*kinase*2*
XP_541329.2* PREDICTED:*similar*to*FYVE,*RhoGEF*and*PH*domain*containing*protein*3*(Zinc*finger*FYVE*domain*containing*protein*5)*
XP_541330.2* PREDICTED:*similar*to*bicaudal*D*homolog*2*isoform*1*
XP_541332.2* PREDICTED:*similar*to*IsoleucylCtRNA*synthetase,*cytoplasmic*(IsoleucineCCtRNA*ligase)*(IleRS)*(IRS)*
XP_541333.2* PREDICTED:*similar*to*zinc*finger*protein*484*isoform*a*
XP_541342.2* PREDICTED:*similar*to*zinc*finger*protein*132*(clone*pHZC12)*
XP_541346.2* PREDICTED:*similar*to*AlphaC1BCglycoprotein*precursor*(AlphaC1CB*glycoprotein)*
XP_541354.2* PREDICTED:*similar*to*Zinc*finger*protein*606*(Zinc*finger*protein*328)*
XP_541379.2* PREDICTED:*similar*to*zinc*finger*protein*91*(HPF7,*HTF10)*
XP_541390.2* PREDICTED:*similar*to*Zinc*finger*protein*62*homolog*(ZfpC62)*(ZT3)*
XP_541404.2* PREDICTED:*similar*to*ret*finger*proteinClike*3*
XP_541407.2* PREDICTED:*similar*to*Flt3*interacting*zinc*finger*protein*1*
XP_541408.2* PREDICTED:*similar*to*zinc*finger*protein*579*
XP_541414.2* PREDICTED:*similar*to*CG10289CPA*isoform*1*
XP_541415.2* PREDICTED:*similar*to*protein*tyrosine*phosphatase,*receptor*type,*H*precursor*
XP_541420.2* PREDICTED:*similar*to*NACHTC,*LRRC*and*PYDCcontaining*protein*2*(PYRINCcontaining*APAF1Clike*protein*2)*(NucleotideCbinding*site*protein*1)*
XP_541427.2* PREDICTED:*similar*to*leukocyte*receptor*cluster*(LRC)*member*4*protein*
XP_541444.2* PREDICTED:*similar*to*zinc*finger*protein*15Clike*1*(KOX*8)*
XP_541449.2* PREDICTED:*similar*to*zinc*finger*protein*665*
XP_541451.2* PREDICTED:*similar*to*alpha*isoform*of*regulatory*subunit*A,*protein*phosphatase*2*isoform*1*
XP_541457.2* PREDICTED:*similar*to*Zinc*finger*protein*208*



XP_541475.2*
PREDICTED:*similar*to*SH3*and*multiple*ankyrin*repeat*domains*protein*1*(Shank1)*(GKAP/SAPAP*interacting*protein)*(SPANKC1)*(Synamon)*(Somatostatin*receptor*
interacting*protein)*(SSTR*interacting*protein)*(SSTRIP)*

XP_541477.2* PREDICTED:*similar*to*leucine*rich*repeat*containing*4B*
XP_541482.2* PREDICTED:*similar*to*Serine/threonineCprotein*kinase*VRK3*(VacciniaCrelated*kinase*3)*isoform*1*
XP_541486.2* PREDICTED:*similar*to*InterleukinC4*induced*protein*1*precursor*(FigC1*protein)*(hFIG1)*
XP_541488.2* *PREDICTED:*similar*to*polynucleotide*kinase*3Cphosphatase*isoform*1*

XP_541490.2*
PREDICTED:*similar*to*AdapterCrelated*protein*complex*2*alpha*1*subunit*(AlphaCadaptin*A)*(Adaptor*protein*complex*APC2*alphaC1*subunit)*(Clathrin*assembly*protein*
complex*2*alphaCA*large*chain)*(100*kDa*coated*vesicle*protein*A)*(Plasma*membrane*adaptor*HA2/...*

XP_541491.2* PREDICTED:*similar*to*serine*arginineCrich*preCmRNA*splicing*factor*SRCA1*
XP_541492.2* PREDICTED:*similar*to*CG17233CPA,*isoform*A*
XP_541502.2* PREDICTED:*similar*to*PTPRF*interacting*protein*alpha*3*
XP_541503.2* PREDICTED:*similar*to*U1*small*nuclear*ribonucleoprotein*70*kDa*
XP_541504.1* PREDICTED:*similar*to*potassium*voltageCgated*channel,*shakerCrelated*subfamily,*member*7*
XP_541505.2* PREDICTED:*similar*to*Glycogen*[starch]*synthase,*muscle*
XP_541510.2* PREDICTED:*similar*to*Fibroblast*growth*factorC21*precursor*(FGFC21)*
XP_541512.2* PREDICTED:*similar*to*RasCinteracting*protein*1*isoform*1*
XP_541516.2* PREDICTED:*similar*to*sphingosine*kinase*type*2*isoform*
XP_541520.2* PREDICTED:*similar*to*Glutamate*[NMDA]*receptor*subunit*epsilon*4*precursor*(NCmethyl*DCaspartate*receptor*subtype*2D)*(NR2D)*(NMDAR2D)*
XP_541524.2* PREDICTED:*similar*to*CG5020CPA,*isoform*A*
XP_541532.2* PREDICTED:*similar*to*EHCdomain*containing*2*
XP_541534.2* PREDICTED:*similar*to*zinc*finger*protein*541*
XP_541535.2* PREDICTED:*similar*to*Sodium/calcium*exchanger*2*precursor*(Na(+)/Ca(2+)Cexchange*protein*2)*
XP_541541.1* PREDICTED:*similar*to*fukutinCrelated*protein*
XP_541544.2* PREDICTED:*similar*to*Prostacyclin*receptor*(Prostanoid*IP*receptor)*(PGI*receptor)*(Prostaglandin*I2*receptor)*
XP_541545.2* PREDICTED:*similar*to*coiledCcoil*domain*containing*8*
XP_541546.1* PREDICTED:*similar*to*prohibitin*
XP_541557.2* PREDICTED:*similar*to*OPA3*protein*isoform*b*

XP_541562.2*
PREDICTED:*similar*to*TFIIH*basal*transcription*factor*complex*helicase*subunit*(DNACrepair*protein*complementing*XPCD*cells)*(Xeroderma*pigmentosum*group*D*
complementing*protein)*(CXPD)*(DNA*excision*repair*protein*ERCCC2)*

XP_541566.2* PREDICTED:*similar*to*NTPase,*KAP*family*PCloop*domain*containing*1*
XP_541569.2* PREDICTED:*similar*to*reticuloendotheliosis*viral*oncogene*homolog*B*
XP_541571.2* PREDICTED:*similar*to*Lutheran*blood*group*glycoprotein*precursor*(BCCAM*cell*surface*glycoprotein)*(Auberger*B*antigen)*(F8/G253*antigen)*
XP_541576.2* PREDICTED:*similar*to*Zinc*finger*protein*208*
XP_541578.2* PREDICTED:*similar*to*Zinc*finger*protein*45*(BRC1744)*
XP_541584.2* PREDICTED:*similar*to*pleckstrin*homologyClike*domain,*family*B,*member*3*
XP_541588.2* PREDICTED:*similar*to*Multiple*EGFClikeCdomain*protein*4*
XP_541589.2* PREDICTED:*similar*to*capicua*homolog*



XP_541591.2* PREDICTED:*similar*to*zinc*finger*protein*526*
XP_541596.2* PREDICTED:*similar*to*Rho*guanine*nucleotide*exchange*factor*1*isoform*2,*partial*
XP_541602.2* PREDICTED:*similar*to*branched*chain*keto*acid*dehydrogenase*E1,*alpha*polypeptide*isoform*1*
XP_541604.2* PREDICTED:*similar*to*AXL*receptor*tyrosine*kinase*isoform*1*isoform*1*
XP_541613.2* PREDICTED:*similar*to*Spectrin*beta*chain,*brain*3*(Spectrin,*nonCerythroid*beta*chain*3)*(BetaCIV*spectrin)*
XP_541615.2* PREDICTED:*similar*to*Periaxin*
XP_541617.2* PREDICTED:*hypothetical*protein*XP_541617*
XP_541618.2* PREDICTED:*similar*to*mitogenCactivated*protein*kinase*kinase*kinase*10*
XP_541619.2* PREDICTED:*similar*to*Fc*fragment*of*IgG*binding*protein*
XP_541623.2* *PREDICTED:*similar*to*pleckstrin*homology*domain*containing,*family*G*(with*RhoGef*domain)*member*2*
XP_541626.2* PREDICTED:*similar*to*leucine*rich*repeat*and*fibronectin*type*III*domain*containing*1*
XP_541652.2* PREDICTED:*similar*to*Zinc*finger*protein*208*
XP_541661.2* PREDICTED:*similar*to*zinc*finger*protein*91*(HPF7,*HTF10)*
XP_541674.2* PREDICTED:*similar*to*zinc*finger*protein*91*(HPF7,*HTF10)*isoform*1*
XP_541675.2* PREDICTED:*similar*to*zinc*finger*protein*567*isoform*1*
XP_541680.2* PREDICTED:*similar*to*CLIPC170Crelated*protein*
XP_541690.2* PREDICTED:*hypothetical*protein*XP_541690*
XP_541691.2* PREDICTED:*similar*to*testis*zinc*finger*protein*
XP_541695.2* PREDICTED:*similar*to*LISCH*protein*isoform*2*
XP_541709.2* PREDICTED:*similar*to*potassium*channel*tetramerisation*domain*containing*15*
XP_541710.2* PREDICTED:*similar*to*carbohydrate*(NCacetylgalactosamine*4C0)*sulfotransferase*8*
XP_541713.2* PREDICTED:*similar*to*AscCtype*amino*acid*transporter*1*(AscC1)*
XP_541714.2* PREDICTED:*similar*to*low*density*lipoprotein*receptorCrelated*protein*3*
XP_541721.2* PREDICTED:*similar*to*teashirt*3*
XP_541723.2* *PREDICTED:*similar*to*zinc*finger*protein*536*
XP_541726.2* PREDICTED:*similar*to*pleckstrin*homology*domain*containing,*family*F*(with*FYVE*domain)*member*1*
XP_541728.2* PREDICTED:*hypothetical*protein*XP_541728*
XP_541732.2* PREDICTED:*similar*to*carbohydrate*(chondroitin*4)*sulfotransferase*13*
XP_541736.2* PREDICTED:*similar*to*minichromosome*maintenance*protein*2*
XP_541737.2* PREDICTED:*similar*to*endoglycan*
XP_541739.2* PREDICTED:*similar*to*CG6224CPA*
XP_541741.1* PREDICTED:*similar*to*H1*histone*family,*member*X*
XP_541746.2* PREDICTED:*similar*to*nucleoporin*210*
XP_541748.2* *PREDICTED:*similar*to*fibulin*2*precursor,*isoform*a*
XP_541752.2* PREDICTED:*similar*to*Glutamate*receptor*interacting*protein*2*(GRIP2*protein)*isoform*1*
XP_541755.2* PREDICTED:*similar*to*nuclear*receptor*subfamily*2,*group*C,*member*2*



XP_541759.2* PREDICTED:*hypothetical*protein*XP_541759*
XP_541772.2* *PREDICTED:*similar*to*interleukinC1*receptorCassociated*kinase*2*
XP_541780.2* PREDICTED:*similar*to*calcium/calmodulinCdependent*protein*kinase*I*
XP_541796.2* PREDICTED:*similar*to*sulfatase*modifying*factor*1*
XP_541808.2* *PREDICTED:*similar*to*FERM*domain*containing*protein*4B*
XP_541817.2* PREDICTED:*similar*to*ataxin*7*isoform*1*
XP_541822.2* PREDICTED:*similar*to*protein*tyrosine*phosphatase,*receptor*type,*G*precursor*

XP_541826.2*
PREDICTED:*similar*to*AcylCcoenzyme*A*oxidase*2,*peroxisomal*(BranchedCchain*acylCCoA*oxidase)*(BRCACox)*(TrihydroxycoprostanoylCCoA*oxidase)*(THCCox)*(THCACCoA*
oxidase)*

XP_541830.2* PREDICTED:*similar*to*2Cphosphodiesterase*
XP_541831.2* PREDICTED:*similar*to*axonemal*dynein*heavy*chain*7*
XP_541835.2* PREDICTED:*similar*to*interleukin*17*receptor*D*
XP_541839.2* PREDICTED:*similar*to*choline*dehydrogenase*
XP_541851.2* *PREDICTED:*similar*to*StabilinC1*precursor*(FEELC1*protein)*(MSC1*antigen)*
XP_541852.1* *PREDICTED:*similar*to*semaphorin*sem2*
XP_541858.2* PREDICTED:*similar*to*dual*specificity*phosphatase*7*isoform*1*
XP_541859.2* PREDICTED:*similar*to*abhydrolase*domain*containing*14A*
XP_541869.2* PREDICTED:*similar*to*RNA*binding*motif*protein*15B*
XP_541878.2* PREDICTED:*similar*to*semaphorin*3B*isoform*1*precursor*
XP_541885.2* PREDICTED:*similar*to*bassoon*
XP_541890.2* PREDICTED:*similar*to*cAMPCdependent*protein*kinase*type*IICalpha*regulatory*subunit*isoform*1*
XP_541893.2* *PREDICTED:*similar*to*6CphosphofructoC2Ckinase/fructoseC2,6Cbiphosphatase*4*
XP_541897.2* PREDICTED:*similar*to*MicrotubuleCassociated*protein*4*(MAP*4)*isoform*1*
XP_541900.2* PREDICTED:*similar*to*CG1332CPA*
XP_541910.2* PREDICTED:*similar*to*solute*carrier*family*6,*member*20*isoform*1*
XP_541911.2* PREDICTED:*similar*to*suppressor*of*actin*1*isoform*1*
XP_541913.2* PREDICTED:*similar*to*CUB*domainCcontaining*protein*1*isoform*1*
XP_541920.2* PREDICTED:*similar*to*Cartilage*intermediate*layer*protein*2*precursor*(CILPC2)*
XP_541921.2* PREDICTED:*similar*to*apolipoprotein*ACI*binding*protein*
XP_541939.2* PREDICTED:*similar*to*PyroglutamylCpeptidase*I*(PyrrolidoneCcarboxylate*peptidase)*(5CoxoprolylCpeptidase)*(PGPCI)*
XP_541941.2* PREDICTED:*similar*to*KIAA1683*
XP_541949.2* PREDICTED:*similar*to*UncC13*homolog*A*(Munc13C1)*
XP_541953.2* PREDICTED:*similar*to*plasmalemma*vesicle*associated*protein*
XP_541954.2* PREDICTED:*similar*to*GTP*binding*protein*3*(mitochondrial)*isoform*V*isoform*1*
XP_541955.2* PREDICTED:*similar*to*CG15270CPA,*isoform*A*
XP_541956.2* PREDICTED:*similar*to*abhydrolase*domain*containing*8*



XP_541960.2* PREDICTED:*similar*to*myosin*IXB*isoform*1*
XP_541962.2* PREDICTED:*similar*to*Proteinase*activated*receptor*4*precursor*(PARC4)*(Thrombin*receptorClike*3)*(Coagulation*factor*II*receptorClike*3)*
XP_541963.2* PREDICTED:*similar*to*cofactor*required*for*Sp1*transcriptional*activation,*subunit*7,*70kDa*
XP_541964.2* PREDICTED:*similar*to*solute*carrier*family*35,*member*E1*
XP_541971.2* PREDICTED:*similar*to*Olfactory*receptor*10H2*
XP_542024.2* PREDICTED:*similar*to*MHC*class*II*regulatory*factor*RFX1*(RFX)*(Enhancer*factor*C)*(EFCC)*
XP_542025.2* PREDICTED:*hypothetical*protein*XP_542025*
XP_542030.1* PREDICTED:*similar*to*CG11334CPB,*isoform*B*
XP_542044.2* PREDICTED:*similar*to*Hook*homolog*2*(hChook2)*(hHK2)*

XP_542048.2*
PREDICTED:*similar*to*Lysosomal*alphaCmannosidase*precursor*(Mannosidase,*alpha*B)*(Lysosomal*acid*alphaCmannosidase)*(Laman)*(Mannosidase*alpha*class*2B*member*1)*
isoform*1*

XP_542053.1* PREDICTED:*similar*to*calponin*1,*basic,*smooth*muscle*isoform*1*
XP_542069.1* PREDICTED:*similar*to*APG4*autophagy*4*homolog*D*isoform*1*
XP_542074.2* PREDICTED:*similar*to*intercellular*adhesion*molecule*5*precursor*
XP_542077.2* PREDICTED:*similar*to*Complement*C3*precursor*
XP_542078.2* PREDICTED:*similar*to*Collagen*alpha*3(V)*chain*precursor*
XP_542087.2* PREDICTED:*similar*to*zinc*finger*protein*74*
XP_542093.2* PREDICTED:*similar*to*zinc*finger*protein*317*
XP_542108.2* PREDICTED:*similar*to*Insulin*receptor*precursor*(IR)*(CD220*antigen)*
XP_542114.2* PREDICTED:*similar*to*Purkinje*cell*protein*2*
XP_542119.2* PREDICTED:*similar*to*CG11727CPA,*isoform*A*
XP_542120.2* PREDICTED:*hypothetical*protein*XP_542120*
XP_542121.2* PREDICTED:*similar*to*leucine*rich*repeat*containing*8*family,*member*E*
XP_542123.2* PREDICTED:*similar*to*Import*inner*membrane*translocase*subunit*TIM44,*mitochondrial*precursor*
XP_542124.2* PREDICTED:*similar*to*FibrillinC3*precursor*
XP_542129.2* PREDICTED:*similar*to*myosin*IF*
XP_542134.2* PREDICTED:*similar*to*Vav*protoConcogene*
XP_542135.2* PREDICTED:*similar*to*SH2*domain*containing*3A*
XP_542137.2* PREDICTED:*similar*to*CG18659CPA,*isoform*A*
XP_542140.2* *PREDICTED:*similar*to*KHCtype*splicing*regulatory*protein*(FUSE*binding*protein*2)*
XP_542144.2* *PREDICTED:*similar*to*dihydrouridine*synthase*3Clike*
XP_542146.2* PREDICTED:*similar*to*scaffold*attachment*factor*B*
XP_542148.2* PREDICTED:*similar*to*protein*tyrosine*phosphatase,*receptor*type,*sigma*isoform*2*precursor*
XP_542153.2* PREDICTED:*similar*to*semaphorin*6B*isoform*3*precursor*
XP_542158.2* PREDICTED:*similar*to*CG4751CPA*
XP_542162.2* PREDICTED:*similar*to*ankyrin*repeat*domain*24*



XP_542163.2* PREDICTED:*similar*to*MonoCADPCribosyltransferase*sirtuinC6*(SIR2Clike*protein*6)*

XP_542166.2*
PREDICTED:*similar*to*Zinc*finger*and*BTB*domain*containing*protein*7*(Leukemia/lymphoma*related*factor)*(Factor*that*binds*to*inducer*of*short*transcripts*protein*1)*
(Factor*binding*IST*protein*1)*(FBIC1)*(HIVC1*1stCbinding*protein*1)*(TTFCI*interacting*pept...*

XP_542170.2* PREDICTED:*similar*to*mitochondrial*ribosomal*protein*L54*
XP_542171.2* PREDICTED:*similar*to*amyloid*beta*(A4)*precursor*proteinCbinding,*family*A,*member*3*
XP_542173.2* PREDICTED:*similar*to*CG1676CPA*
XP_542175.2* PREDICTED:*similar*to*PDZ*domain*protein*GIPC3*
XP_542179.2* PREDICTED:*similar*to*Nuclear*factor*1*CCtype*(Nuclear*factor*1/C)*(NF1CC)*(NFICC)*(NFCI/C)*(CCAATCbox*binding*transcription*factor)*(CTF)*(TGGCACbinding*protein)*
XP_542180.2* PREDICTED:*similar*to*nicalin*
XP_542188.2* PREDICTED:*similar*to*Lamin*B2*
XP_542195.2* PREDICTED:*similar*to*KruppelClike*factor*16*
XP_542200.2* PREDICTED:*similar*to*thrombospondin,*type*I,*domain*containing*6*
XP_542202.2* PREDICTED:*similar*to*adenomatosis*polyposis*coli*2*
XP_542205.2* PREDICTED:*similar*to*midnolin*isoform*1*
XP_542206.2* PREDICTED:*similar*to*Serine/threonineCprotein*kinase*11*(Serine/threonineCprotein*kinase*LKB1)*
XP_542207.2* PREDICTED:*similar*to*KIAA0963*
XP_542208.2* PREDICTED:*similar*to*ATPCbinding*cassette,*subCfamily*A,*member*7*isoform*b*
XP_542210.2* PREDICTED:*similar*to*glutamate*receptor,*ionotropic,*NCmethylCDCaspartate*3B*
XP_542214.2* PREDICTED:*similar*to*plasticityCrelated*protein*2*
XP_542219.2* PREDICTED:*similar*to*ring*finger*protein*126*isoform*2*
XP_542220.2* PREDICTED:*similar*to*DNACdirected*RNA*polymerase,*mitochondrial*precursor*(MtRPOL)*
XP_542222.2* PREDICTED:*similar*to*nuclear*localized*factor*1*
XP_542227.2* PREDICTED:*similar*to*Contactin*5*precursor*(Neural*recognition*molecule*NBC2)*(hNBC2)*
XP_542237.2* PREDICTED:*similar*to*Probable*endonuclease*KIAA0830*precursor*
XP_542238.2* PREDICTED:*similar*to*jumonji*domain*containing*2D*
XP_542240.2* PREDICTED:*similar*to*angiomotin*like*1*
XP_542241.2* PREDICTED:*similar*to*piwiClike*4*
XP_542288.2* PREDICTED:*similar*to*potassium*channel*tetramerisation*domain*containing*14*
XP_542291.2* PREDICTED:*similar*to*glycerophosphodiester*phosphodiesterase*domain*containing*4*
XP_542292.2* PREDICTED:*similar*to*myosin*VIIA*
XP_542293.2* PREDICTED:*similar*to*CalpainC5*(nCLC3)*(htraC3)*isoform*1*
XP_542297.2* PREDICTED:*similar*to*Olfactory*guanylyl*cyclase*GCCD*precursor*(Guanylate*cyclase,*olfactory)*
XP_542316.2* PREDICTED:*similar*to*phosphoglucomutase*2Clike*1*
XP_542321.2* PREDICTED:*similar*to*P2Y*purinoceptor*2*(P2Y2)*(P2U*purinoceptor*1)*(P2U1)*(ATP*receptor)*(Purinergic*receptor)*
XP_542327.2* PREDICTED:*similar*to*inositol*polyphosphate*phosphataseClike*1*isoform*1*
XP_542330.1* PREDICTED:*similar*to*leucine*rich*repeat*containing*51*



XP_542331.2* PREDICTED:*similar*to*Nuclear*mitotic*apparatus*protein*1*(NuMA*protein)*(SPCH*antigen)*
XP_542338.2* PREDICTED:*similar*to*Ssu72*RNA*polymerase*II*CTD*phosphatase*homolog*

XP_542344.2*
PREDICTED:*similar*to*52*kDa*Ro*protein*(Sjogren*syndrome*type*A*antigen)*(SSCA)*(Ro(SSCA))*(52*kDa*ribonucleoprotein*autoantigen*Ro/SSCA)*(Tripartite*motif*protein*21)*
(RING*finger*protein*81)*

XP_542356.1* PREDICTED:*similar*to*Olfactory*receptor*51E2*(GCprotein*coupled*receptor*RA1c)*
XP_542374.2* PREDICTED:*similar*to*Hemoglobin*epsilon*chain*
XP_542392.2* PREDICTED:*similar*to*CG14224CPA*
XP_542409.2* PREDICTED:*similar*to*olfactory*receptor*655*
XP_542452.1* PREDICTED:*similar*to*sphingomyelin*phosphodiesterase*1,*acid*lysosomal*isoform*1*precursor*isoform*1*
XP_542453.2* PREDICTED:*similar*to*CG17150CPA,*isoform*A*
XP_542466.2* PREDICTED:*similar*to*olfactory*receptor*41*
XP_542482.2* PREDICTED:*similar*to*NACHT,*LRR*and*PYD*containing*protein*14*
XP_542483.2* PREDICTED:*similar*to*synaptotagmin*IX*
XP_542507.2* PREDICTED:*similar*to*JAW1Crelated*protein*isoform*a*
XP_542517.2* PREDICTED:*similar*to*phosphoinositideC3Ckinase,*class*2,*alpha*polypeptide*isoform*1*
XP_542530.2* PREDICTED:*similar*to*neuron*navigator*2*isoform*2*
XP_542534.2* PREDICTED:*similar*to*Isocitrate*dehydrogenase*[NAD]*subunit*gamma,*mitochondrial*precursor*(Isocitric*dehydrogenase)*(NAD(+)Cspecific*ICDH)*
XP_542544.1* PREDICTED:*similar*to*Kinesin*family*member*18A*
XP_542552.2* PREDICTED:*hypothetical*protein*XP_542552*
XP_542553.2* *PREDICTED:*similar*to*guanylate*cyclase*1,*soluble,*beta*2*
XP_542559.2* PREDICTED:*similar*to*CLLL8*protein*
XP_542567.1* PREDICTED:*similar*to*LClactate*dehydrogenase*A*chain*(LDHCA)*(LDH*muscle*subunit)*(LDHCM)*(ProliferationCinducing*gene*19*protein)*
XP_542572.2* PREDICTED:*similar*to*Protein*KIAA0853*
XP_542575.1* PREDICTED:*similar*to*potassium*channel*tetramerisation*domain*containing*4*
XP_542588.2* *PREDICTED:*similar*to*Protocadherin*8*precursor*(Arcadlin)*isoform*1*
XP_542610.2* PREDICTED:*similar*to*KIAA1008*
XP_542613.2* PREDICTED:*similar*to*TBC1*domain*family*member*4*(Akt*substrate*of*160*kDa)*(AS160)*
XP_542614.2* PREDICTED:*similar*to*Potassium*channel*tetramerisation*domain*containing*protein*12*(Pfetin)*(Predominantly*fetal*expressed*T1*domain)*
XP_542630.1* PREDICTED:*similar*to*slit*and*trk*like*6*
XP_542640.2* PREDICTED:*similar*to*dTDPCDCglucose*4,6Cdehydratase*
XP_542647.2* PREDICTED:*similar*to*RAN*binding*protein*5*isoform*1*
XP_542654.2* PREDICTED:*similar*to*voltage*gated*channel*like*1*
XP_542663.2* PREDICTED:*similar*to*DNA*ligase*IV*
XP_542665.2* PREDICTED:*similar*to*myosin*heavy*chain*Myr*8*
XP_542667.2* PREDICTED:*similar*to*insulin*receptor*substrate*2*
XP_542673.2* PREDICTED:*similar*to*mcf.2*transforming*sequenceClike*



XP_542683.2* PREDICTED:*similar*to*Ectonucleoside*triphosphate*diphosphohydrolase*6*(NTPDase6)*(CD39*antigenClike*2)*
XP_542701.2* PREDICTED:*similar*to*leucine*rich*repeat*(in*FLII)*interacting*protein*2*isoform*1*isoform*1*
XP_542704.2* PREDICTED:*similar*to*VillinClike*protein*
XP_542709.1* PREDICTED:*similar*to*Activin*receptor*type*IIB*precursor*(ACTRCIIB)*
XP_542714.2* PREDICTED:*similar*to*tetratricopeptide*repeat*domain*21A*
XP_542725.2* PREDICTED:*similar*to*zinc*finger*protein*91*(HPF7,*HTF10)*
XP_542747.2* PREDICTED:*similar*to*source*of*immunodominant*MHCCassociated*peptides*isoform*1*
XP_542748.2* PREDICTED:*similar*to*glutamate*decarboxylaseClike*1*
XP_542755.2* PREDICTED:*similar*to*eomesodermin*isoform*1*
XP_542768.2* PREDICTED:*similar*to*EF*hand*domain*family,*member*B*
XP_542770.2* PREDICTED:*similar*to*DNACbinding*protein*SATB1*(Special*ATCrich*sequence*binding*protein*1)*
XP_542771.2* PREDICTED:*similar*to*TBC1*domain*family*member*5*
XP_542772.2* PREDICTED:*similar*to*phospholipase*CClike*2*isoform*1*
XP_542777.2* PREDICTED:*similar*to*SH3*domainCbinding*protein*5*(SH3*domainCbinding*protein*that*preferentially*associates*with*BTK)*
XP_542778.2* PREDICTED:*similar*to*alpha*3*type*VI*collagen*isoform*4*precursor*
XP_542781.2* PREDICTED:*similar*to*copine*IV*
XP_542783.2* PREDICTED:*similar*to*DnaJ*homolog*subfamily*C*member*13*
XP_542789.2* PREDICTED:*similar*to*angiomotin*like*2*
XP_542790.2* PREDICTED:*similar*to*kyphoscoliosis*
XP_542792.2* PREDICTED:*similar*to*alpha*isoform*of*regulatory*subunit*B,*protein*phosphatase*2*isoform*1*isoform*1*
XP_542793.2* PREDICTED:*similar*to*ring*finger*protein*184*
XP_542802.2* PREDICTED:*similar*to*SRYCbox*14*
XP_542803.2* PREDICTED:*similar*to*AlphaC1,4CNCacetylglucosaminyltransferase*(Alpha4GnT)*
XP_542808.2* PREDICTED:*similar*to*forkhead*box*L2*
XP_542815.2* *PREDICTED:*similar*to*CG1271CPA,*isoform*A*
XP_542817.2* PREDICTED:*similar*to*ICplastin*(IntestineCspecific*plastin)*(PlastinC1)*
XP_542821.2* PREDICTED:*similar*to*carbohydrate*(NCacetylglucosamineC6CO)*sulfotransferase*2*
XP_542854.2* PREDICTED:*similar*to*Short*stature*homeobox*protein*2*(PairedCrelated*homeobox*protein*SHOT)*(Homeobox*protein*Og12X)*isoform*1*
XP_542863.2* PREDICTED:*similar*to*surfeit*6*
XP_542865.2* PREDICTED:*similar*to*forkhead*box*A2*
XP_542870.2* PREDICTED:*similar*to*GTPase*activating*Rap/RanGAP*domainClike*1*isoform*2*
XP_542882.2* PREDICTED:*similar*to*kinesinClike*motor*protein*C20orf23*
XP_542894.1* PREDICTED:*similar*to*McKusickCKaufman/BardetCBiedl*syndromes*putative*chaperonin*isoform*1*
XP_542895.2* PREDICTED:*similar*to*Serine/threonineCprotein*kinase*PAK*7*(p21Cactivated*kinase*7)*(PAKC7)*(PAKC5)*isoform*1*
XP_542896.2* PREDICTED:*similar*to*phosphoinositideCspecific*phospholipase*C*beta*1*isoform*a*
XP_542899.2* PREDICTED:*similar*to*neuronal*leucine*rich*repeatC4*



XP_542900.2* PREDICTED:*similar*to*CGIC09*protein*
XP_542909.2* PREDICTED:*similar*to*AlphaC1D*adrenergic*receptor*(Alpha*1DCadrenoceptor)*(Alpha*1DCadrenoreceptor)*(AlphaC1A*adrenergic*receptor)*(Alpha*adrenergic*receptor*1a)*
XP_542917.2* PREDICTED:*similar*to*sialoadhesin*precursor*
XP_542919.2* PREDICTED:*similar*to*solute*carrier*family*4*member*11*
XP_542921.2* *PREDICTED:*similar*to*ProSAPiP1*protein*isoform*1*
XP_542936.2* PREDICTED:*similar*to*Syntaphilin*

XP_542937.2*
PREDICTED:*similar*to*Proprotein*convertase*subtilisin/kexin*type*6*precursor*(Paired*basic*amino*acid*cleaving*enzyme*4)*(Subtilisin/kexinClike*protease*PACE4)*(SubtilisinC
like*proprotein*convertase*4)*(SPC4)*

XP_542942.2* PREDICTED:*similar*to*ubiquitin*conjugating*enzyme*7*interacting*protein*3*isoform*2*
XP_542950.2* PREDICTED:*similar*to*forkheadClike*18*
XP_542951.2* PREDICTED:*similar*to*XKCrelated*protein*7*
XP_542955.2* PREDICTED:*similar*to*Protein*C20orf112*
XP_542958.2* PREDICTED:*similar*to*bactericidal/permeabilityCincreasing*proteinClike*1*
XP_542975.2* PREDICTED:*similar*to*centrosomal*protein*2*
XP_542977.2* *PREDICTED:*similar*to*otoferlin*
XP_542979.2* PREDICTED:*similar*to*erythrocyte*protein*band*4.1Clike*1*isoform*L*
XP_542980.2* PREDICTED:*similar*to*Myosin*regulatory*light*chain*2,*smooth*muscle*isoform*(Myosin*RLC)*(LC20)*
XP_542984.2* PREDICTED:*similar*to*C34E11.3*
XP_542992.2* PREDICTED:*similar*to*quattro*
XP_543001.2* PREDICTED:*similar*to*elastin*microfibril*interfacer*3*
XP_543005.2* PREDICTED:*similar*to*gangliosideCinduced*differentiationCassociated*protein*1Clike*1*isoform*1*
XP_543022.2* PREDICTED:*similar*to*UbiquitinCconjugating*enzyme*E2*C*(UbiquitinCprotein*ligase*C)*(Ubiquitin*carrier*protein*C)*(UbcH10)*isoform*1*
XP_543028.2* PREDICTED:*similar*to*zinc*finger*protein*335*
XP_543033.2* PREDICTED:*similar*to*thyrotropinCreleasing*hormone*receptor*
XP_543035.2* PREDICTED:*similar*to*solute*carrier*family*2*member*10*

XP_543039.2*
PREDICTED:*similar*to*Nuclear*receptor*coactivator*3*(NCoAC3)*(Thyroid*hormone*receptor*activator*molecule*1)*(TRAMC1)*(ACTR)*(ReceptorCassociated*coactivator*3)*(RACC
3)*(Amplified*in*breast*cancerC1*protein)*(AIBC1)*(Steroid*receptor*coactivator*protein*3)*(...*

XP_543041.2* PREDICTED:*similar*to*Phosphatidylinositol*3,4,5CtrisphosphateCdependent*Rac*exchanger*1*protein*(PCRex1*protein)*

XP_543044.2*
PREDICTED:*similar*to*BetaC1,4Cgalactosyltransferase*5*(BetaC1,4CGalTase*5)*(Beta4GalCT5)*(b4GalCT5)*(UDPCgalactose:betaCNCacetylglucosamine*betaC1,4C
galactosyltransferase*5)*(UDPCGal:betaCGlcNAc*betaC1,4Cgalactosyltransferase*5)*(BetaC1,4CGalT*II)...*

XP_543047.2* PREDICTED:*similar*to*Spermatogenesis*associated*protein*2*(Spermatogenesis*associated*protein*PD1)*
XP_543050.2* PREDICTED:*similar*to*Partitioning*defectiveC6*homolog*beta*(PARC6*beta)*(PARC6B)*
XP_543052.1* PREDICTED:*similar*to*Molybdenum*cofactor*synthesis*protein*3*(Molybdopterin*synthase*sulfurylase)*(MPT*synthase*sulfurylase)*
XP_543054.2* PREDICTED:*similar*to*preexisting*nuclear*factor*of*activated*TCcells*2*isoform*C*
XP_543055.2* PREDICTED:*similar*to*salClike*4*
XP_543056.2* PREDICTED:*similar*to*zinc*finger*protein*64*isoform*c*isoform*1*
XP_543057.2* PREDICTED:*similar*to*serologically*defined*colon*cancer*antigen*33*like*



XP_543075.2* PREDICTED:*similar*to*beta*tubulin*1,*class*VI*
XP_543079.2* PREDICTED:*similar*to*CadherinClike*protein*26*precursor*(CadherinClike*protein*VR20)*
XP_543081.2* PREDICTED:*similar*to*COLlagen*family*member*(colC162)*
XP_543082.2* PREDICTED:*similar*to*Protein*FAM61B*
XP_543085.2* *PREDICTED:*hypothetical*protein*XP_543085*
XP_543090.2* PREDICTED:*similar*to*death*associated*transcription*factor*1*isoform*c*
XP_543091.2* PREDICTED:*similar*to*Putative*transporter*C20orf59*
XP_543096.2* PREDICTED:*similar*to*Protein*KIAA1510*precursor*
XP_543097.2* PREDICTED:*similar*to*Neuronal*acetylcholine*receptor*protein,*alphaC4*subunit*precursor*
XP_543098.2* PREDICTED:*similar*to*Peroxisomal*proliferatorCactivated*receptor*A*interacting*complex*285*kDa*protein*(PPARCalpha*interacting*complex*protein*285)*
XP_543104.2* PREDICTED:*similar*to*SLC2A4*regulator*
XP_543105.2* PREDICTED:*similar*to*BTB*(POZ)*domain*containing*4*
XP_543108.2* PREDICTED:*similar*to*Hypothetical*zinc*finger*protein*KIAA1196*
XP_543112.2* PREDICTED:*similar*to*Myelin*transcription*factor*1*(MYT1)*(MYTI)*(Proteolipid*protein*binding*protein)*(PLPB1)*
XP_543115.2* *PREDICTED:*similar*to*Tubulin*alphaC4*chain*(AlphaCtubulin*4)*(AlphaCtubulin*isotype*MCalphaC4)*
XP_543127.2* PREDICTED:*similar*to*Fras1*related*extracellular*matrix*protein*2*
XP_543139.2* PREDICTED:*similar*to*androgenCinduced*prostate*proliferative*shutoff*associated*protein*isoform*1*
XP_543145.2* PREDICTED:*similar*to*chromosome*13*open*reading*frame*22*
XP_543149.2* PREDICTED:*similar*to*ZK180.5b*
XP_543150.2* PREDICTED:*similar*to*PABP1Cdependent*poly*ACspecific*ribonuclease*subunit*PAN3*
XP_543157.1* PREDICTED:*similar*to*PDZ*domain*containing*ring*finger*1*
XP_543181.1* PREDICTED:*similar*to*Centromere*protein*J*(Centrosomal*P4.1Cassociated*protein)*(LAGC3Cassociated*protein)*(LYSTCinteracting*protein*1)*
XP_543182.2* PREDICTED:*similar*to*tudor*domain*containing*4,*partial*
XP_543201.2* PREDICTED:*similar*to*a*disintegrin*and*metalloproteinase*domain*29*isoform*1*preproprotein*
XP_543204.2* PREDICTED:*similar*to*neiClike*2*
XP_543208.2* PREDICTED:*similar*to*XKCrelated*protein*6*
XP_543211.2* PREDICTED:*similar*to*Retinitis*pigmentosa*1Clike*1*protein*(Retinitis*pigmentosa*1Clike*protein*1)*
XP_543220.2* PREDICTED:*similar*to*zinc*finger*protein*395*
XP_543225.2* PREDICTED:*similar*to*scavenger*receptor*class*A,*member*3*isoform*1*
XP_543230.2* PREDICTED:*similar*to*Vacuolar*ATP*synthase*subunit*D*(VCATPase*D*subunit)*(Vacuolar*proton*pump*D*subunit)*(VCATPase*28*kDa*accessory*protein)*

XP_543233.2*
PREDICTED:*similar*to*Dihydropyrimidinase*related*proteinC2*(DRPC2)*(Turned*on*after*division,*64*kDa*protein)*(TOADC64)*(Collapsin*response*mediator*protein*2)*(CRMPC2)*
isoform*2*

XP_543237.2* PREDICTED:*similar*to*Neurofilament*triplet*M*protein*(160*kDa*neurofilament*protein)*(Neurofilament*medium*polypeptide)*(NFCM)*(Neurofilament*3)*
XP_543243.2* PREDICTED:*similar*to*Ectonucleoside*triphosphate*diphosphohydrolase*4*(NTPDase4)*(UridineCdiphosphatase)*(UDPase)*(Lysosomal*apyraseClike*protein*of*70*kDa)*
XP_543248.2* PREDICTED:*similar*to*p30*DBC*protein*
XP_543256.2* PREDICTED:*similar*to*hairless*protein*isoform*a*



XP_543257.2* PREDICTED:*similar*to*retinoic*acid*induced*16*
XP_543258.2* *PREDICTED:*similar*to*Dematin*(Erythrocyte*membrane*protein*band*4.9)*
XP_543259.2* PREDICTED:*similar*to*docking*protein*2*isoform*a*
XP_543262.1* PREDICTED:*similar*to*leucine*zipper,*putative*tumor*suppressor*1*isoform*1*
XP_543263.2* PREDICTED:*similar*to*ATPase,*H+*transporting,*V1*subunit*B,*isoform*2*isoform*1*
XP_543268.2* PREDICTED:*similar*to*zinc*finger*protein*596*
XP_543270.2* PREDICTED:*hypothetical*protein*XP_543270*
XP_543273.2* PREDICTED:*similar*to*myosin*heavy*chain*Myr*8*
XP_543277.2* PREDICTED:*similar*to*solute*carrier*family*19,*member*3*
XP_543283.2* PREDICTED:*similar*to*G*proteinCcoupled*receptor*55*
XP_543301.2* PREDICTED:*similar*to*ankyrin*repeat*and*SOCS*boxCcontaining*18*
XP_543306.2* PREDICTED:*similar*to*period*2*isoform*1*
XP_543308.2* PREDICTED:*similar*to*Ankyrin*repeat*and*SOCS*box*protein*1*(ASBC1)*
XP_543323.2* PREDICTED:*similar*to*ankyrin*repeat*and*MYND*domain*containing*1*isoform*1*
XP_543329.2* *PREDICTED:*similar*to*transmembrane*protein*16G*isoform*NGEP*long*
XP_543330.2* PREDICTED:*similar*to*FERM,*RhoGEF*and*pleckstrin*domain*protein*2*
XP_543339.2* PREDICTED:*similar*to*transmembrane*protein*7*
XP_543344.2* PREDICTED:*similar*to*zinc*finger*protein*26*(KOX*20)*
XP_543346.2* PREDICTED:*similar*to*BclCXLCbinding*protein*v68*
XP_543348.2* PREDICTED:*similar*to*DNA*polymerase*epsilon*catalytic*subunit*
XP_543350.1* PREDICTED:*similar*to*nucleolar*complex*associated*4*homolog*

XP_543352.2*
PREDICTED:*similar*to*E1A*binding*protein*p400*(p400*kDa*SWI2/SNF2Crelated*protein)*(Domino*homolog)*(hDomino)*(CAG*repeat*protein*32)*(Trinucleotide*repeatC
containing*gene*12*protein)*

XP_543356.2* PREDICTED:*similar*to*RIM*binding*protein*2*(RIMCBP2)*isoform*1*
XP_543369.2* PREDICTED:*similar*to*CG1842CPA*
XP_543370.2* PREDICTED:*similar*to*ATPase,*H+*transporting,*lysosomal*V0*subunit*a*isoform*2*isoform*1*
XP_543376.2* PREDICTED:*similar*to*Huntingtin*interacting*protein*1*related*(Hip1Crelated)*
XP_543379.2* PREDICTED:*similar*to*KinetochoreCassociated*protein*1*(Rough*deal*homolog)*(hRod)*(HsROD)*(Rod)*
XP_543380.2* PREDICTED:*similar*to*betaC1,3CNCacetylglucosaminyltransferase*bGnTC4*
XP_543393.2* PREDICTED:*similar*to*cutClike*2*
XP_543397.2* PREDICTED:*similar*to*BRCA1*associated*protein*
XP_543402.2* PREDICTED:*similar*to*Deltex*protein*1*(DeltexC1)*(Deltex1)*(hDTX1)*
XP_543407.2* PREDICTED:*similar*to*serine*dehydratase*
XP_543433.2* PREDICTED:*similar*to*piwi*like*homolog*1*
XP_543435.2* PREDICTED:*similar*to*Mevalonate*kinase*(MK)*
XP_543444.2* PREDICTED:*similar*to*CoroninC1C*(CoroninC3)*(hCRNN4)*



XP_543448.2* PREDICTED:*similar*to*CG9164CPA,*isoform*A*isoform*2*
XP_543453.2* PREDICTED:*similar*to*beta*adrenergic*receptor*kinase*2*
XP_543454.2* PREDICTED:*similar*to*MyosinC18B*(Myosin*XVIIIb)*
XP_543455.2* PREDICTED:*similar*to*Seizure*6Clike*protein*precursor*
XP_543461.2* PREDICTED:*similar*to*meningioma**1*
XP_543463.2* PREDICTED:*similar*to*TPR*repeat*containing*protein*KIAA1043*isoform*1*
XP_543475.2* PREDICTED:*similar*to*myotubularinCrelated*protein*3*isoform*c*
XP_543486.2* PREDICTED:*similar*to*Phosphatidylinositol*4,5Cbisphosphate*5Cphosphatase*A*isoform*1*
XP_543487.2* PREDICTED:*similar*to*Group*III*secretory*phospholipase*A2*precursor*(Phosphatidylcholine*2Cacylhydrolase*GIII)*(GIII*sPLA2)*
XP_543490.2* PREDICTED:*similar*to*HGFL*protein*isoform*1*
XP_543491.2* PREDICTED:*similar*to*zinc*finger*protein*278*long*C*isoform*isoform*1*
XP_543492.2* PREDICTED:*similar*to*Eukaryotic*translation*initiation*factor*4E*transporter*(eIF4E*transporter)*(4ECT)*(Eukaryotic*translation*initiation*factor*4E*nuclear*import*factor*1)*
XP_543494.1* PREDICTED:*similar*to*ribosomal*protein*L10*
XP_543506.2* PREDICTED:*similar*to*Ig*lambda*chain*VCI*region*BL2*precursor*
XP_543515.2* PREDICTED:*similar*to*Ig*lambda*chain*VCI*region*BL2*precursor*
XP_543527.2* PREDICTED:*similar*to*gammaCglutamyltransferaseClike*activity*1*
XP_543529.2* PREDICTED:*similar*to*CalcineurinCbinding*protein*Cabin*1*(Calcineurin*inhibitor)*(CAIN)*
XP_543543.2* PREDICTED:*similar*to*Armadillo*repeat*protein*deleted*in*veloCcardioCfacial*syndrome*isoform*1*
XP_543551.2* PREDICTED:*similar*to*DiGeorge*syndrome*critical*region*protein*14*
XP_543566.2* PREDICTED:*similar*to*apoptosisCinducing*factor*like*isoform*1*
XP_543570.2* PREDICTED:*similar*to*Hypermethylated*in*cancer*2*protein*(HicC2)*(HicC3)*(HIC1Crelated*gene*on*chromosome*22)*(Zinc*finger*and*BTB*domain*containing*protein*30)*
XP_543574.2* PREDICTED:*similar*to*Ca(2+)/calmodulinCdependent*protein*kinase*phosphatase*(CaMCkinase*phosphatase)*(CaMKPase)*(Partner*of*PIX*2)*(hFEMC2)*(Protein*phosphatase*1F)*

XP_543600.2*
PREDICTED:*similar*to*Immunoglobulin*lambdaClike*polypeptide*1*precursor*(ImmunoglobulinCrelated*14.1*protein)*(Immunoglobulin*omega*polypeptide)*(Lambda*5)*
(CD179b*antigen)*

XP_543619.2* PREDICTED:*similar*to*Integrin*alphaC5*precursor*(Fibronectin*receptor*alpha*subunit)*(Integrin*alphaCF)*(VLAC5)*(CD49e)*
XP_543626.2* PREDICTED:*similar*to*Homeobox*protein*HoxCC10*
XP_543631.2* PREDICTED:*similar*to*coiledCcoil*transcriptional*coactivator*
XP_543635.2* PREDICTED:*similar*to*Zinc*finger*protein*148*(Zinc*finger*DNA*binding*protein*89)*(Transcription*factor*ZBPC89)*
XP_543637.2* PREDICTED:*similar*to*sterol*OCacyltransferase*2*
XP_543640.2* PREDICTED:*similar*to*keratin*5b*
XP_543641.2* PREDICTED:*similar*to*keratin*6L*
XP_543646.2* PREDICTED:*similar*to*keratin*protein*K6irs*
XP_543647.2* PREDICTED:*similar*to*keratin*6*irs4*
XP_543650.2* PREDICTED:*similar*to*cytokeratin*type*II*
XP_543651.2* PREDICTED:*similar*to*keratin*complex*2,*basic,*gene*20*
XP_543652.1* PREDICTED:*similar*to*Keratin,*type*II*cuticular*Hb4*(Hair*keratin,*type*II*Hb4)*isoform*1*



XP_543653.2* PREDICTED:*similar*to*keratin,*hair,*basic,*5*
XP_543654.2* PREDICTED:*similar*to*keratin,*hair,*basic,*5*
XP_543656.2* PREDICTED:*similar*to*type*II*keratin*Kb26*
XP_543657.2* PREDICTED:*similar*to*type*II*keratin*Kb21*isoform*1*
XP_543659.2* PREDICTED:*similar*to*type*II*keratin*Kb21*
XP_543660.2* PREDICTED:*similar*to*type*II*keratin*Kb20*
XP_543663.2* PREDICTED:*similar*to*activin*A*type*IB*receptor*isoform*a*precursor*
XP_543665.2* PREDICTED:*similar*to*bridging*integrator*2*
XP_543669.2* PREDICTED:*similar*to*solute*carrier*family*11*(protonCcoupled*divalent*metal*ion*transporters),*member*2*
XP_543670.2* PREDICTED:*similar*to*UbiECYGHL1*fusion*protein*
XP_543680.2* PREDICTED:*hypothetical*protein*XP_543680*

XP_543682.2*
PREDICTED:*similar*to*Potassium*voltageCgated*channel*subfamily*H*member*3*(VoltageCgated*potassium*channel*subunit*Kv12.2)*(EtherCaCgoCgo*like*potassium*channel*2)*
(ELK*channel*2)*(ELK2)*(BrainCspecific*eagClike*channel*1)*(BEC1)*

XP_543683.2* PREDICTED:*similar*to*RIKEN*cDNA*2810451A06*
XP_543684.2* PREDICTED:*similar*to*Myeloid/lymphoid*or*mixedClineage*leukemia*protein*2*(ALL1Crelated*protein)*
XP_543686.2* PREDICTED:*similar*to*WntC1*protoConcogene*protein*precursor*
XP_543687.2* PREDICTED:*similar*to*winglessCtype*MMTV*integration*site*family,*member*10B*precursor*
XP_543689.2* PREDICTED:*similar*to*VoltageCdependent*LCtype*calcium*channel*betaC3*subunit*(CAB3)*(Calcium*channel,*voltageCdependent,*beta*3*subunit)*
XP_543690.2* PREDICTED:*similar*to*cyclin*T1*
XP_543711.1* PREDICTED:*similar*to*Olfactory*receptor*10AD1*
XP_543714.2* PREDICTED:*similar*to*Vitamin*D3*receptor*(VDR)*(1,25Cdihydroxyvitamin*D3*receptor)*
XP_543719.2* PREDICTED:*similar*to*Protein*C20orf81*homolog*
XP_543731.2* PREDICTED:*similar*to*PDZ*domain*containing*RING*finger*protein*4*(Ligand*of*NumbCprotein*X*4)*(SEMACAP3Clike*protein)*
XP_543734.2* PREDICTED:*similar*to*leucineCrich*repeat*kinase*2*
XP_543735.2* PREDICTED:*similar*to*solute*carrier*family*2*(facilitated*glucose*transporter),*member*13*
XP_543739.2* PREDICTED:*similar*to*plakophilin*2*isoform*2a*isoform*1*
XP_543770.2* *PREDICTED:*similar*to*solute*carrier*family*7*(cationic*amino*acid*transporter,*y+*system),*member*3*
XP_543791.2* PREDICTED:*similar*to*receptorCtype*protein*tyrosine*phosphatase*O*isoform*a*precursor*
XP_543801.2* PREDICTED:*similar*to*activating*transcription*factor*7*interacting*protein*isoform*1*
XP_543826.1* PREDICTED:*similar*to*Apolipoprotein*B*mRNA*editing*enzyme*(APOBECC1)*(HEPR)*

XP_543834.2*
PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*A1*(HelixCdestabilizing*protein)*(SingleCstrand*binding*protein)*(hnRNP*core*protein*A1)*(HDPC1)*
(TopoisomeraseCinhibitor*suppressed)*

XP_543836.2* PREDICTED:*similar*to*CD163*antigen*isoform*a*
XP_543843.2* PREDICTED:*similar*to*BCcell*receptorCassociated*protein*37*

XP_543844.2*
PREDICTED:*similar*to*TyrosineCprotein*phosphatase,*nonCreceptor*type*6*(ProteinCtyrosine*phosphatase*1C)*(PTPC1C)*(Hematopoietic*cell*proteinCtyrosine*phosphatase)*(SHC
PTP1)*(ProteinCtyrosine*phosphatase*SHPC1)*

XP_543846.2* PREDICTED:*similar*to*leprecanClike*2*isoform*1*



XP_543853.2* PREDICTED:*similar*to*VesicleCassociated*membrane*protein*1*(VAMPC1)*(Synaptobrevin*1)*
XP_543866.2* PREDICTED:*hypothetical*protein*XP_543866*
XP_543876.2* PREDICTED:*hypothetical*protein*XP_543876*
XP_543883.2* PREDICTED:*similar*to*WntC5b*protein*precursor*isoform*1*
XP_543886.2* PREDICTED:*similar*to*interleukin*17*receptor*precursor*
XP_543888.2* PREDICTED:*similar*to*Protein*MICALC3*
XP_543889.2* PREDICTED:*similar*to*Tubulin*alphaC8*chain*(AlphaCtubulin*8)*
XP_543892.2* PREDICTED:*similar*to*solute*carrier*family*7*(cationic*amino*acid*transporter,*y+*system),*member*3*
XP_543895.2* PREDICTED:*similar*to*FERM*and*PDZ*domain*containing*2*isoform*3*
XP_543897.2* PREDICTED:*similar*to*WD*repeat*and*FYVE*domain*containing*3*
XP_543902.2* PREDICTED:*similar*to*Choline*OCacetyltransferase*(CHOACTase)*(Choline*acetylase)*(ChAT)*
XP_543905.2* PREDICTED:*similar*to*olfactory*receptor,*family*13,*subfamily*A,*member*1*
XP_543914.2* PREDICTED:*similar*to*chondroitin*beta1,4*NCacetylgalactosaminyltransferase*2*isoform*1*
XP_543924.2* PREDICTED:*similar*to*HECT*domain*containing*2*isoform*a*

XP_543929.2*
PREDICTED:*similar*to*TATACbindingCproteinCassociated*factor*172*(TBPCassociated*factor*172)*(TAFC172)*(TAF(II)170)*(BCTFIID*transcription*factorCassociated*170*kDa*
subunit)*

XP_543936.2* PREDICTED:*similar*to*transmembrane*protein*20*
XP_543938.2* PREDICTED:*similar*to*helicase,*lymphoidCspecific*isoform*1*
XP_543943.2* PREDICTED:*similar*to*BCcell*linker*
XP_543944.2* PREDICTED:*similar*to*DNA*nucleotidylexotransferase*(Terminal*addition*enzyme)*(Terminal*deoxynucleotidyltransferase)*(Terminal*transferase)*isoform*1*
XP_543945.2* PREDICTED:*similar*to*tolloidClike*2*
XP_543947.2* PREDICTED:*similar*to*Slit*homolog*1*protein*precursor*(SlitC1)*(Multiple*epidermal*growth*factorClike*domains*4)*
XP_543953.2* PREDICTED:*similar*to*phosphatidylinositol*4Ckinase*type*II*
XP_543963.1* PREDICTED:*similar*to*aspartate*aminotransferase*1*isoform*1*
XP_543967.2* PREDICTED:*similar*to*Polycystic*kidney*disease*2Clike*1*protein*(PolycystinCL)*(Polycystin*2*homolog)*
XP_543974.1* PREDICTED:*similar*to*twinkle*
XP_543981.2* PREDICTED:*similar*to*FCbox*and*WDC40*domain*protein*4*
XP_543989.2* PREDICTED:*similar*to*pleckstrin*and*Sec7*domain*containing*
XP_543990.2* PREDICTED:*similar*to*FCbox*and*leucineCrich*repeat*protein*15*
XP_543995.2* PREDICTED:*similar*to*Arsenite*methyltransferase*(SCadenosylCLCmethionine:arsenic(III)*methyltransferase)*(Methylarsonite*methyltransferase)*(Cyt19)*
XP_543999.1* PREDICTED:*similar*to*internexin*neuronal*intermediate*filament*protein,*alpha*isoform*1*
XP_544001.1* PREDICTED:*similar*to*Protein*C6orf78*homolog*
XP_544004.2* PREDICTED:*similar*to*SH3*multiple*domains*1*
XP_544007.2* *PREDICTED:*similar*to*CG17687CPA*
XP_544029.2* PREDICTED:*hypothetical*protein*XP_544029*
XP_544030.2* PREDICTED:*similar*to*TruB*pseudouridine*(psi)*synthase*homolog*1*



XP_544039.2* PREDICTED:*similar*to*PDZ*domain*containing*8*
XP_544045.2* PREDICTED:*similar*to*G*proteinCcoupled*receptor*kinase*5*(G*proteinCcoupled*receptor*kinase*GRK5)*
XP_544046.2* PREDICTED:*similar*to*BAGCfamily*molecular*chaperone*regulatorC3*(BCLC2*binding*athanogeneC3)*(BAGC3)*(BclC2Cbinding*protein*Bis)*(Docking*protein*CAIRC1)*
XP_544051.2* PREDICTED:*similar*to*deleted*in*malignant*brain*tumors*1*isoform*b*precursor*
XP_544052.2* PREDICTED:*similar*to*deleted*in*malignant*brain*tumors*1*isoform*a*precursor*
XP_544058.2* PREDICTED:*similar*to*B*cell*RAG*associated*protein*
XP_544064.2* PREDICTED:*similar*to*Dedicator*of*cytokinesis*protein*1*(180*kDa*protein*downstream*of*CRK)*(DOCK180)*
XP_544072.2* PREDICTED:*similar*to*GammaC1Csyntrophin*(G1SYN)*(Syntrophin*4)*(SYN4)*
XP_544073.2* PREDICTED:*similar*to*CG12002CPA,*isoform*A*
XP_544076.2* PREDICTED:*similar*to*suppression*of*tumorigenicity*18*
XP_544087.2* PREDICTED:*similar*to*PeRoxireDoXin*family*member*(prdxC6)*
XP_544091.1* PREDICTED:*similar*to*Cytochrome*P450*7A1*(Cholesterol*7CalphaCmonooxygenase)*(CYPVII)*(Cholesterol*7CalphaChydroxylase)*
XP_544097.2* PREDICTED:*similar*to*chromodomain*helicase*DNA*binding*protein*7*isoform*1*
XP_544109.2* PREDICTED:*similar*to*valosin*containing*protein*(p97)/p47*complex*interacting*protein*1*
XP_544113.2* *PREDICTED:*similar*to*DEP*domain*containing*2*isoform*a*
XP_544116.2* PREDICTED:*similar*to*vesicle*transport*through*interaction*with*tCSNAREs*1B*
XP_544134.1* PREDICTED:*similar*to*hepatocyte*nuclear*factor*4,*gamma*
XP_544136.2* PREDICTED:*similar*to*Peroxisome*assembly*factorC1*(PAFC1)*(PeroxinC2)*(Peroxisomal*membrane*protein*3)*(35*kDa*peroxisomal*membrane*protein)*(RING*finger*protein*72)*
XP_544163.2* PREDICTED:*similar*to*CopineC3*(Copine*III)*
XP_544178.2* PREDICTED:*similar*to*CG15923CPA*
XP_544195.2* PREDICTED:*similar*to*heat*shock*protein*1,*beta*
XP_544201.2* PREDICTED:*similar*to*Frizzled*8*precursor*(FrizzledC8)*(FzC8)*(mFz8)*
XP_544223.2* PREDICTED:*similar*to*dachshund*b*
XP_544234.2* PREDICTED:*similar*to*myosin*IIIA*
XP_544240.1* PREDICTED:*similar*to*NOL1/NOP2/Sun*domain*family,*member*6*isoform*1*
XP_544242.2* PREDICTED:*similar*to*mannose*receptor,*C*type*1Clike*1*
XP_544256.1* PREDICTED:*similar*to*minichromosome*maintenance*protein*10*isoform*2*
XP_544267.2* PREDICTED:*similar*to*6CphosphofructoC2Ckinase/fructoseC2,6Cbiphosphatase*3*(6PFC2CK/FruC2,6CP2ASE*brainCtype*isozyme)*(RB2K)*
XP_544270.2* PREDICTED:*similar*to*FCbox*only*protein,*helicase,*18*isoform*1*
XP_544275.2* PREDICTED:*similar*to*neuroepithelial*cell*transforming*gene*1*

XP_544281.2*
PREDICTED:*similar*to*DoubleCstranded*RNACspecific*editase*B2*(dsRNA*adenosine*deaminase*B2)*(RNA*dependent*adenosine*deaminase*3)*(RNA*editing*deaminase*2)*(RNA*
editing*enzyme*2)*

XP_544287.2* PREDICTED:*similar*to*Transcriptional*activator*protein*PURCalpha*(PurineCrich*singleCstranded*DNACbinding*protein*alpha)*
XP_544297.1* PREDICTED:*similar*to*Protocadherin*beta*2*precursor*(PCDHCbeta2)*
XP_544306.1* PREDICTED:*similar*to*Protocadherin*beta*15*precursor*(PCDHCbeta15)*
XP_544317.2* PREDICTED:*similar*to*protocadherin*1*isoform*2*precursor*



XP_544318.2* PREDICTED:*similar*to*CG10221CPA*
XP_544319.2* PREDICTED:*similar*to*Protocadherin*12*precursor*(Vascular*cadherinC2)*(Vascular*endothelial*cadherinC2)*(VECcadherinC2)*(VECcadC2)*
XP_544320.2* PREDICTED:*similar*to*sprouty*homolog*4*
XP_544324.2* PREDICTED:*similar*to*potassium*channel*tetramerisation*domain*containing*16*
XP_544327.2* PREDICTED:*similar*to*cutaneous*TCcell*lymphoma*tumor*antigen*se70C2*isoform*1*
XP_544328.1* PREDICTED:*similar*to*POU*domain,*class*4,*transcription*factor*3*(BrainCspecific*homeobox/POU*domain*protein*3C)*(BrnC3C)*
XP_544332.2* PREDICTED:*similar*to*Dihydropyrimidinase*related*proteinC3*(DRPC3)*(UncC33Clike*phosphoprotein)*(ULIP*protein)*(Collapsin*response*mediator*protein*4)*(CRMPC4)*
XP_544336.2* PREDICTED:*similar*to*uracilCDNA*glycosylase*2*isoform*a*
XP_544339.2* PREDICTED:*similar*to*DEAD*(AspCGluCAlaCAsp)*box*polypeptide*4*
XP_544346.1* PREDICTED:*similar*to*Actin,*cytoplasmic*1*(BetaCactin*1)*
XP_544359.2* PREDICTED:*similar*to*ring*finger*protein*180*isoform*1*
XP_544363.2* PREDICTED:*similar*to*phosphoinositideC3Ckinase,*regulatory*subunit,*polypeptide*1*isoform*2*isoform*1*
XP_544378.2* PREDICTED:*similar*to*amino*acid*transporter*isoform*1*
XP_544385.2* PREDICTED:*similar*to*kinesin*family*member*C3*
XP_544391.2* PREDICTED:*similar*to*chemokine*(CCX3CC*motif)*ligand*1*
XP_544395.2* PREDICTED:*similar*to*autocrine*motility*factor*receptor*isoform*a*
XP_544399.2* PREDICTED:*similar*to*calpain*small*subunit*2*
XP_544404.2* PREDICTED:*similar*to*retinitis*pigmentosa*GTPase*regulator*interacting*protein*1*
XP_544410.2* PREDICTED:*similar*to*SalClike*protein*1*(Zinc*finger*protein*SALL1)*(SpaltClike*transcription*factor*1)*(HSal1)*isoform*1*
XP_544412.2* PREDICTED:*similar*to*NOD2*protein*
XP_544414.2* PREDICTED:*similar*to*naked*cuticle*homolog*1*
XP_544415.2* PREDICTED:*similar*to*Adenylate*cyclase,*type*VII*(ATP*pyrophosphateClyase*7)*(Adenylyl*cyclase*7)*
XP_544419.1* PREDICTED:*similar*to*seven*in*absentia*homolog*1*isoform*b*isoform*1*
XP_544421.2* PREDICTED:*similar*to*zinc*finger*protein*31*
XP_544426.2* PREDICTED:*similar*to*tripartite*motifCcontaining*62*
XP_544429.2* PREDICTED:*similar*to*syncoilin*
XP_544440.2* PREDICTED:*similar*to*Importin*alphaC7*subunit*(Karyopherin*alphaC6)*isoform*1*
XP_544443.2* PREDICTED:*similar*to*BrainCspecific*angiogenesis*inhibitor*2*precursor*isoform*1*
XP_544444.2* PREDICTED:*similar*to*procollagen,*type*XVI,*alpha*1*
XP_544450.2* PREDICTED:*similar*to*LysosomalCassociated*multitransmembrane*protein*(Retinoic*acidCinducible*E3*protein)*(HA1520)*
XP_544457.1* PREDICTED:*similar*to*RasCrelated*protein*RabC39A*
XP_544461.2* PREDICTED:*similar*to*SestrinC2*(Hi95)*
XP_544468.2* PREDICTED:*similar*to*AT*hook,*DNA*binding*motif,*containing*1*
XP_544469.1* PREDICTED:*similar*to*WAS*protein*family,*member*2*
XP_544473.2* PREDICTED:*similar*to*WD*and*tetratricopeptide*repeats*protein*1*
XP_544481.2* PREDICTED:*similar*to*absent*in*melanoma*1Clike*



XP_544498.2* PREDICTED:*similar*to*myomesin*family,*member*3*
XP_544499.1* PREDICTED:*similar*to*UDPCgalactoseC4Cepimerase*
XP_544500.2* PREDICTED:*similar*to*AcylCprotein*thioesterase*2*(Lysophospholipase*II)*(LPLCI)*
XP_544501.2* PREDICTED:*similar*to*elongation*factor*1Calpha*
XP_544528.2* PREDICTED:*similar*to*5Chydroxytryptamine*6*receptor*(5CHTC6)*(Serotonin*receptor*6)*
XP_544531.2* PREDICTED:*similar*to*PQ*loop*repeat*containing*2*
XP_544534.2* PREDICTED:*similar*to*kelchClike*ECHCassociated*protein*1*
XP_544563.2* PREDICTED:*similar*to*Tumor*necrosis*factor*receptor*superfamily*member*8*precursor*(CD30L*receptor)*(Lymphocyte*activation*antigen*CD30)*(KIC1*antigen)*
XP_544568.2* PREDICTED:*similar*to*Mitotic*spindle*assembly*checkpoint*protein*MAD2B*(MAD2Clike*2)*
XP_544573.2* PREDICTED:*similar*to*Probable*transcription*factor*CST*(CastorCrelated*protein)*
XP_544594.2* PREDICTED:*similar*to*nuclear*protein*in*testis*
XP_544602.2* PREDICTED:*similar*to*connexinC36*
XP_544610.2* PREDICTED:*similar*to*thrombospondin*1*precursor*
XP_544614.2* PREDICTED:*similar*to*Serine/threonineCprotein*kinase*PAK*6*(p21Cactivated*kinase*6)*(PAKC6)*(PAKC5)*
XP_544615.2* PREDICTED:*similar*to*1CphosphatidylinositolC4,5Cbisphosphate*phosphodiesterase*beta*2*(Phosphoinositide*phospholipase*C)*(PLCCbetaC2)*(Phospholipase*CCbetaC2)*
XP_544616.2* PREDICTED:*similar*to*F32B6.11*
XP_544618.2* PREDICTED:*similar*to*dispatched*B*
XP_544619.2* *PREDICTED:*similar*to*bromo*adjacent*homology*domain*containing*1*
XP_544622.2* PREDICTED:*similar*to*GTP*cyclohydrolase*I*feedback*regulator*
XP_544623.1* PREDICTED:*similar*to*Zinc*finger*FYVE*domain*containing*protein*19*(MLL*partner*containing*FYVE*domain)*
XP_544625.2* PREDICTED:*similar*to*hepatocyte*growth*factor*activator*inhibitor*1*isoform*2*precursor*
XP_544630.2* PREDICTED:*similar*to*Paf1/RNA*polymerase*II*complex*component*isoform*1*
XP_544635.2* PREDICTED:*similar*to*mitogenCactivated*protein*kinase*binding*protein*1Clike*
XP_544637.2* PREDICTED:*similar*to*Spectrin*beta*chain,*brain*4*(Spectrin,*nonCerythroid*beta*chain*4)*(BetaCV*spectrin)*(BSPECV)*
XP_544641.2* PREDICTED:*similar*to*Neutral*alphaCglucosidase*C*
XP_544643.2* PREDICTED:*similar*to*StARCrelated*lipid*transfer*protein*9*(StARD9)*(START*domainCcontaining*protein*9)*
XP_544644.2* PREDICTED:*similar*to*tau*tubulin*kinase*1*isoform*1*
XP_544645.2* PREDICTED:*similar*to*ubiquitin*protein*ligase*E3*component*nCrecognin*1*
XP_544648.1* *PREDICTED:*similar*to*leucine*carboxyl*methyltransferase*2*
XP_544657.2* PREDICTED:*similar*to*CG13531CPB*
XP_544663.2* PREDICTED:*similar*to*Glycine*amidinotransferase,*mitochondrial*precursor*(LCarginine:glycine*amidinotransferase)*(Transamidinase)*(AT)*
XP_544671.2* PREDICTED:*similar*to*raiClike*protein*
XP_544673.2* PREDICTED:*similar*to*NCacetylgalactosamine*kinase*(GalNAc*kinase)*(Galactokinase*2)*isoform*1*
XP_544687.2* PREDICTED:*similar*to*TGFCbeta*resistanceCassociated*protein*
XP_544689.2* PREDICTED:*similar*to*uncC13*homolog*C*isoform*3*
XP_544699.2* PREDICTED:*similar*to*cingulinClike*1*



XP_544705.2* PREDICTED:*similar*to*BCL2/adenovirus*E1B*19kD*interacting*protein*2*
XP_544713.2* PREDICTED:*similar*to*lactamase,*beta*
XP_544717.2* PREDICTED:*similar*to*guanine*nucleotide*exchange*factor*p532*isoform*1*
XP_544723.2* PREDICTED:*similar*to*ankyrin*3,*epithelial*isoform*b*
XP_544729.2* PREDICTED:*similar*to*DDM36*
XP_544736.2* PREDICTED:*similar*to*likely*ortholog*of*mouse*klotho*lactaseCphlorizin*hydrolase*related*protein*
XP_544737.2* PREDICTED:*similar*to*Mothers*against*decapentaplegic*homolog*6*(SMAD*6)*(Mothers*against*DPP*homolog*6)*(Smad6)*(hSMAD6)*
XP_544740.2* PREDICTED:*hypothetical*protein*XP_544740*
XP_544749.2* PREDICTED:*similar*to*TransducinClike*enhancer*protein*3*(ESG3)*
XP_544753.2* PREDICTED:*similar*to*CG6232CPA*
XP_544755.2* PREDICTED:*similar*to*myosin*IXA*
XP_544760.2* PREDICTED:*similar*to*Neogenin*precursor*
XP_544771.2* PREDICTED:*similar*to*AT*rich*interactive*domain*3B*(BRIGHTC*like)*protein*isoform*2*
XP_544781.1* PREDICTED:*similar*to*U3*small*nucleolar*ribonucleoprotein*protein*IMP3*(U3*snoRNP*protein*IMP3)*(BRMS2)*
XP_544783.2* PREDICTED:*similar*to*melanomaCassociated*chondroitin*sulfate*proteoglycan*4*
XP_544787.2* PREDICTED:*hypothetical*protein*XP_544787*
XP_544791.2* PREDICTED:*similar*to*Insulin*gene*enhancer*protein*ISLC2*(IsletC2)*
XP_544794.2* PREDICTED:*hypothetical*protein*XP_544794*
XP_544799.2* PREDICTED:*similar*to*chromatin*modifying*protein*2B*
XP_544814.2* PREDICTED:*similar*to*roundabout*1*isoform*a*
XP_544824.2* PREDICTED:*similar*to*Enteropeptidase*precursor*(Enterokinase)*
XP_544833.2* PREDICTED:*similar*to*mitochondrial*ribosomal*protein*L39*isoform*a*
XP_544835.2* PREDICTED:*similar*to*H3*histone,*family*3B*
XP_544842.1* PREDICTED:*similar*to*BTB*and*CNC*homology*1*isoform*a*
XP_544855.2* *PREDICTED:*similar*to*TClymphoma*invasion*and*metastasis*inducing*protein*1*(TIAM1*protein)*isoform*1*
XP_544857.2* PREDICTED:*similar*to*hormonally*upregulated*NeuCassociated*kinase*
XP_544859.2* PREDICTED:*similar*to*Nucleolar*preribosomalCassociated*protein*1*
XP_544861.2* PREDICTED:*similar*to*InterferonCalpha/beta*receptor*beta*chain*precursor*(IFNCalphaCREC)*(Type*I*interferon*receptor)*(IFNCR)*(Interferon*alpha/beta*receptorC2)*
XP_544871.2* PREDICTED:*similar*to*runtCrelated*transcription*factor*1*isoform*b*isoform*1*
XP_544873.2* PREDICTED:*similar*to*carbonyl*reductase*3*
XP_544874.2* PREDICTED:*similar*to*padC1Clike*
XP_544889.2* *PREDICTED:*similar*to*bromodomain*and*WD*repeat*domain*containing*1*isoform*A*
XP_544899.2* PREDICTED:*hypothetical*protein*XP_544899*
XP_544900.1* PREDICTED:*similar*to*zinc*finger*protein*295*isoform*1*
XP_544901.2* PREDICTED:*similar*to*uromodulinClike*1*
XP_544904.2* PREDICTED:*similar*to*ubiquitin*associated*and*SH3*domain*containing,*A*short*form*



XP_544905.2* PREDICTED:*similar*to*solute*carrier*family*37*member*1*
XP_544921.2* PREDICTED:*similar*to*Autoimmune*regulator*(Autoimmune*polyendocrinopathy*candidiasis*ectodermal*dystrophy*protein)*(APECED*protein)*
XP_544922.2* PREDICTED:*similar*to*6Cphosphofructokinase,*liver*type*(Phosphofructokinase*1)*(Phosphohexokinase)*(PhosphofructoC1Ckinase*isozyme*B)*(PFKCB)*
XP_544943.2* PREDICTED:*similar*to*anthrax*toxin*receptor*2*
XP_544944.2* PREDICTED:*similar*to*LClactate*dehydrogenase*B*chain*(LDHCB)*(LDH*heart*subunit)*(LDHCH)*
XP_544956.2* PREDICTED:*similar*to*THAP*domain*containing*9*
XP_544960.2* PREDICTED:*similar*to*NK6*transcription*factor*related,*locus*1*isoform*1*
XP_544963.2* PREDICTED:*similar*to*WD*repeat*and*FYVE*domain*containing*3*isoform*1*isoform*1*
XP_544970.2* PREDICTED:*similar*to*dehydrogenase/reductase*(SDR*family)*member*8*
XP_544971.2* PREDICTED:*similar*to*dentin*sialophosphoprotein*preproprotein*
XP_544980.2* PREDICTED:*similar*to*multimerin*1*isoform*2*
XP_544984.2* PREDICTED:*similar*to*CG6597CPA,*isoform*A*
XP_544989.2* PREDICTED:*hypothetical*protein*XP_544989*
XP_544990.2* PREDICTED:*similar*to*Rap1*GTPaseCGDP*dissociation*stimulator*1*(SMG*P21*stimulatory*GDP/GTP*exchange*protein)*(SMG*GDS*protein)*(Exchange*factor*smgGDS)*isoform*1*
XP_544992.2* PREDICTED:*similar*to*Eukaryotic*translation*initiation*factor*4E*(eIF4E)*(eIFC4E)*(mRNA*capCbinding*protein)*(eIFC4F*25*kDa*subunit)*isoform*1*
XP_544996.2* PREDICTED:*hypothetical*protein*XP_544996*
XP_545005.2* PREDICTED:*similar*to*BetaCmannosidase*precursor*(Mannanase)*(Mannase)*
XP_545015.2* PREDICTED:*similar*to*CG4041CPA*isoform*1*
XP_545030.2* PREDICTED:*similar*to*prematurely*terminated*mRNA*decay*factorClike*

XP_545033.2*
PREDICTED:*similar*to*2Chydroxyacylsphingosine*1CbetaCgalactosyltransferase*precursor*(UDPCgalactoseCceramide*galactosyltransferase)*(Ceramide*UDPC
galactosyltransferase)*(Cerebroside*synthase)*

XP_545043.2* PREDICTED:*similar*to*CG7818CPA*
XP_545064.2* PREDICTED:*similar*to*olfactory*receptor*198*
XP_545077.2* PREDICTED:*similar*to*SentrinCspecific*protease*7*(Sentrin/SUMOCspecific*protease*SENP7)*(SUMOC1*specific*protease*2)*
XP_545095.2* PREDICTED:*similar*to*Transmembrane*protease,*serine*7*precursor*
XP_545101.2* PREDICTED:*similar*to*brother*of*CDO*
XP_545102.2* PREDICTED:*similar*to*T19D12.1*
XP_545106.2* PREDICTED:*similar*to*D(3)*dopamine*receptor*
XP_545112.2* PREDICTED:*hypothetical*protein*XP_545112*
XP_545115.2* PREDICTED:*similar*to*x*010*protein*
XP_545122.2* PREDICTED:*similar*to*G*proteinCcoupled*receptor*156*
XP_545130.2* PREDICTED:*similar*to*Cystatin*A*(Stefin*A)*(Cystatin*AS)*
XP_545138.2* PREDICTED:*similar*to*HEG*homolog*1*
XP_545155.2* PREDICTED:*similar*to*leucine*rich*repeat*containing*33*
XP_545158.2* PREDICTED:*similar*to*Melanotransferrin*precursor*(MelanomaCassociated*antigen*p97)*(CD228*antigen)*
XP_545164.2* PREDICTED:*similar*to*leucine*rich*repeat*containing*15*



XP_545165.2*
PREDICTED:*similar*to*Carboxypeptidase*N*subunit*2*precursor*(Carboxypeptidase*N*polypeptide*2)*(Carboxypeptidase*N*83*kDa*chain)*(Carboxypeptidase*N*regulatory*
subunit)*(Carboxypeptidase*N*large*subunit)*

XP_545166.2* PREDICTED:*similar*to*XPACbinding*protein*2*(HCNP*protein)*
XP_545171.2* PREDICTED:*similar*to*catenin*(cadherinCassociated*protein),*delta*2*(neural*plakophilinCrelated*armCrepeat*protein)*
XP_545177.2* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*1*isoform*1*
XP_545182.2* PREDICTED:*similar*to*mucin*17*
XP_545184.2* PREDICTED:*similar*to*ADAMTSC16*precursor*(A*disintegrin*and*metalloproteinase*with*thrombospondin*motifs*16)*(ADAMCTS*16)*(ADAMCTS16)*
XP_545189.2* PREDICTED:*similar*to*CG32699CPA*
XP_545193.2* PREDICTED:*similar*to*Solute*carrier*family*12,*member*7*(Electroneutral*potassiumCchloride*cotransporter*4)*(KCCl*cotransporter*4)*
XP_545194.2* PREDICTED:*similar*to*naked*cuticle*homolog*2*
XP_545208.2* PREDICTED:*similar*to*phosphoinositideC3Ckinase,*catalytic,*alpha*polypeptide*
XP_545211.1* PREDICTED:*similar*to*guanine*nucleotideCbinding*protein,*betaC4*subunit*
XP_545212.2* PREDICTED:*similar*to*PEX5Crelated*protein*(Peroxin*5Crelated*protein)*(Pex5Rp)*(PEX2Crelated*protein)*isoform*1*
XP_545223.2* PREDICTED:*similar*to*YEATS*domain*containing*2*
XP_545224.2* PREDICTED:*similar*to*presenilin*associated,*rhomboidClike*isoform*2*
XP_545225.2* PREDICTED:*similar*to*5Chydroxytryptamine*receptor*3*subunit*C*
XP_545232.2* *PREDICTED:*similar*to*ephrin*receptor*EphB3*precursor*
XP_545236.2* PREDICTED:*similar*to*lipase,*member*H*precursor*
XP_545239.2* PREDICTED:*similar*to*Diacylglycerol*kinase,*gamma*(Diglyceride*kinase)*(DGKCgamma)*(DAG*kinase*gamma)*
XP_545242.2* PREDICTED:*similar*to*eukaryotic*translation*initiation*factor*4A2*isoform*2*
XP_545245.2* PREDICTED:*similar*to*mannanCbinding*lectin*serine*protease*1*isoform*2*precursor*isoform*1*
XP_545250.2* PREDICTED:*similar*to*InterleukinC1*receptor*accessory*protein*precursor*(ILC1*receptor*accessory*protein)*(ILC1RAcP)*
XP_545252.2* *PREDICTED:*similar*to*ATPase*type*13A5*
XP_545265.2* PREDICTED:*similar*to*SucraseCisomaltase,*intestinal*
XP_545268.2* PREDICTED:*similar*to*WD*repeat*domain*49*
XP_545271.2* PREDICTED:*similar*to*EGFClikeCdomain,*multiple*3*
XP_545272.2* PREDICTED:*similar*to*ecotropic*viral*integration*site*1*
XP_545284.2* PREDICTED:*similar*to*claudin*11*
XP_545290.2* PREDICTED:*similar*to*TRAF2*and*NCK*interacting*kinase*isoform*1*
XP_545291.2* PREDICTED:*similar*to*Phospholipase*D1*(PLD*1)*(Choline*phosphatase*1)*(PhosphatidylcholineChydrolyzing*phospholipase*D1)*(hPLD1)*isoform*1*
XP_545293.2* PREDICTED:*similar*to*fibronectin*type*III*domain*containing*3B*isoform*1*
XP_545299.2* PREDICTED:*similar*to*nuclear*receptor*coCrepressor/HDAC3*complex*subunit*isoform*1*
XP_545302.2* PREDICTED:*similar*to*calciumCactivated*potassium*channel*beta*2*subunit*
XP_545317.2* PREDICTED:*similar*to*receptor*(TNFRSF)Cinteracting*serineCthreonine*kinase*1*
XP_545328.2* PREDICTED:*similar*to*ras*responsive*element*binding*protein*1*isoform*1*
XP_545329.2* PREDICTED:*similar*to*desmoplakin*isoform*II*



XP_545339.2* PREDICTED:*similar*to*ChorionCspecific*transcription*factor*GCMb*(Glial*cells*missing*homolog*2)*(GCM*motif*protein*2)*(hGCMb)*
XP_545342.2* PREDICTED:*similar*to*neural*precursor*cell*expressed,*developmentally*downCregulated*9*isoform*1*

XP_545343.2*
PREDICTED:*similar*to*Zinc*finger*protein*40*(Human*immunodeficiency*virus*type*I*enhancerCbinding*protein*1)*(HIVCEP1)*(Major*histocompatibility*complex*binding*protein*
1)*(MBPC1)*(Positive*regulatory*domain*II*binding*factor*1)*(PRDIICBF1)*

XP_545352.2* PREDICTED:*similar*to*Ubiquitin*ligase*MYLIP*(Myosin*regulatory*light*chain*interacting*protein)*(MIR)*
XP_545369.2* PREDICTED:*similar*to*C27H2.3*
XP_545370.2* PREDICTED:*similar*to*cytidine*monophosphoCNCacetylneuraminic*acid*hydroxylase*
XP_545371.2* PREDICTED:*similar*to*leucine*rich*repeat*containing*16*
XP_545386.2* PREDICTED:*similar*to*Histone*H1.2*(H1d)*
XP_545397.2* PREDICTED:*similar*to*histone*1,*H2ai*(predicted)*
XP_545452.2* PREDICTED:*similar*to*ATP*synthase,*H+*transporting,*mitochondrial*F0*complex,*subunit*c,*isoform*1*
XP_545456.2* PREDICTED:*similar*to*zinc*finger*protein*505*isoform*a*
XP_545462.2* PREDICTED:*similar*to*GammaCaminobutyric*acid*type*B*receptor,*subunit*1*precursor*(GABACB*receptor*1)*(GABACBCR1)*(Gb1)*
XP_545465.2* PREDICTED:*similar*to*zinc*ribbon*domain*containing,*1*
XP_545469.2* PREDICTED:*similar*to*Tripartite*motif*protein*26*(Zinc*finger*protein*173)*(Acid*finger*protein)*(AFP)*(RING*finger*protein*95)*
XP_545481.2* PREDICTED:*similar*to*UDPCNCacetylCalphaCDCgalactosamine:polypeptide*NCacetylgalactosaminyltransferase*5*(GalNAcCT5)*
XP_545488.2* PREDICTED:*similar*to*Lymphocyte*antigen*75*precursor*(DECC205)*(CD205*antigen)*(gp200CMR6)*
XP_545490.2* PREDICTED:*similar*to*Integrin*betaC6*precursor*isoform*1*

XP_545503.2*
PREDICTED:*similar*to*Sodium*channel*protein*type*IX*alpha*subunit*(VoltageCgated*sodium*channel*alpha*subunit*Nav1.7)*(Neuroendocrine*sodium*channel)*(hNECNa)*
(Peripheral*sodium*channel*1)*isoform*1*

XP_545509.2* PREDICTED:*similar*to*longevity*assurance*homolog*6*
XP_545531.2* PREDICTED:*similar*to*WiskottCAldrich*syndrome*protein*interacting*protein*
XP_545535.1* PREDICTED:*similar*to*homeo*box*D12*
XP_545537.2* PREDICTED:*similar*to*homeo*box*D10*
XP_545543.1* PREDICTED:*similar*to*Alkyldihydroxyacetonephosphate*synthase,*peroxisomal*precursor*(AlkylCDHAP*synthase)*(AlkylglyceroneCphosphate*synthase)*
XP_545544.2* PREDICTED:*similar*to*phosphodiesterase*11A*
XP_545551.2* PREDICTED:*similar*to*Integrin*alphaC4*precursor*(Integrin*alphaCIV)*(VLAC4)*(CD49d)*
XP_545566.2* PREDICTED:*similar*to*armadillo*repeat*containing*4*
XP_545570.2* PREDICTED:*similar*to*Glutaminase,*kidney*isoform,*mitochondrial*precursor*(GLS)*(LCglutamine*amidohydrolase)*(KCglutaminase)*isoform*1*
XP_545572.2* PREDICTED:*similar*to*serum*deprivation*response*protein*
XP_545574.2* PREDICTED:*similar*to*axonemal*dynein*heavy*chain*7*

XP_545581.2*
PREDICTED:*similar*to*GlucoseC6Cphosphate*isomerase*(GPI)*(Phosphoglucose*isomerase)*(PGI)*(Phosphohexose*isomerase)*(PHI)*(Neuroleukin)*(NLK)*(Sperm*antigenC36)*(SAC
36)*

XP_545583.2* PREDICTED:*similar*to*CG31122CPA*
XP_545585.2* PREDICTED:*similar*to*potassium*channel*tetramerisation*domain*containing*18*
XP_545595.2* PREDICTED:*similar*to*amyotrophic*lateral*sclerosis*2*(juvenile)*chromosome*region,*candidate*12*
XP_545596.2* PREDICTED:*similar*to*Amyotrophic*lateral*sclerosis*2*chromosomal*region*candidate*gene*protein*3*isoform*1*



XP_545600.2* PREDICTED:*similar*to*Ica69Crelated*protein*isoform*1*
XP_545603.2* PREDICTED:*similar*to*neurobeachinClike*1*
XP_545611.2* PREDICTED:*hypothetical*protein*XP_545611*
XP_545625.2* PREDICTED:*similar*to*microtubuleCassociated*protein*2*isoform*3*isoform*1*
XP_545626.2* PREDICTED:*similar*to*CG18437CPA*
XP_545629.2* PREDICTED:*similar*to*Receptor*tyrosineCprotein*kinase*erbBC4*precursor*(p180erbB4)*(Tyrosine*kinaseCtype*cell*surface*receptor*HER4)*
XP_545631.2* PREDICTED:*similar*to*Zinc*finger*protein*Helios*isoform*1*
XP_545639.2* PREDICTED:*similar*to*Tensin*
XP_545643.2* PREDICTED:*similar*to*ubiquitin*specific*protease*37*isoform*1*
XP_545644.2* PREDICTED:*similar*to*Zinc*finger*protein*142*(HA4654)*
XP_545652.2* PREDICTED:*hypothetical*protein*XP_545652*
XP_545658.2* PREDICTED:*similar*to*chondroitin*polymerizing*factor*
XP_545659.2* PREDICTED:*similar*to*obscurin,*cytoskeletal*calmodulin*and*titinCinteracting*RhoGEF*
XP_545661.2* PREDICTED:*similar*to*serine/threonine*kinase*11*interacting*protein*
XP_545670.2* *PREDICTED:*similar*to*WD*repeat*and*FYVE*domain*containing*1*
XP_545672.2* PREDICTED:*hypothetical*protein*XP_545672*
XP_545680.2* PREDICTED:*similar*to*protein*phosphatase*1,*regulatory*subunit*15B*
XP_545686.2* PREDICTED:*similar*to*transmembrane*and*coiledCcoil*domains*2*
XP_545695.2* *PREDICTED:*similar*to*Vasopressin*V1b*receptor*(V1bR)*(AVPR*V1b)*(Vasopressin*V3*receptor)*(AVPR*V3)*(Antidiuretic*hormone*receptor*1b)*
XP_545702.2* PREDICTED:*similar*to*Regulator*of*GCprotein*signaling*1*(RGS1)*(Early*response*protein*1R20)*(BCcell*activation*protein*BL34)*isoform*1*
XP_545710.2* PREDICTED:*similar*to*usherin*isoform*B*
XP_545718.2* PREDICTED:*similar*to*MOCO*sulphurase*CCterminal*domain*containing*1*
XP_545720.2* PREDICTED:*similar*to*ubiquitin*specific*protease*6*
XP_545721.2* PREDICTED:*similar*to*dispatched*A*
XP_545733.2* *PREDICTED:*similar*to*Spectrin*alpha*chain,*erythrocyte*(Erythroid*alphaCspectrin)*
XP_545738.2* PREDICTED:*similar*to*olfactory*receptor*433*
XP_545739.2* PREDICTED:*similar*to*myeloid*cell*nuclear*differentiation*antigen*
XP_545749.2* PREDICTED:*similar*to*coxsackie*virus*and*adenovirus*receptor*
XP_545751.2* PREDICTED:*similar*to*immunoglobulin*superfamily,*member*9*

XP_545752.2*
PREDICTED:*similar*to*ATPCsensitive*inward*rectifier*potassium*channel*10*(Potassium*channel,*inwardly*rectifying,*subfamily*J,*member*10)*(Inward*rectifier*K(+)*channel*
Kir4.1)*

XP_545753.2* PREDICTED:*similar*to*Sodium/potassiumCtransporting*ATPase*alphaC2*chain*precursor*(Sodium*pump*2)*(Na+/K+*ATPase*2)*isoform*1*
XP_545754.2* PREDICTED:*similar*to*Sodium/potassiumCtransporting*ATPase*alphaC4*chain*(Sodium*pump*4)*(Na+/K+*ATPase*4)*
XP_545758.2* PREDICTED:*similar*to*CD84*antigen*(leukocyte*antigen)*
XP_545764.2* PREDICTED:*similar*to*Rho*GTPase*activating*protein*30*isoform*1*
XP_545766.2* *PREDICTED:*similar*to*death*effector*domainCcontaining*protein*isoform*1*



XP_545775.2* PREDICTED:*similar*to*Fc*receptorClike*and*mucinClike*1*
XP_545777.2* PREDICTED:*similar*to*activating*transcription*factor*6*
XP_545786.2* PREDICTED:*similar*to*PreCBCcell*leukemia*transcription*factorC1*(Homeobox*protein*PBX1)*isoform*3*
XP_545788.2* PREDICTED:*similar*to*leucine*rich*repeat*containing*52*
XP_545793.2* PREDICTED:*similar*to*olfactory*receptor*Olr880*
XP_545816.2* PREDICTED:*similar*to*transient*receptor*potential*cation*channel,*subfamily*M,*member*1*
XP_545823.2* PREDICTED:*similar*to*leucineCrich*repeat*kinase*1*
XP_545837.2* PREDICTED:*similar*to*Repulsive*guidance*molecule*A*precursor*(RGM*domain*family*member*A)*
XP_545842.1* PREDICTED:*similar*to*NADH*dehydrogenase*(ubiquinone)*1*alpha*subcomplex,*2,*8kDa*
XP_545843.1* PREDICTED:*similar*to*BTB/POZ*KELCH*domain*protein*
XP_545848.2* PREDICTED:*similar*to*Lactadherin*precursor*(Milk*fat*globuleCEGF*factor*8)*(MFGCE8)*(OCacetyl*GD3*ganglioside*synthase)*(AGS)*(MFGM)*
XP_545849.2* PREDICTED:*similar*to*CG13745CPA*
XP_545852.2* PREDICTED:*similar*to*kinesin*family*member*7*
XP_545859.2* PREDICTED:*similar*to*Semaphorin*4B*precursor*
XP_545861.2* PREDICTED:*similar*to*smooth*muscle*cell*associated*proteinC1*isoform*1*
XP_545865.2* PREDICTED:*similar*to*transducer*of*regulated*CREB*protein*3*
XP_545867.2* PREDICTED:*similar*to*zinc*finger*protein*29*isoform*1*
XP_545869.2* PREDICTED:*similar*to*Zinc*finger*protein*592*
XP_545874.2* PREDICTED:*similar*to*Zinc*finger*protein*basonuclin*1*
XP_545876.2* PREDICTED:*similar*to*CG30069CPA*
XP_545877.2* PREDICTED:*similar*to*ring*finger*and*KH*domain*containing*3*
XP_545884.2* PREDICTED:*similar*to*KIAA1199*
XP_545892.2* PREDICTED:*similar*to*Ras*proteinCspecific*guanine*nucleotideCreleasing*factor*1*isoform*1*
XP_545897.2* PREDICTED:*similar*to*EpididymisCspecific*alphaCmannosidase*precursor*(Mannosidase*alpha*class*2B*member*2),*partial*
XP_545911.2* PREDICTED:*similar*to*AlphaC2C*adrenergic*receptor*(AlphaC2C*adrenoceptor)*(AlphaC2C*adrenoreceptor)*(Subtype*C4)*
XP_545913.2* PREDICTED:*similar*to*tetracycline*transporterClike*protein*
XP_545922.2* PREDICTED:*similar*to*polymerase*(DNA*directed)*nu*
XP_545925.2* PREDICTED:*similar*to*Leucine*zipperCEFChand*containing*transmembrane*protein*1,*mitochondrial*precursor*
XP_545926.2* PREDICTED:*similar*to*Fibroblast*growth*factor*receptor*3*precursor*(FGFRC3)*
XP_545930.2* *PREDICTED:*similar*to*ZK742.2*
XP_545933.2* PREDICTED:*similar*to*CG7218CPA*
XP_545940.2* PREDICTED:*similar*to*bagpipe*homeobox*1*
XP_545942.2* PREDICTED:*similar*to*D(1B)*dopamine*receptor*(D(5)*dopamine*receptor)*(D1beta*dopamine*receptor)*
XP_545955.2* PREDICTED:*similar*to*T05C3.2*
XP_545957.2* PREDICTED:*hypothetical*protein*XP_545957*
XP_545958.2* PREDICTED:*similar*to*centaurin*delta*1*isoform*a*



XP_545961.2* PREDICTED:*similar*to*protocadherin*7*isoform*a*precursor*
XP_545968.2* PREDICTED:*similar*to*solute*carrier*family*34*(sodium*phosphate),*member*2*
XP_545969.2* PREDICTED:*similar*to*tensin*like*C1*domain*containing*phosphatase*isoform*1*
XP_545972.2* PREDICTED:*similar*to*CG14868CPA*
XP_545977.2* PREDICTED:*similar*to*Probable*GCprotein*coupled*receptor*125*precursor*
XP_545983.2* PREDICTED:*alphaCLCiduronidase*
XP_545984.2* *PREDICTED:*similar*to*solute*carrier*family*26,*member*1*isoform*a*
XP_545992.2* PREDICTED:*similar*to*WD*repeat*domain*36*
XP_545998.2* PREDICTED:*similar*to*nudix*Ctype*motif*12*
XP_545999.2* PREDICTED:*similar*to*CG31772CPA*
XP_546000.2* PREDICTED:*similar*to*CG14616CPD,*isoform*D*
XP_546001.2* PREDICTED:*hypothetical*protein*XP_546001*
XP_546008.2* PREDICTED:*similar*to*chromodomain*helicase*DNA*binding*protein*1*isoform*1*
XP_546014.2* PREDICTED:*similar*to*leukocyteCderived*arginine*aminopeptidase*
XP_546039.2* PREDICTED:*similar*to*chondroitin*sulfate*proteoglycan*2*(versican)*
XP_546047.2* PREDICTED:*similar*to*ThrombospondinC4*precursor*
XP_546052.2* PREDICTED:*similar*to*Dimethylglycine*dehydrogenase,*mitochondrial*precursor*(ME2GLYDH)*
XP_546055.2* PREDICTED:*similar*to*Homeobox*protein*orthopedia*
XP_546074.2* PREDICTED:*similar*to*endoplasmic*reticulum*oxidoreductin*1CLbeta*
XP_546076.2* PREDICTED:*similar*to*Nidogen*precursor*(Entactin)*isoform*1*
XP_546085.2* PREDICTED:*similar*to*pecanexClike*2*isoform*2*
XP_546087.2* PREDICTED:*similar*to*signalCinduced*proliferationCassociated*1*like*2*(predicted)*
XP_546088.2* PREDICTED:*similar*to*Disrupted*in*schizophrenia*1*protein*
XP_546091.2* PREDICTED:*similar*to*exocyst*complex*84CkDa*subunit*
XP_546096.2* PREDICTED:*similar*to*Conserved*oligomeric*Golgi*complex*component*2*(Low*density*lipoprotein*receptor*defect*CCcomplementing*protein)*
XP_546100.2* PREDICTED:*similar*to*TAF5Clike*RNA*polymerase*II*p300/CBPCassociated*factorCassociated*factor*65*kDa*subunit*5L*(PCAF*associated*factor*65*beta)*(PAF65Cbeta)*
XP_546107.2* PREDICTED:*similar*to*Transcription*factor*A,*mitochondrial*precursor*(mtTFA)*(Mitochondrial*transcription*factor*1)*(MtTF1)*(Transcription*factor*6Clike*2)*
XP_546111.2* PREDICTED:*similar*to*coiledCcoil*domain*containing*6*
XP_546129.2* PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*A1*(HelixCdestabilizing*protein)*(SingleCstrand*binding*protein)*(hnRNP*core*protein*A1)*(HDP)*
XP_546133.2* PREDICTED:*similar*to*DNA2Clike*homolog*(DNA*replication*helicaseClike*homolog)*
XP_546137.2* PREDICTED:*similar*to*hexokinase*domain*containing*1*
XP_546140.1* PREDICTED:*similar*to*neurogenin*3*
XP_546145.2* PREDICTED:*similar*to*Eukaryotic*translation*initiation*factor*4E*binding*protein*2*(4ECBP2)*(eIF4ECbinding*protein*2)*
XP_546149.2* PREDICTED:*similar*to*a*disintegrinClike*and*metalloprotease*(reprolysin*type)*with*thrombospondin*type*1*motif,*14*isoform*2*preproprotein*
XP_546160.2* PREDICTED:*similar*to*CG18769CPB,*isoform*B*
XP_546163.2* PREDICTED:*similar*to*Group*XIIB*secretory*phospholipase*A2Clike*protein*precursor*(Group*XIII*secretory*phospholipase*A2Clike*protein)*(GXIII*sPLA2Clike)*(GXIIB)*



XP_546166.2* PREDICTED:*similar*to*Synaptopodin*2Clike*protein*

XP_546167.2*
PREDICTED:*similar*to*Heparin*sulfate*NCdeacetylase/NCsulfotransferase*(NCHSST)*(NCheparin*sulfate*sulfotransferase)*(Glucosaminyl*NCdeacetylase/NCsulfotransferase)*
isoform*1*

XP_546175.2* PREDICTED:*similar*to*catecholCOCmethyltransferase*domain*containing*1*
XP_546176.2* PREDICTED:*similar*to*zinc*finger*protein*503*
XP_546184.2* PREDICTED:*similar*to*pulmonary*surfactantCassociated*protein*D*precursor*isoform*1*
XP_546189.2* PREDICTED:*similar*to*leucine*rich*repeat*containing*22*
XP_546198.2* PREDICTED:*similar*to*G*proteinCregulated*inducer*of*neurite*outgrowth*1*
XP_546200.2* PREDICTED:*similar*to*zinc*finger*protein*488*
XP_546203.2* PREDICTED:*similar*to*docking*protein*3*
XP_546208.1* PREDICTED:*similar*to*regulator*of*GCprotein*signalling*14*isoform*1*
XP_546216.2* PREDICTED:*similar*to*G*proteinCregulated*inducer*of*neurite*outgrowth*1*
XP_546221.2* PREDICTED:*similar*to*ADPCribosylation*factorClike*10*
XP_546222.2* PREDICTED:*hypothetical*protein*XP_546222*
XP_546226.2* PREDICTED:*similar*to*SideroflexinC1*(Tricarboxylate*carrier*protein)*(TCC)*
XP_546227.2* PREDICTED:*similar*to*D(1A)*dopamine*receptor*
XP_546239.2* PREDICTED:*similar*to*Serine/threonineCprotein*kinase*10*(LymphocyteCoriented*kinase)*
XP_546243.2* PREDICTED:*similar*to*potassium*channel*interacting*protein*1*
XP_546253.2* PREDICTED:*similar*to*odd*Oz/tenCm*homolog*2*
XP_546261.2* PREDICTED:*similar*to*gammaCaminobutyric*acid**A*receptor,*alpha*1*
XP_546266.2* *PREDICTED:*similar*to*Potential*phospholipidCtransporting*ATPase*VB*
XP_546274.2* PREDICTED:*similar*to*a*disintegrin*and*metalloproteinase*domain*19*isoform*2*preproprotein*
XP_546275.2* PREDICTED:*similar*to*non*imprinted*in*PraderCWilli/Angelman*syndrome*2*isoform*a*

XP_546282.2*
PREDICTED:*similar*to*HeartC*and*neural*crest*derivativesCexpressed*protein*1*(Extraembryonic*tissues,*heart,*autonomic*nervous*system*and*neural*crest*derivativesC
expressed*protein*1)*(eHAND)*

XP_546283.2* PREDICTED:*similar*to*GalNAc*transferase*10*isoform*a*
XP_546291.2* PREDICTED:*similar*to*solute*carrier*family*36*member*1*
XP_546292.2* PREDICTED:*similar*to*solute*carrier*family*36*(proton/amino*acid*symporter),*member*2*
XP_546294.2* PREDICTED:*hypothetical*protein*XP_546294*
XP_546301.2* PREDICTED:*similar*to*zinc*finger*protein*300*isoform*1*
XP_546313.2* PREDICTED:*similar*to*GrpE*protein*homolog*2,*mitochondrial*precursor*(MtCGrpE#2)*
XP_546317.2* PREDICTED:*similar*to*FCbox*only*protein*38*(Modulator*of*KLF7*activity*homolog)*(MoKA)*isoform*1*
XP_546320.2* PREDICTED:*similar*to*chondroitin*sulfate*proteoglycan*4*
XP_546326.2* PREDICTED:*similar*to*Integrin*alphaC2*precursor*(Platelet*membrane*glycoprotein*Ia)*(GPIa)*(Collagen*receptor)*(VLAC2*alpha*chain)*(CD49b)*
XP_546328.2* PREDICTED:*similar*to*integrin,*alpha*1*precursor*
XP_546344.2* PREDICTED:*similar*to*delangin*isoform*A*isoform*1*



XP_546346.2* PREDICTED:*similar*to*SCphase*kinaseCassociated*protein*2*isoform*1*
XP_546370.2* PREDICTED:*similar*to*tropomyosin*isoform*6*
XP_546380.2* PREDICTED:*similar*to*FCbox/LRRCrepeat*protein*7*(FCbox*and*leucineCrich*repeat*protein*7)*(FCbox*protein*FBL6/FBL7)*
XP_546390.2* PREDICTED:*similar*to*immunoglobulin*superfamily,*member*9*
XP_546398.2* PREDICTED:*similar*to*nuclear*factor*related*to*kappaB*binding*protein*
XP_546401.2* PREDICTED:*similar*to*Rho*GTPaseCactivating*protein*
XP_546424.2* PREDICTED:*similar*to*roundabout*homolog*4,*magic*roundabout*
XP_546425.2* PREDICTED:*similar*to*roundabout,*axon*guidance*receptor,*homolog*3*
XP_546428.2* PREDICTED:*similar*to*VCset*and*immunoglobulin*domain*containing*2*
XP_546432.2* PREDICTED:*similar*to*olfactory*receptor*Olr1196*
XP_546433.2* PREDICTED:*similar*to*olfactory*receptor*Olr1200*
XP_546465.2* PREDICTED:*similar*to*Olfactory*receptor*6M1*(Olfactory*receptor*OR11C271)*
XP_546475.2* PREDICTED:*similar*to*AlphaCtectorin*precursor*
XP_546480.2* PREDICTED:*similar*to*tripartite*motif*protein*TRIM29*isoform*beta*
XP_546486.2* *PREDICTED:*similar*to*melanoma*cell*adhesion*molecule*
XP_546488.2* PREDICTED:*similar*to*NOD9*protein*isoform*1*
XP_546492.2* PREDICTED:*similar*to*vacuolar*protein*sorting*11*(yeast*homolog)*isoform*1*
XP_546499.2* PREDICTED:*similar*to*pleckstrin*homologyClike*domain,*family*B,*member*1*isoform*1*
XP_546506.2* PREDICTED:*similar*to*Down*syndrome*cell*adhesion*molecule*like*1*
XP_546507.2* PREDICTED:*similar*to*golgi*autoantigen,*golgin*subfamily*a,*4*
XP_546510.2* *PREDICTED:*similar*to*Apolipoprotein*ACIV*precursor*(ApoCAIV)*(ApoACIV)*
XP_546516.2* PREDICTED:*similar*to*promyelocytic*leukemia*zinc*finger*protein*isoform*1*
XP_546524.2* PREDICTED:*similar*to*dihydrolipoamide*SCacetyltransferase*(E2*component*of*pyruvate*dehydrogenase*complex)*isoform*1*
XP_546526.2* PREDICTED:*similar*to*PhenylalanylCtRNA*synthetase,*mitochondrial*precursor*(PhenylalanineCCtRNA*ligase)*(PheRS)*
XP_546529.2* PREDICTED:*similar*to*layilin*
XP_546534.2* PREDICTED:*similar*to*zinc*finger*CCCH*type*containing*12A*
XP_546538.1* PREDICTED:*similar*to*nuclear*protein,**ataxiaCtelangiectasia*locus*
XP_546539.2* *PREDICTED:*similar*to*AcetylCCoA*acetyltransferase,*mitochondrial*precursor*(AcetoacetylCCoA*thiolase)*(T2)*
XP_546552.2* PREDICTED:*hypothetical*protein*XP_546552*
XP_546553.2* PREDICTED:*similar*to*transient*receptor*potential*cation*channel,*subfamily*C,*member*6*
XP_546554.2* *PREDICTED:*similar*to*zinc*finger,*ZZCtype*with*EF*hand*domain*1*isoform*1*
XP_546563.2* PREDICTED:*similar*to*PITPNM*family*member*3*
XP_546568.2* PREDICTED:*similar*to*complement*component*1,*q*subcomponent*binding*protein*precursor*
XP_546570.1* PREDICTED:*similar*to*zinc*finger*protein*239*(predicted)*
XP_546571.2* PREDICTED:*similar*to*kinesin*family*member*1C*
XP_546572.2* PREDICTED:*similar*to*calmodulin*binding*transcription*activator*2*



XP_546574.2* PREDICTED:*similar*to*ring*finger*protein*167*
XP_546577.2* PREDICTED:*similar*to*BCcell*CLL/lymphoma*6,*member*B*(zinc*finger*protein)*
XP_546580.2* PREDICTED:*similar*to*postsynaptic*density*protein*95*
XP_546581.2* PREDICTED:*similar*to*AcylCCoA*dehydrogenase,*veryClongCchain*specific,*mitochondrial*precursor*(VLCAD)*isoform*1*
XP_546582.2* PREDICTED:*similar*to*dishevelled*2*
XP_546587.2* PREDICTED:*similar*to*CG6451CPA*isoform*1*
XP_546598.2* PREDICTED:*similar*to*1Cbeta*dynein*
XP_546599.2* PREDICTED:*similar*to*jumonji*domain*containing*3*
XP_546605.2* PREDICTED:*similar*to*arachidonate*lipoxygenase*3*
XP_546616.2* PREDICTED:*similar*to*ubiquitin*specific*protease*43*
XP_546628.2* PREDICTED:*similar*to*myocardin*
XP_546630.2* PREDICTED:*similar*to*elaC*homolog*2*
XP_546631.2* PREDICTED:*similar*to*heparan*sulfate*DCglucosaminyl*3COCsulfotransferase*3A1*
XP_546638.2* PREDICTED:*similar*to*zinc*finger*protein*135*(clone*pHZC17)*
XP_546644.2* PREDICTED:*similar*to*uncC51Clike*kinase*2*
XP_546648.2* PREDICTED:*hypothetical*protein*XP_546648*
XP_546649.2* PREDICTED:*similar*to*zinc*finger*protein*179*
XP_546656.2* PREDICTED:*similar*to*topoisomerase*(DNA)*III*alpha*
XP_546660.2* *PREDICTED:*similar*to*retinoic*acid*induced*1*
XP_546674.2* PREDICTED:*similar*to*Adenylate*kinase*isoenzyme*4,*mitochondrial*(ATPCAMP*transphosphorylase)*
XP_546696.2* PREDICTED:*similar*to*thioesterase,*adipose*associated*isoform*BFIT2*
XP_546700.2* PREDICTED:*similar*to*leucine*rich*repeat*containing*42*isoform*1*
XP_546702.2* PREDICTED:*similar*to*Zinc*finger*protein*GLIS1*(GLICsimilar*1)*(Gli*homologous*protein*1)*(GliH1)*
XP_546704.2* PREDICTED:*similar*to*low*density*lipoprotein*receptorCrelated*protein*8*
XP_546705.1* *PREDICTED:*similar*to*Carnitine*OCpalmitoyltransferase*II,*mitochondrial*precursor*(CPT*II)*
XP_546724.1* PREDICTED:*similar*to*hairy*and*enhancer*of*split*4*
XP_546725.2* PREDICTED:*hypothetical*protein*XP_546725*
XP_546727.2* PREDICTED:*similar*to*actinfilin*
XP_546730.2* PREDICTED:*similar*to*Ski*oncogene*(CCski)*
XP_546733.2* PREDICTED:*similar*to*1CphosphatidylinositolC4,5Cbisphosphate*phosphodiesteraseClike*4*(Phosphoinositide*phospholipase*CClike*4)*(Phospholipase*CClike*4)*
XP_546737.2* PREDICTED:*similar*to*mel*transforming*oncogeneClike*1*
XP_546738.2* PREDICTED:*hypothetical*protein*XP_546738*
XP_546739.2* PREDICTED:*similar*to*EGFClikeCdomain,*multiple*3*
XP_546740.2* PREDICTED:*similar*to*tumor*protein*p73*
XP_546741.2* PREDICTED:*similar*to*CCAAT*displacement*protein*isoform*a*
XP_546743.2* PREDICTED:*similar*to*DNA*fragmentation*factor,*40*kD,*beta*polypeptide*isoform*1*



XP_546747.2* PREDICTED:*similar*to*chromodomain*helicase*DNA*binding*protein*5*
XP_546767.2* PREDICTED:*similar*to*EpithelialCcadherin*precursor*(ECcadherin)*(Uvomorulin)*(CadherinC1)*(CAM*120/80)*
XP_546771.2* PREDICTED:*similar*to*differentially*expressed*in*FDCP*8*isoform*1*
XP_546773.2* PREDICTED:*similar*to*zinc*finger*protein*276*homolog*
XP_546777.2* PREDICTED:*similar*to*Paraplegin*(Spastic*paraplegia*protein*7)*
XP_546778.2* PREDICTED:*similar*to*ankyrin*repeat*domain*11*
XP_546786.2* PREDICTED:*similar*to*Zinc*finger*protein*469*
XP_546789.2* PREDICTED:*similar*to*junctophilin*3*isoform*1*
XP_546805.2* *PREDICTED:*similar*to*amino*acid*transporter*
XP_546807.2* PREDICTED:*similar*to*pregnancyCinduced*growth*inhibitor*isoform*1*
XP_546809.2* PREDICTED:*similar*to*CadherinC13*precursor*(TruncatedCcadherin)*(TCcadherin)*(TCcad)*(HeartCcadherin)*(HCcadherin)*(P105)*
XP_546810.2* PREDICTED:*similar*to*hydroxysteroid*(17Cbeta)*dehydrogenase*2*

XP_546812.2*
PREDICTED:*similar*to*1CphosphatidylinositolC4,5Cbisphosphate*phosphodiesterase*gamma*2*(Phosphoinositide*phospholipase*C)*(PLCCgammaC2)*(Phospholipase*CCgammaC2)*
(PLCCIV)*

XP_546814.1* PREDICTED:*similar*to*gigaxonin*
XP_546816.2* PREDICTED:*similar*to*polycystin*1Clike*2*isoform*a*
XP_546824.2* PREDICTED:*similar*to*a*disintegrinClike*and*metalloprotease*(reprolysin*type)*with*thrombospondin*type*1*motif,*18*isoform*1*preproprotein*
XP_546826.2* PREDICTED:*similar*to*adenosine*deaminase,*tRNACspecific*1*
XP_546836.1* PREDICTED:*similar*to*Conserved*oligomeric*Golgi*complex*component*4*isoform*1*
XP_546845.2* PREDICTED:*similar*to*spinocerebellar*ataxia*1*homolog*
XP_546849.2* PREDICTED:*similar*to*AlphaCfetoprotein*enhancer*binding*protein*(AT*motifCbinding*factor)*(ATCbinding*transcription*factor*1)*isoform*1*
XP_546853.2* PREDICTED:*similar*to*nin*one*binding*protein*isoform*1*
XP_546854.2* PREDICTED:*similar*to*nuclear*factor*of*activated*TCcells*5*isoform*b*isoform*1*
XP_546856.2* PREDICTED:*similar*to*Telomeric*repeat*binding*factor*2*(TTAGGG*repeat*binding*factor*2)*(Telomeric*DNA*binding*protein)*isoform*1*
XP_546861.2* PREDICTED:*similar*to*T16G12.5*
XP_546874.2* PREDICTED:*similar*to*RanCbinding*protein*10*isoform*1*
XP_546876.2* PREDICTED:*similar*to*Partitioning*defectiveC6*homolog*alpha*(PARC6*alpha)*(PARC6A)*(PARC6)*(PAR6C)*(Tax*interaction*protein*40)*(TIPC40)*
XP_546877.2* PREDICTED:*similar*to*C27H2.3*
XP_546879.2* PREDICTED:*similar*to*pleckstrin*homology*domain*containing,*family*G*(with*RhoGef*domain)*member*4*
XP_546880.2* PREDICTED:*similar*to*FH1/FH2*domainsCcontaining*protein*(Formin*homolog*overexpressed*in*spleen)*(FHOS)*(Formin*homology*2*domain*containing*1)*
XP_546882.2* PREDICTED:*similar*to*FCbox*and*leucineCrich*repeat*protein*9*
XP_546884.2* PREDICTED:*similar*to*Exocyst*complex*component*Sec6*(rSec6)*
XP_546890.2* PREDICTED:*similar*to*CadherinC16*precursor*(KidneyCspecific*cadherin)*(KspCcadherin)*
XP_546896.2* PREDICTED:*similar*to*CadherinC8*precursor*isoform*1*
XP_546915.2* PREDICTED:*similar*to*cytoplasmic*linker*2*isoform*1*
XP_546921.1* PREDICTED:*similar*to*abhydrolase*domain*containing*11*isoform*1*isoform*1*



XP_546924.2* PREDICTED:*similar*to*WilliamsCBeuren*syndrome*chromosome*region*24*homolog*
XP_546927.2* PREDICTED:*similar*to*Frizzled*9*precursor*(FrizzledC9)*(FzC9)*(mFz9)*(mFz3)*
XP_546937.2* PREDICTED:*similar*to*RAS*p21*protein*activator*4*
XP_546939.2* PREDICTED:*similar*to*CCAAT*displacement*protein*isoform*a*
XP_546947.2* PREDICTED:*similar*to*solute*carrier*family*12*(potassium/chloride*transporters),*member*9*isoform*1*
XP_546949.2* PREDICTED:*similar*to*zonadhesin*isoform*3*

XP_546953.2*
PREDICTED:*similar*to*Procollagen*CCproteinase*enhancer*protein*precursor*(PCPE)*(Type*I*procollagen*COOHCterminal*proteinase*enhancer)*(Type*1*procollagen*CC
proteinase*enhancer*protein)*isoform*2*

XP_546954.2* PREDICTED:*similar*to*leucineCrich*repeats*and*calponin*homology*(CH)*domain*containing*4*
XP_546955.2* PREDICTED:*similar*to*HIVC1*RevCbinding*proteinClike*protein*
XP_546956.2* PREDICTED:*similar*to*RIKEN*cDNA*6430598A04*gene*
XP_546957.2* PREDICTED:*similar*to*bin3,*bicoidCinteracting*3*isoform*1*
XP_546958.2* PREDICTED:*similar*to*Zinc*finger*CWCtype*PWWP*domain*protein*1*homolog*
XP_546968.2* PREDICTED:*similar*to*gap*junction*protein,*epsilon*1,*29kDa*
XP_546978.2* PREDICTED:*similar*to*pentatricopeptide*repeat*domain*1*
XP_546980.2* PREDICTED:*similar*to*myosin,*heavy*polypeptide*7,*cardiac*muscle,*beta*
XP_546981.2* PREDICTED:*similar*to*karyopherin*alpha*2*(RAG*cohort*1,*importin*alpha*1)*
XP_546984.2* PREDICTED:*similar*to*Neuronal*pentraxinC2*precursor*(NP2)*(Neuronal*pentraxin*II)*(NPCII)*
XP_546991.1* PREDICTED:*similar*to*Protein*C7orf26*homolog*isoform*1*
XP_546996.2* PREDICTED:*similar*to*olfactory*receptor*Olr1768*
XP_546997.2* PREDICTED:*similar*to*Zinc*finger*protein*38*(Zinc*finger*protein*KOX25)*(Zinc*finger*protein*HF.12)*(Zinc*finger*protein*3)*(HZF3.1*protein)*
XP_547000.2* PREDICTED:*similar*to*zinc*finger*protein*469*
XP_547003.2* PREDICTED:*similar*to*Forkhead*box*protein*K1*(Myocyte*nuclear*factor)*(MNF)*
XP_547004.2* PREDICTED:*similar*to*sidekick*homolog*1*
XP_547005.2* PREDICTED:*similar*to*caspase*recruitment*domain*family,*member*11*
XP_547006.2* PREDICTED:*hypothetical*protein*XP_547006*
XP_547011.2* PREDICTED:*similar*to*CG9913CPB,*isoform*B*
XP_547012.2* PREDICTED:*similar*to*nudixCtype*motif*1*isoform*p22*
XP_547015.2* PREDICTED:*similar*to*Putative*MAP*kinaseCactivating*protein*C22orf5*
XP_547017.2* PREDICTED:*similar*to*MICALClike*2*isoform*1*

XP_547024.2*
PREDICTED:*similar*to*Integrin*alphaCL*precursor*(Leukocyte*adhesion*glycoprotein*LFAC1*alpha*chain)*(LFAC1A)*(Leukocyte*function*associated*molecule*1,*alpha*chain)*
(CD11a)*

XP_547032.2* PREDICTED:*similar*to*ring*finger*protein*40*isoform*1*isoform*1*
XP_547033.2* PREDICTED:*similar*to*zinc*finger*protein*629*
XP_547037.1* PREDICTED:*similar*to*3*betaChydroxyCdelta*5CC27Csteroid*oxidoreductase*
XP_547042.2* PREDICTED:*similar*to*zinc*finger*protein*646*



XP_547052.2* PREDICTED:*similar*to*androgen*receptor*coactivator*ARA55*
XP_547054.2* PREDICTED:*similar*to*CG10338CPA*
XP_547057.2* PREDICTED:*similar*to*CD2*antigen*(cytoplasmic*tail)*binding*protein*2*
XP_547061.2* PREDICTED:*similar*to*CG8421CPA,*isoform*A*
XP_547068.2* PREDICTED:*similar*to*TCbox*6*isoform*1*
XP_547069.2* PREDICTED:*similar*to*CoroninC1A*(CoroninClike*protein*p57)*(CoroninClike*protein*A)*(CLIPINA)*(Tryptophan*aspartateCcontaining*coat*protein)*(TACO)*isoform*1*

XP_547076.2*
PREDICTED:*similar*to*General*transcription*factor*3C*polypeptide*1*(Transcription*factor*IIICCalpha*subunit)*(TF3CCalpha)*(TFIIIC*220*kDa*subunit)*(TFIIIC220)*(TFIIIC*box*BC
binding*subunit)*isoform*1*

XP_547077.2* PREDICTED:*similar*to*InterleukinC4*receptor*alpha*chain*precursor*(ILC4RCalpha)*(CD124*antigen)*
XP_547088.2* PREDICTED:*similar*to*Protein*kinase*C,*beta*type*(PKCCbeta)*(PKCCB)*
XP_547090.2* PREDICTED:*similar*to*endoplasmic*reticulum*to*nucleus*signalling*2*
XP_547091.2* PREDICTED:*similar*to*Serine/threonineCprotein*kinase*PLK1*(PoloClike*kinase*1)*(PLKC1)*(Serine/threonineCprotein*kinase*13)*(STPK13)*
XP_547094.2* PREDICTED:*similar*to*ubiquitin*specific*protease*31*
XP_547095.2* PREDICTED:*similar*to*heparan*sulfate*DCglucosaminyl**3COCsulfotransferase*2*
XP_547101.2* PREDICTED:*similar*to*dynein,*axonemal,*heavy*polypeptide*3*
XP_547109.2* PREDICTED:*similar*to*transmembrane*channelClike*gene*family*5*(predicted)*
XP_547110.2* PREDICTED:*similar*to*Tmc7*protein*
XP_547112.2* PREDICTED:*similar*to*nodal*modulator*2*isoform*2*
XP_547113.2* PREDICTED:*similar*to*ATPCbinding*cassette,*subCfamily*C,*member*6*
XP_547119.2* PREDICTED:*similar*to*MKL/myocardinClike*protein*2*(MyocardinCrelated*transcription*factor*B)*(MRTFCB)*(Megakaryoblastic*leukemia*2)*isoform*1*
XP_547123.2* *PREDICTED:*similar*to*thioredoxin*domain*containing*11*
XP_547132.2* *PREDICTED:*similar*to*glutamate*receptor,*ionotropic,*NMDA2A*(epsilon*1)*
XP_547133.2* PREDICTED:*similar*to*Phosphomannomutase*2*(PMM*2)*
XP_547141.2* PREDICTED:*similar*to*periplakin*
XP_547148.2* PREDICTED:*similar*to*GLIS*family*zinc*finger*2*
XP_547151.2* PREDICTED:*similar*to*Adenylate*cyclase,*type*IX*(ATP*pyrophosphateClyase*9)*(Adenylyl*cyclase*9)*
XP_547160.2* PREDICTED:*similar*to*Zinc*finger*protein*263*(Zinc*finger*protein*FPM315)*
XP_547161.2* PREDICTED:*similar*to*Mediterranean*fever*protein*
XP_547168.1* PREDICTED:*similar*to*claudin*6*
XP_547170.2* PREDICTED:*similar*to*protein*kinase*Myt1*isoform*1*
XP_547172.2* PREDICTED:*similar*to*FLYWCHCtype*zinc*finger*1*isoform*a*
XP_547180.2* PREDICTED:*similar*to*Deoxyribonuclease*IClike*2*precursor*(DNase*IClike*2)*(DNase*I*homolog*protein*DHP1)*
XP_547181.2* PREDICTED:*similar*to*zinc*finger*protein*598*
XP_547188.1* PREDICTED:*similar*to*fumarylacetoacetate*hydrolase*domain*containing*1*isoform*2*
XP_547189.2* PREDICTED:*similar*to*insulinClike*growth*factor*binding*protein,*acid*labile*subunit*
XP_547196.2* PREDICTED:*hypothetical*protein*XP_547196*



XP_547200.2* PREDICTED:*similar*to*tryptase*alpha/beta*1*precursor*
XP_547216.2* PREDICTED:*similar*to*phosphatidylinositol*glycan,*class*Q*
XP_547217.2* PREDICTED:*hypothetical*protein*XP_547217*
XP_547236.2* PREDICTED:*similar*to*solute*carrier*family*6,*member*17*
XP_547239.2* PREDICTED:*similar*to*epidermal*growth*factor*receptor*pathway*substrate*8Clike*protein*3*isoform*b*
XP_547241.2* PREDICTED:*similar*to*AmphoterinCinduced*protein*1*precursor*(AlivinC2)*
XP_547247.2* PREDICTED:*similar*to*WD*repeat*domain*47*isoform*1*
XP_547252.2* PREDICTED:*similar*to*solute*carrier*family*25*member*24*isoform*1*
XP_547265.2* PREDICTED:*similar*to*stromal*cell*derived*factor*receptor*2*
XP_547272.2* PREDICTED:*similar*to*transmembrane*protein*56*
XP_547290.2* PREDICTED:*similar*to*guanylate*nucleotide*binding*protein*4*
XP_547291.2* PREDICTED:*similar*to*guanylateCbinding*protein*5*
XP_547293.2* PREDICTED:*similar*to*InterferonCinduced*guanylateCbinding*protein*1*(GTPCbinding*protein*1)*(Guanine*nucleotideCbinding*protein*1)*(HuGBPC1)*isoform*1*
XP_547299.2* PREDICTED:*similar*to*calcium*activated*chloride*channel*1*precursor*
XP_547305.2* PREDICTED:*similar*to*synapse*defective*1,*Rho*GTPase,*homolog*1*
XP_547319.2* PREDICTED:*similar*to*interferonCinduced,*hepatitis*CCassociated*microtubular*aggregat*
XP_547325.2* PREDICTED:*similar*to*adenylate*kinase*5*isoform*1*
XP_547328.2* PREDICTED:*similar*to*AcylCCoA*dehydrogenase,*mediumCchain*specific,*mitochondrial*precursor*(MCAD)*
XP_547330.2* PREDICTED:*similar*to*LIM*homeobox*8*

XP_547358.2*
PREDICTED:*similar*to*Leiomodin*1*(Leiomodin,*muscle*form)*(64*kDa*autoantigen*D1)*(64*kDa*autoantigen*1D)*(64*kDa*autoantigen*1D3)*(ThyroidCassociated*
ophthalmopathy*autoantigen)*(Smooth*muscle*leiomodin)*(SMCLmod)*

XP_547363.2* PREDICTED:*similar*to*eEF1A2*binding*protein*
XP_547366.2* PREDICTED:*similar*to*Kinesin*family*member*21B*
XP_547368.2* PREDICTED:*similar*to*calmodulin*regulated*spectrinCassociated*protein*1Clike*1*
XP_547385.2* PREDICTED:*similar*to*Fas*apoptotic*inhibitory*molecule*3*
XP_547389.2* PREDICTED:*similar*to*plexin*A2*
XP_547393.2* PREDICTED:*similar*to*Laminin*betaC3*chain*precursor*(Laminin*5*beta*3)*(Laminin*B1k*chain)*(Kalinin*B1*chain)*
XP_547394.2* PREDICTED:*similar*to*CG3735CPA*
XP_547398.2* PREDICTED:*similar*to*DKFZP434B168*protein*isoform*1*
XP_547404.2* PREDICTED:*similar*to*B0432.8*
XP_547408.2* *PREDICTED:*similar*to*ribosomal*protein*S6*kinase,*52kDa,*polypeptide*1*

XP_547425.2*
PREDICTED:*similar*to*VoltageCdependent*RCtype*calcium*channel*alphaC1E*subunit*(VoltageCgated*calcium*channel*alpha*subunit*Cav2.3)*(Calcium*channel,*L*type,*alphaC1*
polypeptide,*isoform*6)*(Brain*calcium*channel*II)*(BII)*

XP_547436.2* PREDICTED:*similar*to*CG7206CPA,*isoform*A*
XP_547438.2* PREDICTED:*similar*to*High*Incidence*of*Males*(increased*X*chromosome*loss)*family*member*(himC4)*
XP_547442.2* PREDICTED:*hypothetical*protein*XP_547442*



XP_547443.2* PREDICTED:*similar*to*Podocin*
XP_547449.2* PREDICTED:*similar*to*regucalcin*gene*promotor*region*related*protein*
XP_547455.2* PREDICTED:*similar*to*tenascin*N*
XP_547457.2* PREDICTED:*similar*to*aspartylCtRNA*synthetase*2*(mitochondrial)*
XP_547468.2* PREDICTED:*hypothetical*protein*XP_547468*
XP_547475.2* *PREDICTED:*similar*to*basic*leucine*zipper*nuclear*factor*1*
XP_547484.2* PREDICTED:*similar*to*maelstrom*homolog*isoform*1*
XP_547485.2* PREDICTED:*similar*to*liverCspecific*bHLHCZip*transcription*factor*
XP_547491.2* PREDICTED:*similar*to*exonuclease*1*isoform*b*isoform*1*
XP_547493.2* PREDICTED:*similar*to*phospholipase*D*family,*member*3*
XP_547496.2* PREDICTED:*similar*to*RACCgamma*serine/threonineCprotein*kinase*(RACCPKCgamma)*(Protein*kinase*AktC3)*(Protein*kinase*B,*gamma)*(PKB*gamma)*(STKC2)*isoform*1*
XP_547503.2* PREDICTED:*similar*to*Presenilin*2*(PSC2)*(STMC2)*(E5C1)*(AD3LP)*(AD5)*
XP_547504.2* PREDICTED:*similar*to*1DCmyoCinositolCtrisphosphate*3Ckinase*B*
XP_547511.2* PREDICTED:*similar*to*Enabled*protein*homolog*
XP_547518.2* PREDICTED:*similar*to*Apoptosis*stimulating*of*p53*protein*2*(Tumor*suppressor*p53Cbinding*protein*2)*(p53Cbinding*protein*2)*(53BP2)*(Bcl2Cbinding*protein)*(Bbp)*
XP_547523.2* PREDICTED:*similar*to*Rho*guanine*nucleotide*exchange*factor*(GEF)*11*isoform*2*
XP_547524.2* *PREDICTED:*similar*to*MEGF10*protein*
XP_547526.1* PREDICTED:*similar*to*Insulin*receptorCrelated*protein*precursor*(IRR)*(IRCrelated*receptor)*
XP_547531.2* PREDICTED:*similar*to*nestin*
XP_547533.2* PREDICTED:*similar*to*IQ*motif*containing*GTPase*activating*protein*3*
XP_547544.2* PREDICTED:*similar*to*Dingo*protein*isoform*1*
XP_547545.2* PREDICTED:*similar*to*misato*
XP_547547.2* PREDICTED:*similar*to*pyruvate*kinase,*liver*and*RBC*isoform*1*
XP_547550.2* PREDICTED:*hypothetical*protein*XP_547550*isoform*1*

XP_547559.2*
*PREDICTED:*similar*to*Zinc*finger*and*BTB*domain*containing*protein*7B*(Zinc*finger*protein*67*homolog)*(ZfpC67)*(Zinc*finger*protein*ThCPOK)*(TChelperCinducing*
POZ/KruppelClike*factor)*(KruppelCrelated*zinc*finger*protein*cKrox)*(hcKrox)*(Zinc*finger*and*BTB...*

XP_547562.2* PREDICTED:*similar*to*Pygopus*homolog*2*
XP_547569.2* PREDICTED:*similar*to*Potential*phospholipidCtransporting*ATPase*ID*(ATPase*class*I*type*8B*member*2)*
XP_547574.1* PREDICTED:*similar*to*solute*carrier*family*39*(zinc*transporter),*member*1*
XP_547575.1* PREDICTED:*similar*to*GATA*zinc*finger*domain*containing*2B*isoform*1*
XP_547577.2* PREDICTED:*similar*to*Atrial*natriuretic*peptide*receptor*A*precursor*(ANPCA)*(ANPRA)*(GCCA)*(Guanylate*cyclase)*(NPRCA)*(Atrial*natriuretic*peptide*ACtype*receptor)*
XP_547589.2* PREDICTED:*similar*to*lipoxygenase*homology*domains*1*
XP_547590.2* PREDICTED:*similar*to*arkadiaClike*2*
XP_547594.2* PREDICTED:*similar*to*SETCbinding*protein*(SEB)*
XP_547599.2* PREDICTED:*similar*to*phosphoinositideC3Ckinase,*class*3*
XP_547618.2* PREDICTED:*hypothetical*protein*XP_547618*



XP_547622.2* PREDICTED:*similar*to*DesmogleinC2*precursor*(HDGC)*
XP_547623.2* PREDICTED:*similar*to*desmocollin*1*isoform*Dsc1a*preproprotein*
XP_547629.2* PREDICTED:*similar*to*Transcription*initiation*factor*TFIID*105*kDa*subunit*(TAFIIC105)*(TAFII105)*
XP_547633.2* PREDICTED:*similar*to*zinc*finger*protein*521*isoform*1*
XP_547643.2* PREDICTED:*similar*to*mindbomb*homolog*1*
XP_547657.2* PREDICTED:*similar*to*SMC*hinge*domain*containing*1*
XP_547667.2* PREDICTED:*similar*to*C34E11.3*
XP_547676.2* PREDICTED:*similar*to*CG8486CPA,*isoform*A*
XP_547682.2* PREDICTED:*similar*to*AFG3Clike*protein*2*(ParapleginClike*protein)*
XP_547690.2* PREDICTED:*similar*to*acetylCcoenzyme*A*acyltransferase*2*
XP_547695.2* PREDICTED:*similar*to*zinc*finger*and*BTB*domain*containing*36*
XP_547697.2* PREDICTED:*similar*to*zinc*finger*protein*496*
XP_547735.2* PREDICTED:*similar*to*Zinc*finger*protein*409*
XP_547747.2* PREDICTED:*similar*to*CG10889CPA*
XP_547762.2* PREDICTED:*similar*to*coagulation*factor*C*homolog,*cochlin*precursor*
XP_547766.2* PREDICTED:*similar*to*ACkinase*anchor*protein*6*isoform*1*
XP_547771.2* PREDICTED:*similar*to*cofilin*2*
XP_547772.1* PREDICTED:*similar*to*CG15896CPA*
XP_547781.2* PREDICTED:*similar*to*Tetratricopeptide*repeat*protein*6*(TPR*repeat*protein*6)*
XP_547782.2* PREDICTED:*similar*to*CCtype*lectin*domain*family*14,*member*A*
XP_547791.2* PREDICTED:*similar*to*B0024.8*
XP_547810.1* PREDICTED:*similar*to*Protein*C14orf31*isoform*1*
XP_547812.1* PREDICTED:*similar*to*LClactate*dehydrogenase*A*chain*(LDHCA)*(LDH*muscle*subunit)*(LDHCM)*(ProliferationCinducing*gene*19*protein)*
XP_547813.2* PREDICTED:*similar*to*ERO1Clike*protein*alpha*precursor*(ERO1CLalpha)*(Oxidoreductin*1Clalpha)*(Endoplasmic*oxidoreductin*1Clike*protein)*(ERO1CL)*
XP_547831.2* PREDICTED:*similar*to*Translation*initiation*factor*eIFC2B*gamma*subunit*(eIFC2B*GDPCGTP*exchange*factor)*
XP_547832.2* PREDICTED:*similar*to*Exocyst*complex*component*Sec10*(hSec10)*
XP_547834.2* PREDICTED:*similar*to*solute*carrier*family*35,*member*F4*
XP_547837.1* PREDICTED:*hypothetical*protein*XP_547837*
XP_547840.2* PREDICTED:*similar*to*Homeobox*protein*SIX6*(Sine*oculis*homeobox*homolog*6)*(Optic*homeobox*2)*(Six9*protein)*
XP_547842.2* PREDICTED:*similar*to*sine*oculis*homeobox*homolog*4*
XP_547843.2* PREDICTED:*similar*to*transmembrane*protein*30B*
XP_547851.2* PREDICTED:*similar*to*spectrin*repeat*containing,*nuclear*envelope*2*isoform*e*isoform*1*
XP_547857.2* PREDICTED:*similar*to*farnesyltransferase,*CAAX*box,*beta*
XP_547867.2* PREDICTED:*similar*to*zinc*finger,*FYVE*domain*containing*26*

XP_547885.2*
PREDICTED:*similar*to*RNA*polymerase*transcriptional*regulation*mediator,*subunit*6*homolog*(ActivatorCrecruited*cofactor*33*kDa*component)*(ARC33)*(NYCRENC28*
antigen)*



XP_547886.2* PREDICTED:*similar*to*Tetratricopeptide*repeat*protein*9*(TPR*repeat*protein*9)*
XP_547887.2* PREDICTED:*similar*to*MitogenCactivated*protein*kinase*kinase*kinase*9*(Mixed*lineage*kinase*1)*
XP_547890.2* PREDICTED:*similar*to*Zinc*finger*FYVE*domain*containing*protein*1*isoform*1*
XP_547891.2* PREDICTED:*similar*to*papilin*
XP_547892.2* PREDICTED:*similar*to*Peroxisomal*acylCcoenzyme*A*thioester*hydrolase*2a*(Peroxisomal*longCchain*acylCcoA*thioesterase*2)*(ZAP128)*(CTECIa)*
XP_547893.2* PREDICTED:*similar*to*Peroxisomal*acyl*coenzyme*A*thioester*hydrolase*Ib*(Peroxisomal*longCchain*acylCcoA*thioesterase*Ib)*(PTECIb)*(PTEC2b)*
XP_547894.2* PREDICTED:*similar*to*Cytosolic*acyl*coenzyme*A*thioester*hydrolase,*inducible*(Long*chain*acylCCoA*thioester*hydrolase)*(Long*chain*acylCCoA*hydrolase)*(CTECI)*(CTECIb)*
XP_547896.2* PREDICTED:*similar*to*Paraneoplastic*antigen*Ma1*(NeuronC*and*testisCspecific*protein*1)*(37*kDa*neuronal*protein)*
XP_547897.2* PREDICTED:*similar*to*transcriptional*regulating*factor*1*
XP_547901.2* PREDICTED:*similar*to*aldehyde*dehydrogenase*family*6,*subfamily*A1*
XP_547903.2* PREDICTED:*similar*to*ATPCbinding*cassette,*subCfamily*D,*member*4*isoform*1*isoform*1*
XP_547904.1* PREDICTED:*similar*to*Protein*C14orf115*
XP_547905.2* PREDICTED:*similar*to*HESB*like*domain*containing*1*
XP_547912.2* PREDICTED:*similar*to*Serine/threonineCprotein*kinase*Nek9*(NimACrelated*protein*kinase*9)*(Nercc1*kinase)*(NIMACrelated*kinase*8)*(Nek8)*isoform*2*
XP_547914.1* PREDICTED:*similar*to*ProtoConcogene*protein*cCfos*(Cellular*oncogene*fos)*(G0/G1*switch*regulatory*protein*7)*isoform*1*
XP_547930.2* PREDICTED:*similar*to*Protein*C14orf133*homolog*
XP_547934.2* PREDICTED:*similar*to*NeurexinC3Calpha*precursor*(Neurexin*IIICalpha)*isoform*1*
XP_547945.2* PREDICTED:*similar*to*TyrosineCprotein*phosphatase,*nonCreceptor*type*21*(ProteinCtyrosine*phosphatase*D1)*
XP_547950.2* PREDICTED:*similar*to*tyrosylCDNA*phosphodiesterase*1*
XP_547959.2* PREDICTED:*similar*to*HEATClike*repeatCcontaining*protein*isoform*1*
XP_547961.2* PREDICTED:*similar*to*AlphaC1Cantitrypsin*precursor*(AlphaC1*protease*inhibitor)*(AlphaC1Cantiproteinase)*
XP_547978.2* PREDICTED:*similar*to*Mitchondrial*carnitine/acylcarnitine*carrier*protein*CACL*(CACTClike)*
XP_547980.2* PREDICTED:*similar*to*preCmRNA*splicing*factorClike*
XP_547981.2* PREDICTED:*similar*to*likely*ortholog*of*rat*brainCenriched*guanylate*kinaseCassociated*protein*
XP_547990.2* PREDICTED:*similar*to*CDC42Cbinding*protein*kinase*beta*isoform*1*
XP_547996.2* PREDICTED:*similar*to*protein*phosphatase*1,*regulatory*(inhibitor)*subunit*13B*
XP_547997.2* PREDICTED:*similar*to*CG14535CPA*
XP_547999.2* PREDICTED:*similar*to*CG33556CPA*
XP_548004.2* PREDICTED:*similar*to*JaggedC2*precursor*(Jagged2)*(HJ2)*

XP_548005.2*
PREDICTED:*similar*to*Transcription*factor*IIIB*90*kDa*subunit*(TFIIIB90)*(hTFIIIB90)*(BCrelated*factor*1)*(BRFC1)*(hBRF)*(TATA*boxCbinding*proteinCassociated*factor,*RNA*
polymerase*III,*subunit*2)*(TAF3B2)*

XP_548020.2* PREDICTED:*similar*to*ATPCbinding*cassette,*subCfamily*A*member*8*
XP_548025.2* *PREDICTED:*similar*to*Axin*2*(Axis*inhibition*protein*2)*(Conductin)*(AxinClike*protein)*(Axil)*isoform*1*
XP_548026.2* PREDICTED:*similar*to*Protein*kinase*C,*alpha*type*(PKCCalpha)*(PKCCA)*
XP_548027.2* PREDICTED:*similar*to*VoltageCdependent*calcium*channel*gammaC5*subunit*(Neuronal*voltageCgated*calcium*channel*gammaC5*subunit)*isoform*1*
XP_548046.2* PREDICTED:*similar*to*intramembrane*protease*5*



XP_548048.2* PREDICTED:*similar*to*pleckstrin*homology*domain*containing,*family*M*(with*RUN*domain)*member*1*
XP_548049.2* PREDICTED:*similar*to*MitogenCactivated*protein*kinase*kinase*kinase*14*(NFCkappa*betaCinducing*kinase)*(Serine/threonineCprotein*kinase*NIK)*(HsNIK)*
XP_548052.2* PREDICTED:*similar*to*phospholipase*C*delta*3*
XP_548054.2* PREDICTED:*similar*to*C1qCrelated*factor*precursor*(Complement*component*1*Q*subcomponentClike*1)*
XP_548055.2* PREDICTED:*similar*to*kinesin*family*member*18A*

XP_548058.2*
PREDICTED:*similar*to*116*kDa*U5*small*nuclear*ribonucleoprotein*component*(U5*snRNPCspecific*protein,*116*kDa)*(U5C116*kDa)*(Elongation*factor*Tu*GTP*binding*domain*
protein*2)*

XP_548074.1* PREDICTED:*hypothetical*protein*XP_548074*
XP_548078.2* PREDICTED:*similar*to*RUN*domain*containing*1*
XP_548082.2* PREDICTED:*similar*to*WNK*lysine*deficient*protein*kinase*4*
XP_548083.2* PREDICTED:*similar*to*ContactinCassociated*protein*1*precursor*(Caspr)*(Caspr1)*(Neurexin*4)*(Neurexin*IV)*(p190)*
XP_548084.2* PREDICTED:*similar*to*CG2174CPA*
XP_548093.2* PREDICTED:*similar*to*heat*shock*protein,*alphaCcrystallinCrelated,*B9*
XP_548095.2* PREDICTED:*similar*to*zinc*finger*protein*533*
XP_548096.2* PREDICTED:*similar*to*CG13502CPA,*isoform*A*
XP_548097.1* PREDICTED:*similar*to*5Cnucleotidase,*cytosolic*III*isoform*1*
XP_548099.2* PREDICTED:*similar*to*keratin*17n*
XP_548100.1* PREDICTED:*similar*to*type*I*keratin*KA17*isoform*1*
XP_548101.2* PREDICTED:*similar*to*Keratin,*type*I*cytoskeletal*16*(Cytokeratin*16)*(K16)*(CK*16)*
XP_548106.2* PREDICTED:*similar*to*keratin*13*isoform*a*isoform*1*
XP_548109.2* PREDICTED:*similar*to*type*I*hair*keratin*8*
XP_548110.2* PREDICTED:*similar*to*type*I*hair*keratin*8*
XP_548111.2* PREDICTED:*similar*to*type*I*hair*keratin*KA27*
XP_548127.1* PREDICTED:*similar*to*keratin*25C*
XP_548128.2* PREDICTED:*similar*to*keratin*25B*isoform*1*
XP_548129.2* PREDICTED:*similar*to*keratin*25A*
XP_548138.2* PREDICTED:*similar*to*26S*proteasome*nonCATPase*regulatory*subunit*3*(26S*proteasome*regulatory*subunit*S3)*(Proteasome*subunit*p58)*
XP_548147.2* PREDICTED:*similar*to*Cell*division*cycle*2Crelated*protein*kinase*7*(CDC2Crelated*protein*kinase*7)*(CrkRS)*isoform*1*
XP_548154.2* PREDICTED:*similar*to*phosphatidylinositolC4Cphosphate*5Ckinase*type*II*beta*isoform*a*
XP_548158.2* PREDICTED:*similar*to*Rho*GTPase*activating*protein*21*
XP_548160.2* PREDICTED:*similar*to*GPR158Clike*1*
XP_548163.2* PREDICTED:*similar*to*ProSAPiP2*protein*
XP_548165.2* PREDICTED:*similar*to*Oxysterol*binding*proteinCrelated*protein*7*(OSBPCrelated*protein*7)*(ORPC7)*
XP_548166.2* *PREDICTED:*similar*to*secernin*2*
XP_548167.2* PREDICTED:*similar*to*Sp6*transcription*factor*
XP_548181.2* PREDICTED:*similar*to*ATP*synthase,*H+*transporting,*mitochondrial*F0*complex,*subunit*c,*isoform*1*isoform*1*



XP_548187.2* PREDICTED:*similar*to*UDPCGalNAc:Neu5Acalpha2C3GalbetaCR*beta1,4CNCacetylgalactosaminyltransferase*

XP_548191.2*
PREDICTED:*similar*to*Tumor*necrosis*factor*receptor*superfamily*member*16*precursor*(LowCaffinity*nerve*growth*factor*receptor)*(NGF*receptor)*(Gp80CLNGFR)*(p75*ICD)*
(Low*affinity*neurotrophin*receptor*p75NTR)*

XP_548195.2* PREDICTED:*similar*to*pyruvate*dehydrogenase*kinase,*isoenzyme*2*

XP_548196.2*
PREDICTED:*similar*to*NeurabinC2*(NeurabinCII)*(Neural*tissueCspecific*FCactin*binding*protein*II)*(Protein*phosphatase*1*regulatory*subunit*9B)*(Spinophilin)*(p130)*
(PP1bp134)*isoform*1*

XP_548199.2* PREDICTED:*similar*to*essential*meiotic*endonuclease*1*homolog*1*isoform*1*
XP_548200.2* PREDICTED:*similar*to*CG3408CPA*
XP_548202.2* PREDICTED:*similar*to*sperm*protein*SSP411*
XP_548203.2* PREDICTED:*similar*to*VoltageCdependent*TCtype*calcium*channel*alphaC1G*subunit*(VoltageCgated*calcium*channel*alpha*subunit*Cav3.1)*(Cav3.1c)*(NBR13)*isoform*1*
XP_548204.2* PREDICTED:*similar*to*Canalicular*multispecific*organic*anion*transporter*2*(Multidrug*resistanceCassociated*protein*3)*(MultiCspecific*organic*anion*tranporterCD)*(MOATCD)*
XP_548223.2* PREDICTED:*similar*to*tripartite*motifCcontaining*25*
XP_548229.2* PREDICTED:*similar*to*Eosinophil*peroxidase*precursor*(EPO)*

XP_548232.2*
PREDICTED:*similar*to*PeripheralCtype*benzodiazepine*receptorCassociated*protein*1*(PRAXC1)*(Peripheral*benzodiazepine*receptor*interacting*protein)*(PBRCIP)*(RIM*binding*
protein*1)*(RIMCBP1)*

XP_548236.1* PREDICTED:*similar*to*CG6729CPA*isoform*1*
XP_548243.1* PREDICTED:*similar*to*Mitochondrial*import*receptor*subunit*TOM22*homolog*(Translocase*of*outer*membrane*22*kDa*subunit*homolog)*(hTom22)*(1C9C2)*
XP_548248.2* PREDICTED:*similar*to*myosin*head*domain*containing*1*
XP_548255.2* PREDICTED:*similar*to*TAF15*RNA*polymerase*II,*TATA*box*binding*protein*(TBP)Cassociated*factor*isoform*1*
XP_548257.2* PREDICTED:*similar*to*growth*arrestCspecific*2*like*2*
XP_548262.2* PREDICTED:*similar*to*Notchless*homolog*1*(WDCrepeat*protein*HUSSYC07)*
XP_548265.2* PREDICTED:*similar*to*ligase*III,*DNA,*ATPCdependent*
XP_548266.2* *PREDICTED:*similar*to*chaperonin*containing*TCP1,*subunit*6B*isoform*1*
XP_548267.2* PREDICTED:*similar*to*CG14446CPA*
XP_548270.2* PREDICTED:*similar*to*amilorideCsensitive*cation*channel*1,*neuronal*(degenerin)*
XP_548273.2* PREDICTED:*similar*to*Myosin*Id*
XP_548276.2* PREDICTED:*similar*to*chromosome*fragility*associated*gene*1*
XP_548277.2* PREDICTED:*similar*to*cytokine*receptorClike*factor*3*
XP_548278.2* PREDICTED:*similar*to*joined*to*JAZF1*
XP_548285.2* PREDICTED:*similar*to*sterile*alpha*and*TIR*motif*containing*1*
XP_548291.2* PREDICTED:*similar*to*NIMACrelated*kinase*8*
XP_548294.2* PREDICTED:*similar*to*PHD*finger*protein*12*(PHD*factor*1)*(Pf1)*isoform*1*
XP_548299.2* PREDICTED:*similar*to*abhydrolase*domain*containing*1*(predicted)*
XP_548302.2* PREDICTED:*similar*to*coronin*relative*protein*isoform*1*
XP_548303.2* PREDICTED:*similar*to*slingshot*2*isoform*1*
XP_548305.2* PREDICTED:*similar*to*golgi*SNAP*receptor*complex*member*1*isoform*2*
XP_548317.2* PREDICTED:*similar*to*reticulon*4*receptorClike*1*



XP_548318.2* *PREDICTED:*similar*to*Hypermethylated*in*cancer*1*protein*(HicC1)*(Zinc*finger*and*BTB*domain*containing*protein*29)*
XP_548323.2* PREDICTED:*similar*to*Putative*eukaryotic*translation*initiation*factor*3*subunit*(eIFC3)*isoform*1*
XP_548324.2* PREDICTED:*similar*to*GTPase*activating*RANGAP*domainClike*4*
XP_548338.2* PREDICTED:*similar*to*transient*receptor*potential*cation*channel,*subfamily*V,*member*3*
XP_548339.1* PREDICTED:*similar*to*Carbohydrate*kinaseClike*protein*
XP_548344.1* PREDICTED:*similar*to*P2X*purinoceptor*1*(ATP*receptor)*(P2X1)*(Purinergic*receptor)*isoform*1*
XP_548346.2* PREDICTED:*similar*to*mitochondrial*ribosomal*protein*L41*(predicted)*
XP_548361.2* PREDICTED:*similar*to*CG3880CPA*
XP_548362.1* PREDICTED:*similar*to*Ectonucleoside*triphosphate*diphosphohydrolase*2*(NTPDase2)*(EctoCATPase)*(CD39*antigenClike*1)*isoform*1*
XP_548365.2* PREDICTED:*similar*to*apical*early*endosomal*glycoprotein*
XP_548367.2* PREDICTED:*similar*to*CG15216CPA*
XP_548372.2* PREDICTED:*similar*to*small*nuclear*RNA*activating*complex,*polypeptide*4,*190kDa*
XP_548374.2* PREDICTED:*hypothetical*protein*XP_548374*
XP_548378.2* PREDICTED:*similar*to*calmodulin*regulated*spectrinCassociated*protein*1*
XP_548379.2* PREDICTED:*similar*to*potassium*channel,*subfamily*T,*member*1*isoform*1*[Canis*familiaris]*
XP_548389.2* PREDICTED:*similar*to*surfeit*2*
XP_548391.2* PREDICTED:*similar*to*NIMA*(never*in*mitosis*gene*a)Crelated*kinase*4*
XP_548397.2* PREDICTED:*similar*to*ADAMTSClike*2*
XP_548398.2* PREDICTED:*similar*to*sarcosine*dehydrogenase*isoform*1*
XP_548404.2* PREDICTED:*similar*to*BarHClike*1*
XP_548407.2* PREDICTED:*similar*to*Rap*guanine*nucleotide*exchange*factor*(GEF)*1*
XP_548411.2* *PREDICTED:*similar*to*laminin,*gamma*3*precursor*
XP_548413.2* PREDICTED:*similar*to*vCabl*Abelson*murine*leukemia*viral*oncogene*homolog*1*isoform*a*
XP_548414.2* PREDICTED:*similar*to*hemicentin*1*
XP_548424.2* PREDICTED:*similar*to*regulatory*subunit*PR*53*of*protein*phosphatase*2A*isoform*b*
XP_548435.2* PREDICTED:*similar*to*WD*repeat*domain*34*
XP_548438.2* PREDICTED:*similar*to*solute*carrier*family*27*(fatty*acid*transporter),*member*4*
XP_548446.2* PREDICTED:*similar*to*cyclinCdependent*kinase*9*

XP_548453.2*
*PREDICTED:*similar*to*UbiquitinCconjugating*enzyme*E2*I*(UbiquitinCprotein*ligase*I)*(Ubiquitin*carrier*protein*I)*(SUMOC1Cprotein*ligase)*(SUMOC1*conjugating*enzyme)*
(UbiquitinCconjugating*enzyme*UbcE2A)*

XP_548461.2* PREDICTED:*similar*to*LIM*homeobox*protein*2*isoform*1*
XP_548462.2* PREDICTED:*similar*to*crumbs*homolog*2*
XP_548475.2* PREDICTED:*similar*to*LIM*homeobox*protein*6*isoform*1*
XP_548476.2* PREDICTED:*similar*to*H23L24.3a*
XP_548496.2* PREDICTED:*similar*to*Rho*GTPase*activating*protein*15*
XP_548503.2* PREDICTED:*similar*to*zinc*finger*protein*658*



XP_548512.2* PREDICTED:*similar*to*Ig*kappa*chain*VCII*region*26C10*
XP_548513.2* PREDICTED:*similar*to*keratin*associated*protein*10C7*
XP_548532.2* PREDICTED:*similar*to*kinase*nonCcatalytic*CClobe*domain*(KIND)*containing*1*
XP_548533.2* PREDICTED:*similar*to*G*proteinCcoupled*receptor*123*
XP_548558.2* PREDICTED:*similar*to*sarco/endoplasmic*reticulum*Ca2+*CATPase*isoform*a*isoform*1*
XP_548569.2* PREDICTED:*similar*to*melanoma*antigen*family*B,*4*
XP_548593.2* PREDICTED:*similar*to*polycystinC1L1,*partial*
XP_548600.2* PREDICTED:*similar*to*Crm,*crampedClike*
XP_548677.2* PREDICTED:*similar*to*obscurin,*cytoskeletal*calmodulin*and*titinCinteracting*RhoGEF*
XP_548688.2* PREDICTED:*hypothetical*protein*XP_548688*
XP_548696.2* PREDICTED:*similar*to*polycystinC1L1*
XP_548722.2* PREDICTED:*similar*to*cytochrome*P450,*family*2,*subfamily*W,*polypeptide*1*
XP_548725.2* PREDICTED:*similar*to*Unc4.1*homeobox*

XP_548727.2*
PREDICTED:*similar*to*Folate*transporter*1*(Solute*carrier*family*19,*member*1)*(Placental*folate*transporter)*(FOLT)*(Reduced*folate*carrier*protein)*(RFC)*(Intestinal*folate*
carrier)*(IFCC1)*

XP_548735.2* PREDICTED:*similar*to*pericentrin*2*
XP_548736.2* PREDICTED:*similar*to*DiscoCinteracting*protein*2*homolog*
XP_548739.2* PREDICTED:*similar*to*brain*adenylate*cyclase*1*
XP_548757.2* PREDICTED:*similar*to*olfactory*receptor*Olr154*
XP_548790.2* PREDICTED:*similar*to*tripartite*motifCcontaining*41*isform*1*isoform*1*
XP_548794.2* PREDICTED:*similar*to*Zinc*finger*protein*62*homolog*(ZfpC62)*(ZT3)*
XP_548802.2* PREDICTED:*similar*to*forkhead*box*K2*isoform*1*
XP_548807.2* PREDICTED:*similar*to*Ig*kappa*chain*VCII*region*RPMI*6410*precursor*
XP_548813.2* PREDICTED:*similar*to*USP6*NCterminal*like,*partial*
XP_548815.2* PREDICTED:*similar*to*scavenger*receptor*cysteineCrich*type*1*protein*M160*precursor*
XP_548825.2* PREDICTED:*similar*to*Cohesin*subunit*SAC2*(Stromal*antigen*2)*(SCC3*homolog*2)*
XP_548841.2* PREDICTED:*similar*to*adlican*
XP_548849.2* PREDICTED:*similar*to*GS2*gene*
XP_548854.2* PREDICTED:*similar*to*ApicalClike*protein*(APXL*protein)*
XP_548855.2* PREDICTED:*similar*to*CG12600CPA*
XP_548858.2* PREDICTED:*similar*to*RhoCGTPaseCactivating*protein*6*(RhoCtype*GTPaseCactivating*protein*RhoGAPXC1)*
XP_548876.2* *PREDICTED:*similar*to*RalBP1*associated*Eps*domain*containing*protein*2*(RalBP1Cinteracting*protein*2)*(Partner*of*RalBP1)*
XP_548877.2* PREDICTED:*similar*to*NanceCHoran*syndrome*protein*
XP_548885.2* PREDICTED:*similar*to*mitogenCactivated*protein*kinase*kinase*kinase*5*
XP_548889.2* PREDICTED:*similar*to*kelchClike*9*
XP_548896.2* PREDICTED:*similar*to*Peroxiredoxin*4*(PrxCIV)*(Thioredoxin*peroxidase*AO372)*(ThioredoxinCdependent*peroxide*reductase*A0372)*(Antioxidant*enzyme*AOE372)*(AOE37C2)*



isoform*1*

XP_548899.2* PREDICTED:*similar*to*family*with*sequence*similarity*48,*member*A*isoform*b*
XP_548906.1* PREDICTED:*similar*to*melanoma*antigen*family*B,*18*isoform*1*
XP_548911.1* PREDICTED:*similar*to*CG9351CPA,*isoform*A*

XP_548919.2*
PREDICTED:*similar*to*XClinked*interleukinC1*receptor*accessory*proteinClike*1*precursor*(IL1RAPLC1)*(OligophreninC4)*(Three*immunoglobulin*domainCcontaining*ILC1*
receptorCrelated*2)*(TIGIRRC2)*

XP_548923.2* PREDICTED:*similar*to*Nuclear*receptor*0B1*(Nuclear*receptor*DAXC1)*(DSSCAHC*critical*region*on*the*X*chromosome*protein*1)*
XP_548926.1* PREDICTED:*similar*to*TAK1Cbinding*protein*3*isoform*1*isoform*1*
XP_548937.2* PREDICTED:*similar*to*Poly(rC)Cbinding*protein*1*(AlphaCCP1)*(hnRNPCE1)*
XP_548954.2* PREDICTED:*similar*to*LiprinCalpha*3*(Protein*tyrosine*phosphatase*receptor*type*f*polypeptideCinteracting*protein*alpha*3)*(PTPRFCinteracting*protein*alpha*3)*
XP_548956.1* PREDICTED:*similar*to*nyctalopin*
XP_548969.2* PREDICTED:*similar*to*zinc*finger*protein*21*isoform*2*
XP_548982.2* PREDICTED:*similar*to*Zinc*finger*protein*81*(HFZ20)*isoform*1*
XP_548986.2* PREDICTED:*similar*to*WiskottCAldrich*syndrome*protein*(WASp)*
XP_548989.2* PREDICTED:*similar*to*proprotein*convertase*subtilisin/kexin*type*1*inhibitor*precursor*
XP_548991.2* PREDICTED:*similar*to*GRIP1*associated*protein*1*isoform*1*isoform*1*
XP_548992.2* PREDICTED:*similar*to*transcription*factor*binding*to*IGHM*enhancer*3*isoform*1*
XP_548995.2* PREDICTED:*similar*to*coiledCcoil*domain*containing*22*
XP_548997.2* PREDICTED:*similar*to*protein*phosphatase*1,*regulatory*(inhibitor)*subunit*3F*
XP_549000.2* PREDICTED:*similar*to*GlyceraldehydeC3Cphosphate*dehydrogenase*(GAPDH)*
XP_549004.2* PREDICTED:*similar*to*diacylglycerol*kinase*kappa*
XP_549020.2* PREDICTED:*similar*to*WNK*lysine*deficient*protein*kinase*3*isoform*1*isoform*1*
XP_549021.2* PREDICTED:*similar*to*faciogenital*dysplasia*protein*isoform*1*
XP_549032.2* PREDICTED:*similar*to*Zinc*finger*XClinked*protein*ZXDB*
XP_549041.2* PREDICTED:*similar*to*zinc*finger*CCCH*type*containing*12A*
XP_549046.2* PREDICTED:*similar*to*hephaestin*isoform*a*
XP_549052.2* PREDICTED:*similar*to*StARCrelated*lipid*transfer*protein*8*(StARD8)*(START*domainCcontaining*protein*8)*
XP_549068.2* PREDICTED:*similar*to*Zinc*finger*protein*261*(DXS6673E*protein)*isoform*4*
XP_549070.2* PREDICTED:*similar*to*TBPCassociated*factor*1*isoform*1*isoform*1*
XP_549071.2* PREDICTED:*similar*to*ACRC*protein*
XP_549080.1* PREDICTED:*similar*to*Homeobox*protein*CDXC4*(CaudalCtype*homeobox*protein*4)*
XP_549084.2* PREDICTED:*similar*to*Monocarboxylate*transporter*8*(MCT*8)*(XClinked*PESTCcontaining*transporter)*(MCT*7)*
XP_549086.2* PREDICTED:*similar*to*DNA*polymerase*zeta*catalytic*subunit*(SeizureCrelated*protein*4)*
XP_549095.2* PREDICTED:*similar*to*implantationCassociated*protein*isoform*1*
XP_549104.2* PREDICTED:*similar*to*bromo*domainCcontaining*protein*disrupted*in*leukemia*
XP_549107.2* *PREDICTED:*similar*to*NipSnap1*protein*



XP_549109.2* PREDICTED:*similar*to*Ribosomal*protein*S6*kinase*alpha*6*(S6KCalpha*6)*(90*kDa*ribosomal*protein*S6*kinase*6)*(p90CRSK*6)*(Ribosomal*S6*kinase*4)*(RSKC4)*(pp90RSK4)*
XP_549110.2* PREDICTED:*hypothetical*protein*XP_549110*
XP_549133.1* PREDICTED:*similar*to*Protocadherin*19*precursor*
XP_549135.2* PREDICTED:*similar*to*cleavage*stimulation*factor*subunit*2*isoform*2*
XP_549138.2* PREDICTED:*similar*to*follicleCstimulating*hormone*primary*response*protein*1*
XP_549142.1* PREDICTED:*similar*to*ALEX3*protein*
XP_549144.2* PREDICTED:*similar*to*nuclear*RNA*export*factor*2*
XP_549158.2* PREDICTED:*similar*to*testisCspecific*histone*2b*
XP_549179.2* PREDICTED:*similar*to*insulin*receptor*substrate*4*
XP_549183.2* PREDICTED:*similar*to*AMME*syndrome*candidate*gene*1*protein*isoform*1*
XP_549188.2* PREDICTED:*similar*to*calpain*6*
XP_549191.2* PREDICTED:*similar*to*Ovarian*tumor*locus*protein*
XP_549199.2* PREDICTED:*similar*to*leucineCrich*repeats*and*calponin*homology*(CH)*domain*containing*2*isoform*1*
XP_549213.2* PREDICTED:*similar*to*K06A9.1b*
XP_549232.2* PREDICTED:*similar*to*stromal*antigen*2*isoform*2*
XP_549249.2* PREDICTED:*similar*to*UTP14,*U3*small*nucleolar*ribonucleoprotein,*homolog*A*
XP_549256.2* PREDICTED:*similar*to*RNA*binding*motif*protein,*XClinked*2*
XP_549261.2* PREDICTED:*similar*to*serine/threonine*protein*kinase*MASK*
XP_549262.2* PREDICTED:*similar*to*FERM,*RhoGEF*and*pleckstrin*domain*protein*2*
XP_549296.2* PREDICTED:*similar*to*ProtoConcogene*DBL*(ProtoConcogene*MCFC2)*
XP_549321.2* PREDICTED:*similar*to*heat*shock*transcription*factor,*YClinked*1*(predicted)*
XP_549330.2* PREDICTED:*similar*to*CG1*protein*(F18)*
XP_549331.2* PREDICTED:*similar*to*myotubularinCrelated*protein*1*isoform*1*
XP_549333.2* PREDICTED:*similar*to*MelatoninCrelated*receptor*(H9)*
XP_549342.2* PREDICTED:*similar*to*melanoma*antigen*family*A,*10*
XP_549349.2* PREDICTED:*similar*to*paraneoplastic*antigen*MA3*
XP_549360.2* PREDICTED:*similar*to*Dual*specificity*protein*phosphatase*9*(MitogenCactivated*protein*kinase*phosphatase*4)*(MAP*kinase*phosphatase*4)*(MKPC4)*
XP_549363.2* PREDICTED:*similar*to*plexin*B3*
XP_549364.2* PREDICTED:*similar*to*Neural*cell*adhesion*molecule*L1*precursor*(NCCAM*L1)*(CD171*antigen)*
XP_549366.2* PREDICTED:*similar*to*Host*cell*factor*(HCF)*(HCFC1)*(C1*factor)*(VP16*accessory*protein)*(VCAF)*(CFF)*isoform*1*
XP_549367.2* PREDICTED:*similar*to*interleukinC1*receptorCassociated*kinase*1*isoform*1*
XP_549371.2* PREDICTED:*similar*to*Plexin*A3*precursor*(Plexin*4)*(Transmembrane*protein*sex)*
XP_549381.2* PREDICTED:*similar*to*Gab3*protein*
XP_549391.1* *PREDICTED:*similar*to*Sprouty*homolog*3*(SpryC3)*
XP_549435.2* PREDICTED:*hypothetical*protein*XP_549435*
XP_549531.2* PREDICTED:*similar*to*arginine/serineCrich*coiledCcoil*1*



XP_549577.2* PREDICTED:*hypothetical*protein*XP_549577*
XP_549617.1* PREDICTED:*hypothetical*protein*XP_549617*
XP_549677.1* PREDICTED:*hypothetical*protein*XP_549677*
XP_549775.2* PREDICTED:*hypothetical*protein*XP_549775*
XP_549800.2* PREDICTED:*hypothetical*protein*XP_549800*
XP_848220.1* PREDICTED:*similar*to*SH2*domain*containing*4A*isoform*2*
XP_848228.1* PREDICTED:*similar*to*euchromatic*histone*methyltransferase*1*isoform*2*
XP_848232.1* PREDICTED:*similar*to*Protein*arginine*NCmethyltransferase*2,*partial*
XP_848238.1* PREDICTED:*similar*to*Protein*disulfideCisomerase*A4*precursor*(Protein*ERpC72)*(ERp72)*isoform*3*
XP_848255.1* PREDICTED:*similar*to*Thioredoxin*domain*containing*protein*4*precursor*(Endoplasmic*reticulum*resident*protein*ERp44),*partial*
XP_848258.1* PREDICTED:*similar*to*zinc*finger*protein*406*isoform*ZFATC1*isoform*5*
XP_848271.1* PREDICTED:*similar*to*SH3*and*multiple*ankyrin*repeat*domains*3*(Shank3)*(ProlineCrich*synapse*associated*protein*2)*(ProSAP2)*(SPANKC2)*
XP_848278.1* PREDICTED:*similar*to*PotassiumCtransporting*ATPase*alpha*chain*2*(Proton*pump)*(NonCgastric*H(+)/K(+)*ATPase*alpha*subunit)*
XP_848282.1* PREDICTED:*similar*to*CG11638CPA*
XP_848283.1* *PREDICTED:*similar*to*Aminopeptidase*O*(APCO)*isoform*2*
XP_848290.1* PREDICTED:*similar*to*chromosome*9*open*reading*frame*36*
XP_848303.1* PREDICTED:*similar*to*TCcomplex*protein*1,*epsilon*subunit*(TCPC1Cepsilon)*(CCTCepsilon)*isoform*1*
XP_848306.1* PREDICTED:*similar*to*fructoseC1,6Cbisphosphatase*1*isoform*3*
XP_848309.1* PREDICTED:*similar*to*BTG3*protein*(Tob5*protein)*(Abundant*in*neuroepithelium*area*protein)*isoform*3*
XP_848312.1* PREDICTED:*similar*to*adaptorCrelated*protein*complex*2,*mu*1*subunit*isoform*2*
XP_848314.1* PREDICTED:*similar*to*cofactor*of*BRCA1*isoform*2*
XP_848320.1* PREDICTED:*similar*to*interferonCinduced*protein*with*tetratricopeptide*repeats*3*
XP_848329.1* PREDICTED:*similar*to*testisCspecific*LRR*protein*
XP_848333.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*2*isoform*1*
XP_848340.1* PREDICTED:*similar*to*GlyceraldehydeC3Cphosphate*dehydrogenase,*liver*(GAPDH)*
XP_848346.1* PREDICTED:*hypothetical*protein*XP_843253*
XP_848353.1* PREDICTED:*similar*to*Signal*transducer*and*activator*of*transcription*1Calpha/beta*(Transcription*factor*ISGFC3*components*p91/p84)*isoform*2*
XP_848355.1* PREDICTED:*similar*to*TCcomplex*protein*1,*zeta*subunit*(TCPC1Czeta)*(CCTCzeta)*(CCTCzetaC1)*isoform*1*
XP_848357.1* PREDICTED:*similar*to*XClinked*neuroligin*4*isoform*1*
XP_848369.1* PREDICTED:*similar*to*esterase*D/formylglutathione*hydrolase*isoform*1*
XP_848372.1* PREDICTED:*similar*to*Protein*C14orf119*
XP_848373.1* PREDICTED:*similar*to*Placental*thrombin*inhibitor*(Cytoplasmic*antiproteinase)*(CAP)*(Protease*inhibitor*6)*(PIC6)*(Serpin*B6)*isoform*2*
XP_848378.1* PREDICTED:*similar*to*Glial*fibrillary*acidic*protein,*astrocyte*(GFAP)*isoform*2*
XP_848384.1* PREDICTED:*similar*to*LiprinCalpha*4*(Protein*tyrosine*phosphatase*receptor*type*f*polypeptideCinteracting*protein*alpha*4)*(PTPRFCinteracting*protein*alpha*4)*
XP_848389.1* PREDICTED:*similar*to*GlycerolC3Cphosphate*dehydrogenase,*mitochondrial*precursor*(GPDCM)*(GPDHCM)*(mtGPD)*isoform*2*
XP_848393.1* PREDICTED:*similar*to*a*disintegrin*and*metalloproteinase*with*thrombospondin*motifs*9*preproprotein*



XP_848398.1* PREDICTED:*similar*to*LINEC1*reverse*transcriptase*homolog*
XP_848407.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*2*isoform*2*
XP_848421.1* PREDICTED:*similar*to*solute*carrier*family*7,*member*2*isoform*1*isoform*3*
XP_848427.1* PREDICTED:*similar*to*K11G12.6*
XP_848447.1* PREDICTED:*hypothetical*protein*XP_843354*
XP_848449.1* PREDICTED:*similar*to*smoothelin,*like*
XP_848450.1* PREDICTED:*similar*to*Nuclear*protein*1*(Protein*p8)*(Candidate*of*metastasis*1)*
XP_848466.1* PREDICTED:*similar*to*Centaurin*gamma*2*(ARFCGAP*with*GTPCbinding*proteinClike,*ankyrin*repeat*and*pleckstrin*homology*domains*1)*(AGAP1)*
XP_848470.1* PREDICTED:*similar*to*UDPCNCacetylglucosamine:*alphaC1,3CDCmannoside*betaC1,4CNCacetylglucosaminyltransferase*IV*
XP_848473.1* PREDICTED:*similar*to*neuregulin*2*isoform*3*isoform*2*

XP_848479.1*
PREDICTED:*similar*to*60*kDa*heat*shock*protein,*mitochondrial*precursor*(Hsp60)*(60*kDa*chaperonin)*(CPN60)*(Heat*shock*protein*60)*(HSPC60)*(Mitochondrial*matrix*
protein*P1)*(P60*lymphocyte*protein)*(HuCHA60)*

XP_848482.1* PREDICTED:*similar*to*GammaCaminobutyricCacid*receptor*betaC3*subunit*precursor*(GABA(A)*receptor)*
XP_848486.1* PREDICTED:*similar*to*Ig*heavy*chain*VCIII*region*VH26*precursor*
XP_848492.1* PREDICTED:*similar*to*adrenomedullin*2*precusor*
XP_848501.1* PREDICTED:*similar*to*Ig*heavy*chain*VCIII*region*VH26*precursor*
XP_848502.1* PREDICTED:*similar*to*bromodomain*containing*protein*1*isoform*6*
XP_848504.1* PREDICTED:*similar*to*steroid*dehydrogenase*homolog*isoform*2*
XP_848507.1* PREDICTED:*similar*to*FAT*tumor*suppressor*homolog*3*isoform*9*
XP_848519.1* *PREDICTED:*similar*to*VoltageCdependent*anionCselective*channel*protein*3*(VDACC3)*(mVDAC3)*(Outer*mitochondrial*membrane*protein*porin*3)*isoform*1*
XP_848524.1* PREDICTED:*similar*to*peptidase*(prosome,*macropain)*26S*subunit,*ATPase*1*isoform*2*
XP_848525.1* PREDICTED:*similar*to*plakophilin*4*isoform*a*isoform*2*
XP_848535.1* PREDICTED:*similar*to*Zinc*finger*protein*Rlf*(Rearranged*LCmyc*fusion*gene*protein)*(ZnC15*related*protein)*isoform*2*
XP_848538.1* PREDICTED:*similar*to*Zinc*finger*and*BTB*domain*containing*protein*20*(Zinc*finger*protein*288)*(DendriticCderived*BTB/POZ*zinc*finger*protein)*isoform*2*
XP_848542.1* PREDICTED:*similar*to*tensinClike*SH2*domain*containing*1*
XP_848544.1* PREDICTED:*similar*to*a*disintegrin*and*metalloprotease*domain*11*isoform*1*preproprotein*
XP_848545.1* PREDICTED:*similar*to*CG11136CPA*
XP_848553.1* PREDICTED:*similar*to*cyclin*L2*isoform*1*isoform*3*
XP_848555.1* PREDICTED:*similar*to*ATP*binding*cassette,*subCfamily*A*(ABC1),*member*13*
XP_848569.1* PREDICTED:*similar*to*BetaCarrestin*2*(Arrestin,*beta*2)*isoform*2*
XP_848570.1* PREDICTED:*similar*to*leprecan*1*
XP_848572.1* PREDICTED:*similar*to*dynein,*axonemal,*heavy*polypeptide*5*
XP_848574.1* PREDICTED:*similar*to*protein*tyrosine*phosphatase,*nonCreceptor*type*substrate*1*precursor,*partial*
XP_848580.1* PREDICTED:*similar*to*iroquois*homeobox*protein*2*isoform*5*
XP_848581.1* PREDICTED:*similar*to*neuron*navigator*1*isoform*2*
XP_848588.1* PREDICTED:*similar*to*potassium*channel*tetramerisation*domain*containing*7*



XP_848594.1* PREDICTED:*similar*to*ADPCribosyltransferase*3*isoform*2*
XP_848603.1* PREDICTED:*similar*to*PX*domain*containing*serine/threonine*kinase*isoform*2*
XP_848605.1* PREDICTED:*similar*to*Guanine*nucleotideCbinding*protein*G(z),*alpha*subunit*(G(x)*alpha*chain)*(GzCalpha)*
XP_848619.1* PREDICTED:*similar*to*solute*carrier*family*41,*member*3*isoform*4*isoform*1*
XP_848621.1* PREDICTED:*similar*to*calpastatin*isoform*a*isoform*3*
XP_848623.1* PREDICTED:*similar*to*nonCPOU*domain*containing,*octamerCbinding*
XP_848626.1* PREDICTED:*similar*to*tubulin,*alpha*1*isoform*1*
XP_848630.1* PREDICTED:*similar*to*colon*carcinoma*related*protein*
XP_848631.1* PREDICTED:*hypothetical*protein*XP_843538*
XP_848633.1* PREDICTED:*similar*to*LINEC1*reverse*transcriptase*homolog*
XP_848634.1* PREDICTED:*similar*to*F11C1.5a*isoform*3*
XP_848650.1* PREDICTED:*similar*to*PDZ*domain*containing*6*isoform*2*
XP_848654.1* PREDICTED:*similar*to*breakpoint*cluster*region*isoform*1*isoform*1*
XP_848662.1* PREDICTED:*similar*to*GlyceraldehydeC3Cphosphate*dehydrogenase*(GAPDH)*
XP_848665.1* PREDICTED:*similar*to*transforming,*acidic*coiledCcoil*containing*protein*1*isoform*2*
XP_848666.1* PREDICTED:*similar*to*AspartylCtRNA*synthetase*(AspartateCCtRNA*ligase)*(AspRS)*isoform*2*
XP_848682.1* PREDICTED:*similar*to*glycylpeptide*NCtetradecanoyltransferase*2*isoform*2*
XP_848683.1* PREDICTED:*similar*to*Metabotropic*glutamate*receptor*5*precursor*(mGluR5)*isoform*2*
XP_848684.1* PREDICTED:*similar*to*zinc*finger*protein*445*isoform*1*

XP_848685.1*
PREDICTED:*similar*to*VoltageCdependent*LCtype*calcium*channel*alphaC1S*subunit*(VoltageCgated*calcium*channel*alpha*subunit*Cav1.1)*(Calcium*channel,*L*type,*alphaC1*
polypeptide,*isoform*3,*skeletal*muscle)*isoform*2*

XP_848689.1* PREDICTED:*similar*to*3ChydroxyisobutyrylCCoenzyme*A*hydrolase*isoform*1*
XP_848701.1* PREDICTED:*similar*to*abhydrolase*domain*containing*4*isoform*1*
XP_848707.1* PREDICTED:*similar*to*myosin,*heavy*polypeptide*7,*cardiac*muscle,*beta*
XP_848715.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*1*isoform*2*
XP_848716.1* PREDICTED:*similar*to*AT*rich*interactive*domain*4B*isoform*1*isoform*3*
XP_848719.1* PREDICTED:*similar*to*paired*related*homeobox*proteinClike*1*
XP_848728.1* PREDICTED:*similar*to*CG12360CPA,*isoform*A*
XP_848731.1* PREDICTED:*similar*to*transmembrane*protein*18*
XP_848750.1* PREDICTED:*similar*to*musculoskeletal,*embryonic*nuclear*protein*1*
XP_848757.1* PREDICTED:*similar*to*matrix*metalloproteinase*14*preproprotein*isoform*1*
XP_848761.1* PREDICTED:*similar*to*ribosomal*protein*L10*
XP_848762.1* PREDICTED:*similar*to*glyceraldehydeC3Cphosphate*dehydrogenase*

XP_848767.1*
PREDICTED:*similar*to*Neuronal*cell*adhesion*molecule*precursor*(NrCCAM)*(NgCAMCrelated*cell*adhesion*molecule)*(NgCCAMCrelated)*(rBravo)*(Ankyrin*binding*cell*
adhesion*molecule*NrCAM)*isoform*2*

XP_848770.1* PREDICTED:*similar*to*malic*enzyme*3,*NADP(+)Cdependent,*mitochondrial*isoform*2*



XP_848773.1* PREDICTED:*similar*to*chromodomain*protein,*Y*chromosomeClike*isoform*a*isoform*2*
XP_848776.1* PREDICTED:*similar*to*integrin,*alpha*D*precursor*
XP_848777.1* PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*H*(hnRNP*H)*isoform*3*
XP_848782.1* PREDICTED:*similar*to*synaptonemal*complex*protein*1*isoform*1*
XP_848783.1* PREDICTED:*similar*to*heat*shock*protein*1,*alpha*isoform*1*
XP_848791.1* PREDICTED:*similar*to*USP6*NCterminal*like*protein*(Related*to*the*N*terminus*of*tre)*(RNCtre)*
XP_848795.1* PREDICTED:*similar*to*von*Willebrand*factor*A*domainCrelated*protein*isoform*1*
XP_848807.1* PREDICTED:*similar*to*60S*ribosomal*protein*L6*(TAXCresponsive*enhancer*element*binding*protein*107)*(TAXREB107)*(NeoplasmCrelated*protein*C140)*

XP_848815.1*
PREDICTED:*similar*to*MitogenCactivated*protein*kinase*kinase*kinase*12*(Mixed*lineage*kinase)*(LeucineCzipper*protein*kinase)*(ZPK)*(Dual*leucine*zipper*bearing*kinase)*
(DLK)*(MAPKCupstream*kinase)*(MUK)*isoform*2*

XP_848821.1* PREDICTED:*similar*to*salClike*protein*3*
XP_848826.1* PREDICTED:*similar*to*SynaptotagminC2*(Synaptotagmin*II)*(SytII)*
XP_848830.1* PREDICTED:*similar*to*DolichylCdiphosphooligosaccharideCCprotein*glycosyltransferase*67*kDa*subunit*precursor*(Ribophorin*I)*(RPNCI)*isoform*3*
XP_848838.1* PREDICTED:*similar*to*acylCCoA*synthetase*longCchain*family*member*1*isoform*2*
XP_848839.1* PREDICTED:*similar*to*Myosin*regulatory*light*chain*2,*nonsarcomeric*(Myosin*RLC)*isoform*1*
XP_848856.1* PREDICTED:*similar*to*keratin*8*
XP_848857.1* *PREDICTED:*similar*to*Receptor*activityCmodifying*protein*1*precursor*
XP_848859.1* PREDICTED:*similar*to*developmental*pluripotency*associated*2*
XP_848866.1* PREDICTED:*similar*to*Microtubule*associated*serine/threonineCprotein*kinaseClike*isoform*1*
XP_848871.1* PREDICTED:*similar*to*protocadherin*alpha*1*isoform*2*precursor*
XP_848873.1* PREDICTED:*similar*to*Protein*KIAA0286*
XP_848876.1* PREDICTED:*hypothetical*protein*XP_843783*
XP_848878.1* PREDICTED:*similar*to*Set1/Ash2*histone*methyltransferase*complex*subunit*ASH2*(ASH2Clike*protein)*isoform*2*
XP_848881.1* PREDICTED:*similar*to*amyloid*beta*precursor*proteinCbinding,*family*B,*member*3*isoform*d*isoform*1*
XP_848888.1* PREDICTED:*similar*to*protocadherin*alpha*3*isoform*2*precursor*
XP_848894.1* PREDICTED:*similar*to*BMPC2*inducible*protein*kinase*(BIKe)*isoform*1*
XP_848898.1* PREDICTED:*similar*to*muCprotocadherin*
XP_848906.1* PREDICTED:*similar*to*PDZ*and*LIM*domain*1*(elfin)*
XP_848910.1* PREDICTED:*similar*to*unactive*progesterone*receptor,*23*kD*
XP_848920.1* PREDICTED:*similar*to*DnaJClike*protein*2*
XP_848921.1* PREDICTED:*similar*to*LClactate*dehydrogenase*B*chain*(LDHCB)*(LDH*heart*subunit)*(LDHCH)*isoform*2*

XP_848926.1*
PREDICTED:*similar*to*Potassium*voltageCgated*channel*subfamily*H*member*1*(VoltageCgated*potassium*channel*subunit*Kv10.1)*(EtherCaCgoCgo*potassium*channel*1)*
(hEAG1)*(hCeag)*isoform*2*

XP_848931.1* PREDICTED:*similar*to*protocadherin*alpha*6*isoform*2*precursor*
XP_848942.1* PREDICTED:*similar*to*CG18549CPA*isoform*2*
XP_848945.1* PREDICTED:*similar*to*protocadherin*alpha*9*isoform*2*precursor*



XP_848946.1* PREDICTED:*similar*to*GalNAc*transferase*10*isoform*a*
XP_848949.1* PREDICTED:*similar*to*SPFH*domain*protein*2*precursor*isoform*4*
XP_848952.1* PREDICTED:*hypothetical*protein*XP_843859*
XP_848953.1* PREDICTED:*similar*to*obscurin,*cytoskeletal*calmodulin*and*titinCinteracting*RhoGEF*
XP_848955.1* PREDICTED:*similar*to*protocadherin*alpha*10*isoform*2*precursor*
XP_848961.1* PREDICTED:*similar*to*TyrosineCprotein*kinase*JAK1*(Janus*kinase*1)*(JAKC1)*
XP_848970.1* PREDICTED:*similar*to*Phosphorylase*b*kinase*gamma*catalytic*chain,*testis/liver*isoform*(PHKCgammaCT)*(Phosphorylase*kinase*gamma*subunit*2)*(PSKCC3)*isoform*1*
XP_848974.1* PREDICTED:*similar*to*40S*ribosomal*protein*S6*
XP_848985.1* PREDICTED:*similar*to*laminin*receptor*1*(ribosomal*protein*SA)*isoform*1*
XP_848986.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*2*isoform*2*
XP_848990.1* PREDICTED:*similar*to*ubiquitin*associated*domain*containing*1*isoform*2*
XP_848994.1* PREDICTED:*similar*to*protocadherin*alpha*11*isoform*2*precursor*
XP_848996.1* PREDICTED:*similar*to*C10C5.4*
XP_848999.1* PREDICTED:*similar*to*CG40351CPA.3*
XP_849000.1* PREDICTED:*similar*to*Endothelin*B*receptorClike*proteinC2*precursor*(ETBRCLPC2)*(GCprotein*coupled*receptor*37*like*1)*
XP_849003.1* PREDICTED:*similar*to*family*with*sequence*similarity*40,*member*B*isoform*2*
XP_849010.1* PREDICTED:*similar*to*Apoptotic*chromatin*condensation*inducer*in*the*nucleus*(Acinus)*isoform*2*
XP_849020.1* PREDICTED:*hypothetical*protein*XP_843927*
XP_849028.1* PREDICTED:*similar*to*eukaryotic*translation*initiation*factor*5A*isoform*2*
XP_849034.1* PREDICTED:*similar*to*forkhead*box*O6*
XP_849036.1* PREDICTED:*similar*to*Protocadherin*alpha*13*precursor*(PCDHCalpha13)*
XP_849039.1* PREDICTED:*hypothetical*protein*XP_843946*

XP_849043.1*
PREDICTED:*similar*to*Bromodomain*adjacent*to*zinc*finger*domain*2A*(Transcription*termination*factorCI*interacting*protein*5)*(TTFCI*interacting*protein*5)*(Tip5)*(hWALp3)*
isoform*2*

XP_849047.1* *PREDICTED:*similar*to*ADPCribosylation*factor*4*isoform*2*
XP_849053.1* PREDICTED:*hypothetical*protein*XP_843960*
XP_849054.1* PREDICTED:*similar*to*kazrin*isoform*A*
XP_849071.1* *PREDICTED:*similar*to*Collagen*alpha*2(IV)*chain*precursor*
XP_849075.1* PREDICTED:*similar*to*DCCCinteracting*protein*13*alpha*(Dip13*alpha)*(Adapter*protein*containing*PH*domain,*PTB*domain*and*leucine*zipper*motif*1)*isoform*2*
XP_849081.1* PREDICTED:*similar*to*brain*adenylate*cyclase*1*
XP_849082.1* PREDICTED:*similar*to*Homeobox*protein*NkxC2.4*(Homeobox*protein*NKX2.4)*(Homeobox*protein*NKC2*homolog*D)*
XP_849090.1* PREDICTED:*similar*to*LeucineCrich*repeat*transmembrane*protein*FLRT3*precursor*(FibronectinClike*domainCcontaining*leucineCrich*transmembrane*protein*3)*isoform*2*
XP_849095.1* PREDICTED:*similar*to*family*with*sequence*similarity*3,*member*D*
XP_849098.1* PREDICTED:*hypothetical*protein*XP_844005*
XP_849102.1* PREDICTED:*similar*to*inhibitor*of*CDK*interacting*with*cyclin*A1*
XP_849104.1* PREDICTED:*similar*to*ForminCbinding*protein*3*(Huntingtin*yeast*partner*A)*(HuntingtinCinteracting*protein*HYPA/FBP11)*(FasCligand*associated*factor*1)*(NYCRENC6*antigen)*



isoform*2*

XP_849116.1* PREDICTED:*similar*to*Wilms*tumour*1Cassociating*protein*
XP_849117.1* PREDICTED:*hypothetical*protein*XP_844024*
XP_849128.1* PREDICTED:*similar*to*neurexophilin*4*
XP_849131.1* PREDICTED:*similar*to*betaCgalactosidaseClike*protein*
XP_849132.1* PREDICTED:*similar*to*profilin*1*
XP_849138.1* PREDICTED:*similar*to*Transportin*3*(TransportinCSR)*(TRNCSR)*(Importin*12)*isoform*3*
XP_849178.1* PREDICTED:*similar*to*neuregulin*1*isoform*HRGCbeta1*isoform*2*
XP_849179.1* PREDICTED:*similar*to*cAMPCdependent*protein*kinase*type*IICbeta*regulatory*subunit*isoform*3*
XP_849192.1* PREDICTED:*similar*to*regucalcin*gene*promotor*region*related*protein*
XP_849196.1* PREDICTED:*similar*to*retinoblastomaCassociated*protein*140*isoform*2*
XP_849200.1* PREDICTED:*similar*to*CDPCdiacylglycerolCCinositol*3Cphosphatidyltransferase*(phosphatidylinositol*synthase)*isoform*2*
XP_849212.1* PREDICTED:*similar*to*ABT1Cassociated*protein*isoform*2*
XP_849213.1* PREDICTED:*similar*to*neurobeachin*isoform*2*
XP_849214.1* PREDICTED:*similar*to*cytoplasmic*polyadenylation*element*binding*protein*3*isoform*2*
XP_849215.1* PREDICTED:*similar*to*NIF3Clike*protein*1*(Amyotrophic*lateral*sclerosis*2*chromosomal*region*candidate*gene*protein*1)*isoform*1*
XP_849222.1* PREDICTED:*similar*to*ribosomal*protein*L10a*
XP_849224.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*1*
XP_849228.1* PREDICTED:*similar*to*H3*histone,*family*3B*
XP_849232.1* PREDICTED:*similar*to*cytomatrix*protein*p110*isoform*2*
XP_849235.1* PREDICTED:*similar*to*potassium*voltageCgated*channel,*shakerCrelated*subfamily,*beta*member*2*isoform*2*isoform*2*
XP_849236.1* PREDICTED:*similar*to*protein*tyrosine*phosphatase,*nonCreceptor*type*14*isoform*1*
XP_849237.1* PREDICTED:*similar*to*tubulin,*alpha*1*
XP_849239.1* PREDICTED:*similar*to*SRY*(sex*determining*region*Y)Cbox*1*

XP_849241.1*
PREDICTED:*similar*to*Proteasome*subunit*beta*type*6*precursor*(Proteasome*delta*chain)*(Macropain*delta*chain)*(Multicatalytic*endopeptidase*complex*delta*chain)*
(Proteasome*subunit*Y)*

XP_849244.1* PREDICTED:*similar*to*serine*hydroxymethyltransferase*2*(mitochondrial)*isoform*2*

XP_849255.1*
*PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*A1*(HelixCdestabilizing*protein)*(SingleCstrand*binding*protein)*(hnRNP*core*protein*A1)*(HDPC1)*
(TopoisomeraseCinhibitor*suppressed)*isoform*1*

XP_849264.1* PREDICTED:*similar*to*Regulating*synaptic*membrane*exocytosis*protein*3*(Nim3)*(RabC3*interacting*molecule*3)*(RIM*3)*(RIM3*gamma)*
XP_849268.1* PREDICTED:*similar*to*thrombopoietin*isoform*2*precursor*
XP_849269.1* PREDICTED:*similar*to*Ig*heavy*chain*VCIII*region*VH26*precursor*
XP_849271.1* PREDICTED:*similar*to*caspase*recruitment*domain*protein*9*
XP_849279.1* PREDICTED:*similar*to*GrowthCarrestCspecific*protein*1*precursor*(GASC1)*
XP_849282.1* PREDICTED:*similar*to*gammaCaminobutyric*acid*(GABACB)*receptor*binding*protein*
XP_849291.1* PREDICTED:*similar*to*Intersectin*2*(SH3*domainCcontaining*protein*1B)*(SH3P18)*(SH3P18Clike*WASP*associated*protein)*isoform*2*



XP_849292.1* PREDICTED:*similar*to*Protein*kinase*C,*theta*type*(nPKCCtheta)*isoform*2*
XP_849294.1* PREDICTED:*similar*to*phosphatidylinositol*transfer*protein,*membraneCassociated*2*isoform*2*
XP_849295.1* PREDICTED:*similar*to*calcipressin*1*isoform*a*isoform*1*
XP_849301.1* PREDICTED:*similar*to*tubulin,*alpha*1*
XP_849302.1* *PREDICTED:*similar*to*glyceraldehydeC3Cphosphate*dehydrogenase*

XP_849304.1*
PREDICTED:*similar*to*Small*inducible*cytokine*B16*precursor*(Transmembrane*chemokine*CXCL16)*(SRCPSOX)*(Scavenger*receptor*for*phosphatidylserine*and*oxidized*low*
density*lipoprotein)*

XP_849315.1* PREDICTED:*similar*to*tubulin,*alpha*1*
XP_849323.1* PREDICTED:*similar*to*thyrotroph*embryonic*factor*isoform*2*isoform*1*
XP_849326.1* PREDICTED:*similar*to*SEC15Clike*1*isoform*b*isoform*2*
XP_849343.1* PREDICTED:*similar*to*insulinClike*growth*factor*binding*protein*6*isoform*2*
XP_849350.1* PREDICTED:*similar*to*Ig*lambda*chain*C*regions*
XP_849353.1* PREDICTED:*similar*to*tubulin,*beta*5*
XP_849356.1* PREDICTED:*similar*to*IP63*protein*isoform*1*
XP_849357.1* PREDICTED:*similar*to*ATPase,*aminophospholipid*transporter*(APLT),*class*I,*type*8A,*member*1*isoform*1*
XP_849359.1* *PREDICTED:*similar*to*START*domain*containing*13*isoform*gamma*isoform*3*
XP_849365.1* PREDICTED:*similar*to*heat*shock*protein*8*

XP_849367.1*
PREDICTED:*similar*to*Immunoglobulin*lambdaClike*polypeptide*1*precursor*(ImmunoglobulinCrelated*14.1*protein)*(Immunoglobulin*omega*polypeptide)*(Lambda*5)*
(CD179b*antigen)*

XP_849373.1*
PREDICTED:*similar*to*ATPCbinding*cassette,*subCfamily*B,*member*9*precursor*(ATPCbinding*cassette*transporter*9)*(ABC*transporter*9*protein)*(TAPClike*protein)*(TAPL)*
(hABCB9)*isoform*3*

XP_849377.1* PREDICTED:*similar*to*Transcription*factorClike*protein*4*(MaxClike*bHLHZip*protein)*(BigMax*protein)*(Mlx)*isoform*1*
XP_849378.1* PREDICTED:*similar*to*collagen,*type*XXIII,*alpha*1*
XP_849380.1* PREDICTED:*similar*to*zona*pellucida*binding*protein*
XP_849382.1* *PREDICTED:*similar*to*protocadherin*gamma*subfamily*B,*2*isoform*1*precursor*

XP_849383.1*
PREDICTED:*similar*to*Immunoglobulin*lambdaClike*polypeptide*1*precursor*(ImmunoglobulinCrelated*14.1*protein)*(Immunoglobulin*omega*polypeptide)*(Lambda*5)*
(CD179b*antigen)*

XP_849388.1* PREDICTED:*similar*to*Tankyrase*1*(TANK1)*(Tankyrase*I)*(TNKSC1)*(TRF1Cinteracting*ankyrinCrelated*ADPCribose*polymerase)*isoform*3*
XP_849389.1* PREDICTED:*similar*to*odd*Oz/tenCm*homolog*4*isoform*3*
XP_849391.1* PREDICTED:*similar*to*SH3Cdomain*kinase*binding*protein*1*isoform*b*isoform*1*
XP_849394.1* PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*A1*(HelixCdestabilizing*protein)*(SingleCstrand*binding*protein)*(hnRNP*core*protein*A1)*(HDP)*

XP_849399.1*
PREDICTED:*similar*to*Estradiol*17CbetaCdehydrogenase*1*(17CbetaCHSD*1)*(Placental*17CbetaChydroxysteroid*dehydrogenase)*(20*alphaChydroxysteroid*dehydrogenase)*(20C
alphaCHSD)*(E2DH)*

XP_849404.1* PREDICTED:*similar*to*HLACB*associated*transcriptC2*isoform*a*isoform*2*
XP_849419.1* PREDICTED:*similar*to*Myosin*regulatory*light*chain*2CA,*smooth*muscle*isoform*(Myosin*RLCCA)*isoform*2*
XP_849420.1* PREDICTED:*similar*to*CalpainC3*(Calpain*L3)*(Calpain*p94)*(CalciumCactivated*neutral*proteinase*3)*(CANP*3)*(MuscleCspecific*calciumCactivated*neutral*protease*3)*isoform*2*
XP_849421.1* PREDICTED:*hypothetical*protein*XP_844328*isoform*1*



XP_849454.1* PREDICTED:*similar*to*ring*finger*protein*150*
XP_849457.1* PREDICTED:*similar*to*a*disintegrin*and*metalloprotease*domain*6,*partial*
XP_849458.1* PREDICTED:*similar*to*LINEC1*reverse*transcriptase*homolog*
XP_849464.1* PREDICTED:*similar*to*reelin*isoform*a*isoform*3*
XP_849475.1* PREDICTED:*similar*to*homeo*box*C5*
XP_849481.1* PREDICTED:*similar*to*zinc*finger*protein*258*isoform*2*
XP_849482.1* PREDICTED:*similar*to*DnaJ*(Hsp40)*homolog,*subfamily*C,*member*1*isoform*1*
XP_849486.1* PREDICTED:*hypothetical*protein*XP_844393*
XP_849488.1* PREDICTED:*similar*to*calcium/calmodulinCdependent*protein*kinase*ID*isoform*2*
XP_849504.1* PREDICTED:*similar*to*leucine*rich*repeat*containing*27*
XP_849506.1* PREDICTED:*similar*to*Vacuolar*ATP*synthase*subunit*C*(VCATPase*C*subunit)*(Vacuolar*proton*pump*C*subunit)*isoform*2*
XP_849514.1* PREDICTED:*similar*to*Histone*deacetylase*4*(HD4)*
XP_849520.1* PREDICTED:*similar*to*connector*enhancer*of*kinase*suppressor*of*Ras*2*isoform*2*
XP_849524.1* PREDICTED:*similar*to*thymic*stromal*lymphopoietin*isoform*1*
XP_849527.1* PREDICTED:*similar*to*RNA*(guanineC7C)*methyltransferase*
XP_849533.1* PREDICTED:*similar*to*ATPase,*Class*V,*type*10D*isoform*1*
XP_849535.1* PREDICTED:*similar*to*solute*carrier*family*39*(zinc*transporter),*member*14*isoform*3*
XP_849543.1* *PREDICTED:*similar*to*a*disintegrin*and*metalloproteinase*domain*20*preproprotein*
XP_849547.1* PREDICTED:*similar*to*Nebulette*(ActinCbinding*ZCdisk*protein)*isoform*3*
XP_849555.1* PREDICTED:*similar*to*Putative*protein*C21orf56*
XP_849557.1* PREDICTED:*similar*to*Rho*guanine*exchange*factor*16*
XP_849559.1* PREDICTED:*similar*to*MycCassociated*zinc*finger*protein*(MAZI)*(PurineCbinding*transcription*factor)*(PurC1)*
XP_849568.1* *PREDICTED:*similar*to*loss*of*heterozygosity,*11,*chromosomal*region*2,*gene*A*homolog*isoform*3*
XP_849585.1* *PREDICTED:*similar*to*Sodium/potassium/calcium*exchanger*3*precursor*(Na(+)/K(+)/Ca(2+)Cexchange*protein*3)*
XP_849593.1* PREDICTED:*similar*to*ATCrich*interactive*domainCcontaining*protein*5B*(ARID*domainCcontaining*protein*5B)*(Mrf1Clike)*(Modulator*recognition*factor*2)*(MrfC2)*isoform*11*
XP_849600.1* PREDICTED:*hypothetical*protein*XP_844507*isoform*2*
XP_849614.1* PREDICTED:*similar*to*Protein*C6orf10*
XP_849617.1* PREDICTED:*similar*to*family*with*sequence*similarity*70,*member*B*
XP_849618.1* PREDICTED:*similar*to*linker*for*activation*of*T*cells*family*member*2*isoform*1*
XP_849619.1* PREDICTED:*similar*to*EEA1*(Early*Endosome*Antigen,*Rab*effector)*homolog*family*member*(eeaC1)*
XP_849625.1* PREDICTED:*similar*to*ZC328.3*
XP_849629.1* PREDICTED:*similar*to*lipocalin*9*
XP_849641.1* PREDICTED:*similar*to*GlyceraldehydeC3Cphosphate*dehydrogenase*(GAPDH)*
XP_849649.1* PREDICTED:*similar*to*regulating*synaptic*membrane*exocytosis*2*isoform*2*
XP_849662.1* PREDICTED:*hypothetical*protein*XP_844569*
XP_849673.1* PREDICTED:*similar*to*ribosomal*protein*S12*isoform*2*



XP_849676.1* PREDICTED:*similar*to*Superkiller*viralicidic*activity*2Clike*2*isoform*1*
XP_849680.1* PREDICTED:*similar*to*HippocalcinClike*protein*4*(HLP4)*
XP_849696.1* PREDICTED:*similar*to*Trifunctional*enzyme*beta*subunit,*mitochondrial*precursor*(TPCbeta)*isoform*1*
XP_849714.1* PREDICTED:*similar*to*type*I*hair*keratin*5*
XP_849715.1* PREDICTED:*similar*to*oxidativeCstress*responsive*1*isoform*2*
XP_849721.1* PREDICTED:*similar*to*ferredoxin*reductase*isoform*2*precursor*isoform*2*
XP_849734.1* PREDICTED:*hypothetical*protein*XP_844641*isoform*1*
XP_849735.1* PREDICTED:*similar*to*ataxin*2*related*protein*isoform*C*isoform*2*
XP_849742.1* PREDICTED:*similar*to*Transmembrane*protein*9*precursor*(Dermal*papilla*derived*protein*4)*
XP_849745.1* PREDICTED:*similar*to*twinfilinClike*protein*isoform*3*

XP_849746.1*
PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*A1*(HelixCdestabilizing*protein)*(SingleCstrand*binding*protein)*(hnRNP*core*protein*A1)*(HDPC1)*
(TopoisomeraseCinhibitor*suppressed)*isoform*2*

XP_849750.1* PREDICTED:*similar*to*RAB1B,*member*RAS*oncogene*family*
XP_849758.1* PREDICTED:*similar*to*otoferlin*isoform*a*isoform*2*
XP_849769.1* PREDICTED:*similar*to*Williams*Beuren*syndrome*chromosome*region*18*
XP_849770.1* PREDICTED:*similar*to*type*I*hair*keratin*8*
XP_849774.1* PREDICTED:*similar*to*tumor*protein*p53*binding*protein,*1*isoform*3*
XP_849779.1* PREDICTED:*hypothetical*protein*XP_844686*
XP_849780.1* PREDICTED:*hypothetical*protein*XP_844687*
XP_849781.1* PREDICTED:*similar*to*osterix*
XP_849786.1* PREDICTED:*similar*to*G6B*protein*isoform*G6bCC*precursor*isoform*1*
XP_849790.1* PREDICTED:*similar*to*Rho*GTPase*activating*protein*24*isoform*1*isoform*2*
XP_849794.1* PREDICTED:*similar*to*Transcription*intermediary*factor*1Calpha*(TIF1Calpha)*(Tripartite*motif*protein*24)*(RING*finger*protein*82)*
XP_849800.1* PREDICTED:*similar*to*GlyceraldehydeC3Cphosphate*dehydrogenase,*liver*(GAPDH)*
XP_849804.1* PREDICTED:*similar*to*RIKEN*cDNA*1110030K22*isoform*5*
XP_849805.1* PREDICTED:*similar*to*MondoA*isoform*2*
XP_849808.1* PREDICTED:*similar*to*hect*domain*and*RLD*4*isoform*a*isoform*2*
XP_849812.1* *PREDICTED:*similar*to*tropomyosin*1*alpha*chain*isoform*4*isoform*3*
XP_849814.1* PREDICTED:*similar*to*cordonCbleu*homolog*
XP_849821.1* PREDICTED:*similar*to*a*disintegrin*and*metalloproteinase*domain*22*isoform*2*preproprotein*isoform*3*
XP_849824.1* PREDICTED:*similar*to*Ubiquitin*conjugation*factor*E4*B*(UbiquitinCfusion*degradation*protein*2)*(Homozygously*deleted*in*neuroblastomaC1)*isoform*1*
XP_849828.1* PREDICTED:*similar*to*extra*spindle*poles*like*1*
XP_849832.1* PREDICTED:*similar*to*NonCmuscle*caldesmon*(CDM)*(LCcaldesmon)*isoform*1*
XP_849833.1* PREDICTED:*similar*to*TryptophanCrich*protein*(Congenital*heart*disease*5*protein)*isoform*1*
XP_849838.1* PREDICTED:*similar*to*surfeit*6*
XP_849841.1* PREDICTED:*similar*to*zinc*finger*protein*297*



XP_849851.1* PREDICTED:*similar*to*Cell*division*protein*kinase*8*(Protein*kinase*K35)*isoform*2*
XP_849856.1* PREDICTED:*similar*to*CG12113CPA*
XP_849857.1* PREDICTED:*similar*to*bromodomain*containing*protein*3*
XP_849858.1* PREDICTED:*similar*to*malate*dehydrogenase,*mitochondrial*
XP_849869.1* PREDICTED:*similar*to*KinesinClike*protein*KIFC1*(KinesinClike*protein*2)*(KinesinCrelated*protein*HSET)*
XP_849871.1* PREDICTED:*similar*to*SH2*domainCcontaining*putative*adapter*SH2CB*
XP_849882.1* PREDICTED:*similar*to*neuronal*pentraxin*with*chromo*domain*isoform*3*isoform*3*
XP_849884.1* PREDICTED:*hypothetical*protein*XP_844791*isoform*1*
XP_849889.1* PREDICTED:*similar*to*TCcell*receptor*alpha*chain*C*region*

XP_849893.1*
PREDICTED:*similar*to*TyrosineCprotein*phosphatase,*nonCreceptor*type*13*(ProteinCtyrosine*phosphatase*1E)*(PTPCE1)*(hPTPE1)*(PTPCBAS)*(ProteinCtyrosine*phosphatase*
PTPL1)*(FasCassociated*proteinCtyrosine*phosphatase*1)*(FAPC1)*isoform*3*

XP_849896.1* PREDICTED:*similar*to*zinc*finger*and*BTB*domain*containing*9*

XP_849903.1*
PREDICTED:*similar*to*FCbox/LRRCrepeat*protein*10*(FCbox*and*leucineCrich*repeat*protein*10)*(FCbox*protein*FBL10)*(JEMMA*protein)*(CXXC*finger*protein*2)*(Protein*
containing*CXXC*domain*2)*isoform*2*

XP_849922.1* PREDICTED:*similar*to*CG12713CPA*
XP_849929.1* PREDICTED:*similar*to*selenoprotein*O*
XP_849933.1* PREDICTED:*similar*to*Rho*GDP*dissociation*inhibitor*(GDI)*alpha*

XP_849935.1*
*PREDICTED:*similar*to*Ubiquitin*carboxylCterminal*hydrolase*15*(Ubiquitin*thiolesterase*15)*(UbiquitinCspecific*processing*protease*15)*(Deubiquitinating*enzyme*15)*(UnphC
2)*(Unph4)*isoform*2*

XP_849937.1* PREDICTED:*similar*to*DnaJ*homolog*subfamily*A*member*1*(Heat*shock*40*kDa*protein*4)*(DnaJ*protein*homolog*2)*(HSJC2)*(HSDJ)*isoform*1*
XP_849938.1* PREDICTED:*similar*to*fibroblast*growth*factor*9*precursor*isoform*2*
XP_849939.1* PREDICTED:*similar*to*LeucineCzipperClike*transcriptional*regulator*1*(LZTRC1)*isoform*1*
XP_849944.1* PREDICTED:*similar*to*malate*dehydrogenase,*mitochondrial*
XP_849951.1* PREDICTED:*similar*to*LEM*domain*containing*2*
XP_849962.1* PREDICTED:*similar*to*collaborates/cooperates*with*ARF*(alternate*reading*frame)*protein*
XP_849985.1* *PREDICTED:*similar*to*Complement*factor*B*precursor*(C3/C5*convertase)*(Properdin*factor*B)*(GlycineCrich*beta*glycoprotein)*(GBG)*(PBF2)*isoform*2*
XP_849994.1* PREDICTED:*similar*to*tripartite*motifCcontaining*9*
XP_850003.1* PREDICTED:*similar*to*shroom*
XP_850008.1* PREDICTED:*similar*to*Keratin,*type*II*cytoskeletal*6A*(Cytokeratin*6A)*(CK*6A)*(K6a*keratin)*isoform*2*
XP_850010.1* PREDICTED:*similar*to*RNA*polymerase*III*transcription*initiation*factor*BRF2*
XP_850012.1* PREDICTED:*similar*to*keratin*6*irs3*
XP_850032.1* PREDICTED:*similar*to*MicrotubuleCassociated*protein*tau*(Neurofibrillary*tangle*protein)*(Paired*helical*filamentCtau)*(PHFCtau)*isoform*2*
XP_850034.1* PREDICTED:*similar*to*TAFA5*protein*
XP_850043.1* PREDICTED:*similar*to*arrestin*beta*1*isoform*A*isoform*2*
XP_850058.1* PREDICTED:*similar*to*type*I*hair*keratin*KA36*
XP_850060.1* PREDICTED:*similar*to*CUB*and*Sushi*multiple*domains*3*isoform*1*isoform*2*
XP_850062.1* PREDICTED:*similar*to*conserved*nuclear*protein*Nhn1*isoform*3*



XP_850063.1* PREDICTED:*similar*to*14C3C3*protein*epsilon*(14C3C3E)*(Mitochondrial*import*stimulation*factor*L*subunit)*(MSF*L)*isoform*1*
XP_850085.1* PREDICTED:*similar*to*ScmClike*with*four*mbt*domains*1*
XP_850086.1* PREDICTED:*similar*to*Adipocyte*plasma*membraneCassociated*protein*(BSCv*protein)*
XP_850091.1* PREDICTED:*similar*to*keratin*20*
XP_850095.1* PREDICTED:*similar*to*43*kDa*receptorCassociated*protein*of*the*synapse*(RAPsyn)*(Acetylcholine*receptorCassociated*43*kDa*protein)*(43*kDa*postsynaptic*protein)*isoform*1*
XP_850098.1* PREDICTED:*similar*to*myosin,*heavy*polypeptide*10,*nonCmuscle*isoform*2*
XP_850103.1* PREDICTED:*similar*to*GlyceraldehydeC3Cphosphate*dehydrogenase*(GAPDH)*
XP_850110.1* PREDICTED:*similar*to*VprCbinding*protein*isoform*2*
XP_850111.1* PREDICTED:*similar*to*elongation*factor*Tu*GTP*binding*domain*containing*1*isoform*6*
XP_850112.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*2*isoform*1*
XP_850113.1* PREDICTED:*similar*to*heat*shock*protein*1,*beta*
XP_850127.1* PREDICTED:*similar*to*GMP*reductase*2*(Guanosine*5Cmonophosphate*oxidoreductase*2)*(Guanosine*monophosphate*reductase*2)*isoform*3*
XP_850131.1* PREDICTED:*hypothetical*protein*XP_845038*
XP_850138.1* PREDICTED:*similar*to*visual*system*homeobox*1*protein*isoform*a*
XP_850144.1* PREDICTED:*hypothetical*protein*XP_845051*
XP_850148.1* PREDICTED:*similar*to*betaC2Cmicroglobulin*precursor*isoform*3*
XP_850160.1* PREDICTED:*similar*to*threonylCtRNA*synthetaseClike*1*isoform*2*
XP_850166.1* PREDICTED:*similar*to*keratin,*hair,*basic,*3*
XP_850167.1* PREDICTED:*similar*to*phosphoribosylformylglycinamidine*synthase*

XP_850180.1*
PREDICTED:*similar*to*ThioredoxinCdependent*peroxide*reductase,*mitochondrial*precursor*(Peroxiredoxin*3)*(Antioxidant*protein*1)*(AOPC1)*(MER5*protein*homolog)*
(HBC189)*(PRX*III)*

XP_850181.1* PREDICTED:*similar*to*thioredoxin*reductase*2*isoform*1*precursor*
XP_850184.1* *PREDICTED:*similar*to*InsulinClike*growth*factor*binding*protein*4*precursor*(IGFBPC4)*(IBPC4)*(IGFCbinding*protein*4)*
XP_850196.1* PREDICTED:*similar*to*phosphoinositideC3Ckinase,*regulatory*subunit*5,*p101*isoform*1*
XP_850197.1* PREDICTED:*similar*to*TPR*domain,*ankyrinCrepeat*and*coiledCcoilCcontaining*isoform*2*
XP_850205.1* PREDICTED:*similar*to*fibroblast*activation*protein,*alpha*subunit*

XP_850224.1*
PREDICTED:*similar*to*Proprotein*convertase*subtilisin/kexin*type*7*precursor*(Proprotein*convertase*PC7)*(Subtilisin/kexinClike*protease*PC7)*(Prohormone*convertase*PC7)*
(PC8)*(hPC8)*(Lymphoma*proprotein*convertase)*isoform*3*

XP_850235.1* PREDICTED:*similar*to*heat*shock*protein*8*
XP_850237.1* PREDICTED:*similar*to*exostoses*(multiple)Clike*3*
XP_850256.1* PREDICTED:*similar*to*TGFCbeta*induced*apotosis*protein*12*isoform*3*
XP_850262.1* PREDICTED:*similar*to*Succinate*dehydrogenase*[ubiquinone]*ironCsulfur*protein,*mitochondrial*precursor*(Ip)*(IronCsulfur*subunit*of*complex*II)*
XP_850263.1* PREDICTED:*similar*to*zinc*finger*CCCHCtype*containing*12A*
XP_850267.1* PREDICTED:*similar*to*cytochrome*P450,*family*26,*subfamily*C,*polypeptide*1*
XP_850273.1* PREDICTED:*similar*to*mannanCbinding*lectin*serine*protease*1*isoform*2*precursor*isoform*2*
XP_850282.1* PREDICTED:*similar*to*Collagen*alpha*1(VII)*chain*precursor*(LongCchain*collagen)*(LC*collagen)*



XP_850284.1* PREDICTED:*similar*to*vacuolar*protein*sorting*16*isoform*1*isoform*1*
XP_850288.1* PREDICTED:*similar*to*BAI1Cassociated*protein*2Clike*1*isoform*3*
XP_850290.1* PREDICTED:*similar*to*heat*shock*protein*1,*beta*
XP_850291.1* PREDICTED:*similar*to*Platelet*glycoprotein*Ib*beta*chain*precursor*(GPCIb*beta)*(GPIbB)*(GPIbCbeta)*
XP_850296.1* PREDICTED:*similar*to*human*immunodeficiency*virus*type*I*enhancer*binding*protein*2*isoform*1*
XP_850297.1* PREDICTED:*similar*to*MUF1*protein*isoform*1*
XP_850299.1* PREDICTED:*similar*to*myosin,*heavy*polypeptide*13,*skeletal*muscle*isoform*2*
XP_850301.1* PREDICTED:*similar*to*HECT*domain*containing*1*isoform*1*
XP_850302.1* PREDICTED:*similar*to*Zinc*finger*protein*364*(Rabring*7)*
XP_850304.1* PREDICTED:*similar*to*NetrinC1*precursor*
XP_850307.1* PREDICTED:*similar*to*FicolinC1*precursor*(Collagen/fibrinogen*domainCcontaining*protein*1)*(FicolinCA)*(Ficolin*A)*(MCFicolin)*
XP_850311.1* PREDICTED:*similar*to*heparanase*2*isoform*2*
XP_850312.1* PREDICTED:*similar*to*zinc*finger*protein*259*isoform*2*
XP_850318.1* PREDICTED:*hypothetical*protein*XP_845225*
XP_850320.1* PREDICTED:*similar*to*Putative*GTPCbinding*protein*PTD004*isoform*2*
XP_850322.1* PREDICTED:*similar*to*nudix*(nucleoside*diphosphate*linked*moiety*X)Ctype*motif*17*

XP_850327.1*
PREDICTED:*similar*to*SWI/SNFCrelated*matrixCassociated*actinCdependent*regulator*of*chromatin*subfamily*D*member*3*(60*kDa*BRGC1/Brm*associated*factor*subunit*C)*
(BRG1Cassociated*factor*60C)*(mBAF60c)*isoform*3*

XP_850331.1* PREDICTED:*similar*to*glutamate*receptor*7*precursor*
XP_850341.1* PREDICTED:*similar*to*phosphoinositideC3Ckinase,*regulatory*subunit,*polypeptide*1*isoform*1*isoform*2*
XP_850350.1* PREDICTED:*similar*to*zinc*transporter*ZTL1*isoform*1*isoform*2*
XP_850355.1* PREDICTED:*similar*to*integrin,*alpha*10*precursor*
XP_850358.1* PREDICTED:*similar*to*urotensin*2*domain*containing*
XP_850363.1* PREDICTED:*similar*to*RasCrelated*protein*RabC40B*(SOCS*box*containing*protein*RAR)*(Rar*protein)*
XP_850365.1* PREDICTED:*similar*to*glutamate*receptor,*metabotropic*1*isoform*2*
XP_850368.1* PREDICTED:*similar*to*Rho*GTPase*activating*protein*5*isoform*a*isoform*1*
XP_850380.1* PREDICTED:*similar*to*glycerolC3Cphosphate*dehydrogenase*1*(soluble)*isoform*2*
XP_850394.1* PREDICTED:*similar*to*SAM*and*SH3*domain*containing*protein*1*(ProlineCglutamate*repeatCcontaining*protein)*isoform*2*
XP_850398.1* PREDICTED:*similar*to*G2/mitoticCspecific*cyclin*B1*isoform*1*
XP_850410.1* PREDICTED:*similar*to*Adaptin*earCbinding*coatCassociated*protein*2*(NECAPC2)*
XP_850411.1* PREDICTED:*similar*to*TyrosineCprotein*kinase*SYK*(Spleen*tyrosine*kinase)*isoform*3*
XP_850417.1* PREDICTED:*similar*to*CG13139CPA*
XP_850418.1* PREDICTED:*similar*to*angiotensin*II*receptorCassociated*protein*
XP_850433.1* PREDICTED:*similar*to*fidgetin*
XP_850437.1* PREDICTED:*similar*to*SEC13Clike*1*isoform*1*
XP_850441.1* PREDICTED:*similar*to*Tricarboxylate*transport*protein,*mitochondrial*precursor*(Citrate*transport*protein)*(CTP)*(Tricarboxylate*carrier*protein)*



XP_850445.1* PREDICTED:*similar*to*myosin,*heavy*polypeptide*13,*skeletal*muscle*
XP_850455.1* PREDICTED:*similar*to*testis*expressed*gene*2*isoform*2*
XP_850457.1* PREDICTED:*similar*to*poly(A)*binding*protein,*cytoplasmic*4*isoform*2*
XP_850462.1* PREDICTED:*similar*to*chromatin*modifying*protein*6*
XP_850463.1* PREDICTED:*hypothetical*protein*XP_845370*
XP_850469.1* PREDICTED:*similar*to*GPI*deacylase*
XP_850472.1* PREDICTED:*similar*to*zinc*finger*protein*512*isoform*1*
XP_850477.1* PREDICTED:*similar*to*nucleolinCrelated*protein*isoform*1*
XP_850486.1* PREDICTED:*similar*to*TERF1Cinteracting*nuclear*factor*2*(TRF1Cinteracting*nuclear*protein*2)*
XP_850487.1* PREDICTED:*similar*to*raptor*
XP_850492.1* PREDICTED:*similar*to*Probable*ATPCdependent*RNA*helicase*DDX6*(DEADCbox*protein*6)*(ATPCdependent*RNA*helicase*p54)*(Oncogene*RCK)*isoform*1*
XP_850496.1* PREDICTED:*similar*to*fibrocystin*L*
XP_850498.1* PREDICTED:*similar*to*tubulin,*beta,*2*
XP_850500.1* PREDICTED:*similar*to*fibroblast*growth*factor*receptor*substrate*2*isoform*3*
XP_850502.1* PREDICTED:*similar*to*UDPCglucuronosyltransferase*2B4*precursor*(UDPGT)*(Hyodeoxycholic*acid)*(HLUG25)*(UDPGThC1)*isoform*1*
XP_850514.1* PREDICTED:*hypothetical*protein*XP_845421*
XP_850518.1* PREDICTED:*similar*to*UDPCGlcNAc:betaGal*betaC1,3CNCacetylglucosaminyltransferaseClike*1*
XP_850519.1* PREDICTED:*similar*to*tropomyosin*3*isoform*2*
XP_850520.1* PREDICTED:*similar*to*two*AAA*domain*containing*protein*isoform*2*
XP_850521.1* PREDICTED:*similar*to*CG7074CPA*isoform*2*
XP_850523.1* PREDICTED:*similar*to*oxysterolCbinding*proteinClike*protein*10*isoform*2*

XP_850532.1*
PREDICTED:*similar*to*PhosphatidylinositolC4Cphosphate*5Ckinase*type*II*alpha*(PIP5KIICalpha)*(1CphosphatidylinositolC4Cphosphate*5Ckinase)*(PtdIns(4)PC5Ckinase*B*isoform)*
(Diphosphoinositide*kinase)*

XP_850533.1* PREDICTED:*similar*to*actinClike*6B*
XP_850534.1* PREDICTED:*similar*to*glyceraldehydeC3Cphosphate*dehydrogenase*
XP_850535.1* PREDICTED:*similar*to*General*transcription*factor*3C*polypeptide*4*(Transcription*factor*IIICCdelta*subunit)*(TF3CCdelta)*(TFIIIC*90*kDa*subunit)*(TFIIIC*90)*
XP_850543.1* PREDICTED:*similar*to*zinc*finger*protein*281*
XP_850545.1* PREDICTED:*similar*to*ubiquitinCactivating*enzyme*E1Clike*isoform*1*
XP_850547.1* PREDICTED:*similar*to*FCbox*only*protein*24*
XP_850549.1* PREDICTED:*similar*to*Probable*dolichyl*pyrophosphate*Glc1Man9GlcNAc2*alphaC1,3Cglucosyltransferase*(DolichylCPCGlc:Glc1Man9GlcNAc2CPPCdolichyl*glucosyltransferase)*
XP_850554.1* PREDICTED:*similar*to*regulator*of*GCprotein*signalling*12*isoform*1*isoform*2*
XP_850562.1* PREDICTED:*hypothetical*protein*XP_845469*
XP_850567.1* PREDICTED:*hypothetical*protein*XP_845474*isoform*2*
XP_850574.1* PREDICTED:*hypothetical*protein*XP_845481*
XP_850575.1* PREDICTED:*similar*to*Probable*ATPCdependent*61*kDa*nucleolar*RNA*helicase*(DEADCbox*protein*56)*(DEADCbox*protein*21)*
XP_850584.1* PREDICTED:*similar*to*G*proteinCcoupled*receptor*157*



XP_850604.1* PREDICTED:*similar*to*BNIP2*motif*containing*molecule*at*the*carboxyl*terminal*region*1*
XP_850607.1* PREDICTED:*similar*to*CD2Cassociated*protein*
XP_850611.1* PREDICTED:*similar*to*ReceptorCinteracting*serine/threonineCprotein*kinase*3*(RIPClike*protein*kinase*3)*(ReceptorCinteracting*protein*3)*(RIPC3)*(mRIP3)*
XP_850614.1* PREDICTED:*similar*to*Transcription*initiation*factor*TFIID*subunit*9*(Transcription*initiation*factor*TFIID*31*kDa*subunit)*(TAFIIC31)*(TAFIIC32)*(TAFII32)*(STAF31/32)*isoform*1*
XP_850616.1* PREDICTED:*similar*to*trinucleotide*repeat*containing*15*isoform*1*
XP_850632.1* PREDICTED:*similar*to*proline*arginine*rich*coiled*coil*1*
XP_850641.1* PREDICTED:*similar*to*Estrogen*sulfotransferase*(Sulfotransferase,*estrogenCpreferring)*(ESTC1)*isoform*3*
XP_850642.1* PREDICTED:*similar*to*GDPCmannose*pyrophosphorylase*B*isoform*2*isoform*2*
XP_850645.1* PREDICTED:*similar*to*DEAD*(AspCGluCAlaCAs)*box*polypeptide*19*isoform*2*isoform*1*
XP_850649.1* PREDICTED:*similar*to*Lysosomal*alphaCglucosidase*precursor*(Acid*maltase)*(Aglucosidase*alfa)*
XP_850671.1* PREDICTED:*hypothetical*protein*XP_845578*
XP_850680.1* PREDICTED:*similar*to*nucleoporin*214kDa*
XP_850706.1* PREDICTED:*similar*to*carbohydrate*(keratan*sulfate*GalC6)*sulfotransferase*1*isoform*2*
XP_850713.1* PREDICTED:*hypothetical*protein*XP_845620*
XP_850714.1* PREDICTED:*similar*to*myeloid/lymphoid*or*mixedClineage*leukemia*(trithorax*homolog,*Drosophila);*translocated*to,*6*
XP_850723.1* PREDICTED:*similar*to*RNACbinding*protein*9*(RNA*binding*motif*protein*9)*(Hexaribonucleotide*binding*protein*2)*(Repressor*of*tamoxifen*transcriptional*activity)*isoform*3*
XP_850731.1* PREDICTED:*hypothetical*protein*XP_845638*
XP_850749.1* PREDICTED:*similar*to*Chromobox*protein*homolog*8*(Polycomb*3*homolog)*(Pc3)*(HPC3)*(Rectachrome*1)*
XP_850750.1* PREDICTED:*similar*to*SNAP25Cinteracting*protein*
XP_850754.1* PREDICTED:*similar*to*basic*transcription*factor*3*isoform*2*
XP_850756.1* PREDICTED:*similar*to*TruB*pseudouridine*(psi)*synthase*homolog*2*isoform*1*
XP_850757.1* PREDICTED:*similar*to*helicase*(DNA)*B*
XP_850765.1* PREDICTED:*similar*to*keratin*13*isoform*a*isoform*2*
XP_850768.1* PREDICTED:*hypothetical*protein*XP_845675*
XP_850770.1* PREDICTED:*similar*to*Exosome*complex*exonuclease*RRP4*(Ribosomal*RNA*processing*protein*4)*(Exosome*component*2)*
XP_850781.1* PREDICTED:*similar*to*NEDD4Clike*ubiquitinCprotein*ligase*1*
XP_850782.1* PREDICTED:*similar*to*putative*tumor*suppressor*FUS2*
XP_850786.1* PREDICTED:*similar*to*PR*domain*containing*12*
XP_850796.1* PREDICTED:*similar*to*PHD*finger*protein*20Clike*1*isoform*1*isoform*2*
XP_850800.1* PREDICTED:*similar*to*ectonucleotide*pyrophosphatase/phosphodiesterase*7*
XP_850807.1* PREDICTED:*similar*to*C53D5.1a*
XP_850810.1* PREDICTED:*similar*to*Stromal*cellCderived*factor*2Clike*protein*1*precursor*(SDF2*like*protein*1)*(PWP1Cinteracting*protein*8)*
XP_850818.1* PREDICTED:*similar*to*mitochondrial*malate*dehydrogenase*precursor*
XP_850820.1* PREDICTED:*hypothetical*protein*XP_845727*
XP_850837.1* PREDICTED:*similar*to*phosphoinositideC3Ckinase*adaptor*protein*1*
XP_850840.1* PREDICTED:*similar*to*oxoglutarate*(alphaCketoglutarate)*dehydrogenase*(lipoamide)*isoform*1*precursor,*partial*



XP_850847.1* PREDICTED:*similar*to*poly*(ADPCribose)*polymerase*family,*member*14*
XP_850862.1* PREDICTED:*similar*to*tetratricopeptide*repeat*domain*21B*
XP_850870.1* PREDICTED:*similar*to*CDK2Cassociated*protein**1*

XP_850872.1*
PREDICTED:*similar*to*[Segment*2*of*2]*RuntCrelated*transcription*factor*2*(CoreCbinding*factor,*alpha*1*subunit)*(CBFCalpha*1)*(OsteoblastCspecific*transcription*factor*2)*
(OSFC2),*partial*

XP_850873.1* PREDICTED:*similar*to*SynapsinC3*(Synapsin*III)*isoform*2*
XP_850874.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*2*isoform*2*
XP_850880.1* PREDICTED:*similar*to*poly*(ADPCribose)*polymerase*family,*member*14*
XP_850884.1* PREDICTED:*similar*to*beta*isoform*of*regulatory*subunit*A,*protein*phosphatase*2*isoform*b*isoform*2*
XP_850894.1* *PREDICTED:*similar*to*cisplatin*resistance*associated*
XP_850897.1* PREDICTED:*similar*to*MON1*homolog*A*
XP_850908.1* PREDICTED:*similar*to*heparanase*
XP_850910.1* PREDICTED:*similar*to*ubiquitin*specific*protease*6,*partial*
XP_850922.1* PREDICTED:*similar*to*ATPCbinding*cassette,*subCfamily*A,*member*6*isoform*a*isoform*2*
XP_850929.1* PREDICTED:*similar*to*TRAFCinteracting*protein*
XP_850930.1* PREDICTED:*similar*to*Protein*KIAA0690*
XP_850937.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*1*
XP_850954.1* PREDICTED:*similar*to*type*IV*alpha*6*collagen*isoform*A*precursor*isoform*2*
XP_850956.1* PREDICTED:*similar*to*a*disintegrin*and*metalloproteinase*domain*28*isoform*1*preproprotein*
XP_850961.1* PREDICTED:*similar*to*ATP*synthase,*H+*transporting,*mitochondrial*F1*complex,*gamma*subunit*isoform*H*(heart)*precursor*
XP_850963.1* PREDICTED:*similar*to*SEC24Crelated*protein*C*isoform*2*
XP_850972.1* PREDICTED:*similar*to*Twist*related*protein*1*(HCtwist)*isoform*2*
XP_850973.1* PREDICTED:*similar*to*spastin*isoform*1*isoform*1*
XP_850976.1* PREDICTED:*similar*to*GolgiCspecific*brefeldin*ACresistance*guanine*nucleotide*exchange*factor*1*(BFACresistant*GEF*1)*isoform*2*
XP_850979.1* PREDICTED:*similar*to*zinc*finger,*MYM*domain*containing*1*
XP_850984.1* PREDICTED:*similar*to*copine*7*isoform*a*
XP_850990.1* PREDICTED:*similar*to*CTAGE*family,*member*5*isoform*2*isoform*3*
XP_850991.1* PREDICTED:*similar*to*tubulin,*alpha*1*
XP_850998.1* PREDICTED:*similar*to*tubulin,*alpha*1*
XP_851006.1* PREDICTED:*similar*to*Baculoviral*IAP*repeatCcontaining*protein*6*(UbiquitinCconjugating*BIRCdomain*enzyme*apollon)*isoform*2*

XP_851008.1*
PREDICTED:*similar*to*Inositol*1,4,5Ctrisphosphate*receptor*type*1*(Type*1*inositol*1,4,5Ctrisphosphate*receptor)*(Type*1*InsP3*receptor)*(IP3*receptor*isoform*1)*(InsP3R1)*
(IP3R)*isoform*2*

XP_851014.1* PREDICTED:*similar*to*extracellular*matrix*protein*1*isoform*1*precursor*
XP_851016.1* PREDICTED:*similar*to*SH2CB*PH*domain*containing*signaling*mediator*1*
XP_851017.1* PREDICTED:*similar*to*EHCdomain*containing*protein*4*(Hepatocellular*carcinomaCassociated*protein*10/11)*
XP_851019.1* PREDICTED:*similar*to*MitogenCactivated*protein*kinase*kinase*kinase*4*(MAPK/ERK*kinase*kinase*4)*(MEK*kinase*4)*(MEKK*4)*(MAP*three*kinase*1)*isoform*1*



XP_851025.1* PREDICTED:*similar*to*MicrotubuleCassociated*protein*RP/EB*family*member*1*(APCCbinding*protein*EB1)*(EndCbinding*protein*1)*(EB1)*
XP_851040.1* PREDICTED:*similar*to*dachshund*2*
XP_851044.1* PREDICTED:*similar*to*solute*carrier*family*25*member*3*isoform*b*precursor*
XP_851054.1* PREDICTED:*similar*to*cartilage*acidic*protein*1*
XP_851057.1* PREDICTED:*similar*to*keratin*8*
XP_851061.1* PREDICTED:*similar*to*CG6796CPA*

XP_851063.1*
PREDICTED:*similar*to*Solute*carrier*organic*anion*transporter*family,*member*3A1*(Solute*carrier*family*21,*member*11)*(SodiumCindependent*organic*anion*transporter*D)*
(Organic*anion*transporting*polypeptide*D)*(OATPCD)*(Organic*anion*transporter*polypeptide...*

XP_851075.1* PREDICTED:*similar*to*calcium/calmodulinCdependent*protein*kinase*IIB*isoform*5*
XP_851082.1* PREDICTED:*hypothetical*protein*XP_845989*
XP_851083.1* PREDICTED:*similar*to*adenylate*kinase*3*
XP_851086.1* PREDICTED:*similar*to*GC2*and*SCphase*expressed*1*
XP_851095.1* PREDICTED:*similar*to*Tubulin*alphaC2*chain*(AlphaCtubulin*2)*
XP_851102.1* PREDICTED:*hypothetical*protein*XP_846009*
XP_851105.1* PREDICTED:*similar*to*malate*dehydrogenase,*mitochondrial*
XP_851117.1* PREDICTED:*similar*to*codanin*1*
XP_851119.1* PREDICTED:*similar*to*polyubiquitin*
XP_851122.1* PREDICTED:*similar*to*phytanoylCCoA*dioxygenase*domain*containing*1*(predicted)*
XP_851126.1* PREDICTED:*similar*to*Mitochondrial*carnitine/acylcarnitine*carrier*protein*(Carnitine/acylcarnitine*translocase)*(CAC)*isoform*2*
XP_851127.1* PREDICTED:*similar*to*mitochondrial*ribosomal*protein*L17*isoform*1*
XP_851140.1* PREDICTED:*similar*to*NeddC4Clike*E3*ubiquitinCprotein*ligase*WWP2*(WW*domainCcontaining*protein*2)*(AtropinC1*interacting*protein*2)*(AIP2)*isoform*2*
XP_851151.1* PREDICTED:*similar*to*ClaudinC23*
XP_851155.1* PREDICTED:*similar*to*Dendrin*
XP_851160.1* PREDICTED:*similar*to*Endonuclease*G,*mitochondrial*precursor*(Endo*G)*

XP_851161.1*
PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*A1*(HelixCdestabilizing*protein)*(SingleCstrand*binding*protein)*(hnRNP*core*protein*A1)*(HDPC1)*
(TopoisomeraseCinhibitor*suppressed)*

XP_851162.1* PREDICTED:*similar*to*Dynactin*subunit*2*(Dynactin*complex*50*kDa*subunit)*(50*kDa*dyneinCassociated*polypeptide)*(p50*dynamitin)*(DCTNC50)*
XP_851170.1* PREDICTED:*similar*to*CHMP*family,*member*7*
XP_851177.1* PREDICTED:*similar*to*SCCC112*protein*isoform*2*

XP_851182.1*
PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*A1*(HelixCdestabilizing*protein)*(SingleCstrand*binding*protein)*(hnRNP*core*protein*A1)*(HDPC1)*
(TopoisomeraseCinhibitor*suppressed)*

XP_851196.1* PREDICTED:*similar*to*lemur*tyrosine*kinase*2*
XP_851201.1* PREDICTED:*similar*to*peroxisomal*biogenesis*factor*14*
XP_851202.1* PREDICTED:*similar*to*WD*repeat*domain*6*protein*
XP_851203.1* PREDICTED:*similar*to*Golgi*autoantigen,*golgin*subfamily*A*member*4*(TransCGolgi*p230)*(256*kDa*golgin)*(GolginC245)*(72.1*protein)*
XP_851206.1* PREDICTED:*similar*to*glyceraldehydeC3Cphosphate*dehydrogenase*
XP_851209.1* PREDICTED:*similar*to*ubiquinolCcytochrome*c*reductase*core*protein*I*isoform*2*



XP_851210.1* PREDICTED:*similar*to*suppression*of*tumorigenicity*5*isoform*1*isoform*2*
XP_851216.1* PREDICTED:*similar*to*DNA*polymerase*epsilon*subunit*2*isoform*1*
XP_851221.1* PREDICTED:*similar*to*Homeobox*protein*HoxCB7*(HoxC2C)*(HHO.C1)*
XP_851229.1* PREDICTED:*similar*to*serologically*defined*colon*cancer*antigen*1*isoform*2*

XP_851238.1*
PREDICTED:*similar*to*Early*growth*response*protein*1*(EGRC1)*(KroxC24*protein)*(ZIF268)*(Nerve*growth*factorCinduced*protein*A)*(NGFICA)*(Transcription*factor*ETR103)*
(Zinc*finger*protein*225)*(AT225)*isoform*3*

XP_851240.1* PREDICTED:*similar*to*three*prime*repair*exonuclease*1*isoform*d*isoform*2*
XP_851244.1* PREDICTED:*similar*to*collectin*subCfamily*member*10*
XP_851250.1* PREDICTED:*similar*to*RAS*related*protein*1b*
XP_851253.1* PREDICTED:*similar*to*LysM,*putative*peptidoglycanCbinding,*domain*containing*1*
XP_851256.1* PREDICTED:*similar*to*InterleukinC17C*precursor*(ILC17C)*(Cytokine*CX2)*
XP_851262.1* PREDICTED:*similar*to*Eukaryotic*translation*initiation*factor*5B*(eIFC5B)*(Translation*initiation*factor*IFC2)*isoform*2*
XP_851271.1* PREDICTED:*hypothetical*protein*XP_846178*
XP_851287.1* PREDICTED:*similar*to*LY6/PLAUR*domain*containing*2*
XP_851299.1* PREDICTED:*similar*to*adipocyte*complement*related*protein*of*30*kDa*
XP_851302.1* PREDICTED:*similar*to*Methionine*aminopeptidase*2*(MetAP*2)*(Peptidase*M*2)*(Initiation*factor*2*associated*67*kDa*glycoprotein)*(p67)*(p67eIF2)*
XP_851304.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*1*
XP_851319.1* PREDICTED:*similar*to*dynein,*axonemal,*heavy*polypeptide*9*isoform*2*isoform*1*
XP_851322.1* PREDICTED:*similar*to*Reticulon*protein*3*(NeuroendocrineCspecific*proteinClike*2)*(NSPClike*protein*II)*(NSPLII)*
XP_851323.1* PREDICTED:*similar*to*TCcell*receptor*beta*chain*V*region*CTLCL17*precursor*
XP_851332.1* PREDICTED:*similar*to*ring*finger*protein*10*isoform*2*
XP_851341.1* PREDICTED:*similar*to*solute*carrier*family*25,*member*28*
XP_851349.1* PREDICTED:*similar*to*TCcell*receptor*beta*chain*V*region*86T1*precursor*
XP_851352.1* PREDICTED:*similar*to*LIM*homeobox*transcription*factor*1*alpha*
XP_851359.1* PREDICTED:*similar*to*RNA*U,*small*nuclear*RNA*export*adaptor*(phosphorylation*regulated)*
XP_851361.1* PREDICTED:*similar*to*KrueppelClike*factor*15*(KidneyCenriched*kruppelClike*factor)*
XP_851372.1* PREDICTED:*similar*to*NIMA*(never*in*mitosis*gene*a)Crelated*expressed*kinase*6*isoform*2*
XP_851376.1* PREDICTED:*similar*to*Mdm2,*transformed*3T3*cell*double*minute*2,*p53*binding*protein*binding*protein*
XP_851379.1* PREDICTED:*hypothetical*protein*XP_846286*
XP_851382.1* PREDICTED:*similar*to*ciliary*rootlet*coiledCcoil,*rootletin*
XP_851384.1* PREDICTED:*similar*to*neurotrophic*tyrosine*kinase,*receptor,*type*3*isoform*b*precursor*
XP_851386.1* PREDICTED:*similar*to*Protein*kinase,*D1*type*(nPKCCD1)*(Protein*kinase*D)*(Protein*kinase*C,*mu*type)*(nPKCCmu)*
XP_851388.1* PREDICTED:*similar*to*cytochrome*P450,*family*11,*subfamily*B,*polypeptide*1*isoform*1*precursor*
XP_851391.1* PREDICTED:*similar*to*Protein*KIAA0152*precursor*isoform*1*
XP_851392.1* PREDICTED:*similar*to*trypsin*X5*
XP_851395.1* PREDICTED:*similar*to*ZXD*family*zinc*finger*C*isoform*2*



XP_851398.1* PREDICTED:*similar*to*leucyl/cystinyl*aminopeptidase*isoform*1*
XP_851410.1* PREDICTED:*similar*to*ADPCribosylation*factorClike*6*interacting*protein*2*isoform*3*
XP_851411.1* PREDICTED:*similar*to*galactosidase,*beta*1Clike*isoform*2*
XP_851415.1* PREDICTED:*similar*to*Protection*of*telomeres*1*(hPot1)*(POT1Clike*telomere*endCbinding*protein)*
XP_851417.1* PREDICTED:*similar*to*olfactory*receptor*281*
XP_851418.1* PREDICTED:*similar*to*tropomyosin*3*isoform*2*
XP_851419.1* PREDICTED:*similar*to*phosphatidylinositolC4Cphosphate*5CkinaseClike*1*
XP_851420.1* PREDICTED:*similar*to*protein*tyrosine*phosphatase,*nonCreceptor*type*substrate*1*precursor,*partial*
XP_851424.1* PREDICTED:*similar*to*4Caminobutyrate*aminotransferase*precursor*isoform*2*
XP_851434.1* PREDICTED:*similar*to*ankyrin*2*isoform*2*isoform*2*
XP_851440.1* PREDICTED:*similar*to*SPFH*domain*family,*member*1*
XP_851446.1* PREDICTED:*similar*to*Heat*shock*70*kDa*protein*12B*
XP_851450.1* PREDICTED:*similar*to*NeurexophilinC3*precursor*
XP_851453.1* *PREDICTED:*similar*to*PHD*finger*protein*21B*
XP_851457.1* PREDICTED:*similar*to*ankyrin*repeat*and*sterile*alpha*motif*domain*containing*1*isoform*1*
XP_851462.1* PREDICTED:*similar*to*atlastin;*guanylateCbinding*protein*3*isoform*2*
XP_851465.1* PREDICTED:*similar*to*carboxylCterminal*modulator*protein*isoform*a*
XP_851466.1* PREDICTED:*similar*to*general*transcription*factor*IIF,*polypeptide*2*
XP_851480.1* PREDICTED:*similar*to*C/EBPCinduced*protein*
XP_851481.1* PREDICTED:*similar*to*Folylpolyglutamate*synthase,*mitochondrial*precursor*(FolylpolyCgammaCglutamate*synthetase)*(FPGS)*(Tetrahydrofolylpolyglutamate*synthase)*
XP_851484.1* PREDICTED:*similar*to*Echinoderm*microtubuleCassociated*proteinClike*4*(EMAPC4)*(Restrictedly*overexpressed*proliferationCassociated*protein)*(Ropp*120)*isoform*2*
XP_851485.1* PREDICTED:*similar*to*nuclear*receptor*coCrepressor*1*isoform*2*
XP_851493.1* PREDICTED:*similar*to*calciumCtransporting*ATPase*2C1*isoform*1a*isoform*2*
XP_851495.1* PREDICTED:*similar*to*DoublesexC*and*mabC3Crelated*transcription*factor*1*(DM*domain*expressed*in*testis*protein*1)*
XP_851496.1* PREDICTED:*similar*to*Keratin,*type*II*cytoskeletal*8*(Cytokeratin*8)*(Cytokeratin*endo*A)*
XP_851507.1* PREDICTED:*hypothetical*protein*XP_846414*
XP_851512.1* PREDICTED:*similar*to*zinc*finger*protein*384*isoform*2*
XP_851538.1* PREDICTED:*similar*to*LIMConly*protein*6*(Triple*LIM*domain*protein*6)*isoform*3*
XP_851539.1* PREDICTED:*similar*to*paired*box*protein*2*isoform*c*
XP_851540.1* PREDICTED:*similar*to*ATP*synthase*lipidCbinding*protein,*mitochondrial*precursor*(ATP*synthase*proteolipid*P1)*(ATPase*protein*9)*(ATPase*subunit*C)*
XP_851544.1* *PREDICTED:*similar*to*CG8233CPC,*isoform*C*isoform*2*
XP_851545.1* PREDICTED:*similar*to*ACkinase*anchor*protein*4*isoform*1*isoform*2*
XP_851546.1* PREDICTED:*similar*to*RAP1*interacting*factor*1*
XP_851550.1* PREDICTED:*similar*to*putative*40C2C3*protein*
XP_851551.1* PREDICTED:*hypothetical*protein*XP_846458*
XP_851557.1* PREDICTED:*similar*to*Probable*GCprotein*coupled*receptor*21*



XP_851559.1* PREDICTED:*similar*to*Glutaredoxin*(Thioltransferase)*(TTase)*
XP_851560.1* *PREDICTED:*similar*to*Protein*KIAA0226*
XP_851562.1* PREDICTED:*similar*to*Endothelial*lipase*precursor*(Endothelial*cellCderived*lipase)*(EDL)*(EL)*
XP_851563.1* PREDICTED:*similar*to*niban*protein*
XP_851565.1* PREDICTED:*similar*to*butyrate*response*factor*2*isoform*1*
XP_851566.1* PREDICTED:*similar*to*chromatinCspecific*transcription*elongation*factor*large*subunit*isoform*1*
XP_851572.1* PREDICTED:*similar*to*Wilms*tumor*1*isoform*B*
XP_851573.1* PREDICTED:*similar*to*olfactory*receptor*Olr35*
XP_851574.1* *PREDICTED:*similar*to*inosine*triphosphatase*isoform*a*
XP_851575.1* *PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*1*
XP_851577.1* *PREDICTED:*similar*to*claudin*8*
XP_851585.1* PREDICTED:*similar*to*cardiomyopathy*associated*1*
XP_851588.1* PREDICTED:*similar*to*GranulocyteCmacrophage*colonyCstimulating*factor*receptor*alpha*chain*precursor*(GMCCSFCRCalpha)*(GMR)*(CDw116)*(CD116*antigen)*
XP_851592.1* PREDICTED:*similar*to*RIKEN*cDNA*5730590G19Clike*
XP_851593.1* PREDICTED:*hypothetical*protein*XP_846500*
XP_851597.1* PREDICTED:*similar*to*retinitis*pigmentosa*GTPase*regulator*interacting*protein*1*isoform*2*

XP_851599.1*
PREDICTED:*similar*to*Phakinin*(Beaded*filament*structural*protein*2)*(Lens*fiber*cell*beaded*filament*protein*CP*49)*(CP49)*(49*kDa*cytoskeletal*protein)*(CP*47)*(CP47)*(Lens*
intermediate*filament*likeClight)*(LIFLCL)*isoform*2*

XP_851603.1* PREDICTED:*similar*to*Nebulin*
XP_851604.1* PREDICTED:*similar*to*testis*serine*protease*3*
XP_851612.1* PREDICTED:*similar*to*Band*4.1Clike*protein*2*(Generally*expressed*protein*4.1)*(4.1G)*isoform*2*
XP_851626.1* PREDICTED:*similar*to*interleukin*3*receptor,*alpha*precursor*
XP_851632.1* PREDICTED:*hypothetical*protein*XP_846539*
XP_851634.1* PREDICTED:*similar*to*ciliary*rootlet*coiledCcoil,*rootletin*
XP_851643.1* PREDICTED:*similar*to*UDPCNCacetylCalphaCDCgalactosamine:polypeptide*NCacetylgalactosaminyltransferaseClike*4*isoform*2*
XP_851645.1* PREDICTED:*similar*to*melanoma*antigen*family*D,*1*isoform*b*isoform*3*

XP_851656.1*
*PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*A1*(HelixCdestabilizing*protein)*(SingleCstrand*binding*protein)*(hnRNP*core*protein*A1)*(HDPC1)*
(TopoisomeraseCinhibitor*suppressed)*isoform*1*

XP_851658.1* PREDICTED:*similar*to*EpsinC2*(EPSC15*interacting*protein*2)*isoform*3*
XP_851662.1* PREDICTED:*similar*to*RIKEN*cDNA*1700112C13*
XP_851663.1* PREDICTED:*similar*to*mesoderm*posterior*1*
XP_851668.1* PREDICTED:*similar*to*radical*SCadenosyl*methionine*domain*containing*1*
XP_851670.1* PREDICTED:*similar*to*TRPC4Cassociated*protein*isoform*b*isoform*2*
XP_851672.1* PREDICTED:*similar*to*modulator*of*estrogen*induced*transcription*isoform*a*isoform*2*
XP_851674.1* PREDICTED:*similar*to*a*disintegrinClike*and*metalloprotease*(reprolysin*type)*with*thrombospondin*type*1*motif,*19*preproprotein*
XP_851676.1* PREDICTED:*similar*to*leiomodin*3*(fetal)*



XP_851678.1* PREDICTED:*similar*to*CG10948CPC,*isoform*C*
XP_851681.1* PREDICTED:*similar*to*Protein*C14orf127*homolog*
XP_851684.1* PREDICTED:*similar*to*Elongation*factor*1Cgamma*(EFC1Cgamma)*(eEFC1B*gamma)*isoform*2*
XP_851688.1* PREDICTED:*similar*to*CG30418CPA*
XP_851694.1* PREDICTED:*similar*to*aldehyde*dehydrogenase*16*family,*member*A1*isoform*2*
XP_851697.1* PREDICTED:*similar*to*calcium*channel,*voltageCdependent,*beta*4*subunit*isoform*a*
XP_851709.1* PREDICTED:*hypothetical*protein*XP_846616*
XP_851712.1* PREDICTED:*similar*to*slingshot*homolog*1*isoform*3*
XP_851719.1* PREDICTED:*hypothetical*protein*XP_846626*
XP_851721.1* PREDICTED:*similar*to*ring*finger*protein*111*isoform*3*
XP_851731.1* *PREDICTED:*similar*to*C33H5.19*
XP_851732.1* PREDICTED:*similar*to*Gasdermin*domain*containing*protein*1*
XP_851736.1* PREDICTED:*hypothetical*protein*XP_846643*
XP_851742.1* PREDICTED:*similar*to*voltageCdependent*anion*channel*2*isoform*2*
XP_851743.1* PREDICTED:*similar*to*Heme*oxygenase*2*(HOC2)*isoform*2*
XP_851747.1* PREDICTED:*hypothetical*protein*XP_846654*

XP_851751.1*
PREDICTED:*similar*to*DnaJ*homolog*subfamily*A*member*3,*mitochondrial*precursor*(Tumorous*imaginal*discs*protein*Tid56*homolog)*(DnaJ*protein*TidC1)*(hTidC1)*isoform*
2*

XP_851752.1* PREDICTED:*similar*to*Sulfotransferase*4A1*(Brain*sulfotransferaseClike*protein)*(hBRCSTL)*(hBRCSTLC1)*(Nervous*system*sulfotransferase)*(NST)*
XP_851754.1* PREDICTED:*similar*to*RIKEN*cDNA*9130210N20*
XP_851757.1* PREDICTED:*similar*to*translocation*protein*1*
XP_851762.1* PREDICTED:*similar*to*twinfilin*isoform*1*isoform*2*

XP_851765.1*
PREDICTED:*similar*to*Tumor*necrosis*factor*ligand*superfamily*member*11*(Receptor*activator*of*nuclear*factor*kappa*B*ligand)*(RANKL)*(TNFCrelated*activationCinduced*
cytokine)*(TRANCE)*(Osteoprotegerin*ligand)*(OPGL)*(Osteoclast*differentiation*factor)*(ODF)...*

XP_851774.1* PREDICTED:*similar*to*CG11156CPA*
XP_851775.1* PREDICTED:*similar*to*thyroid*hormone*receptor*interactor*13*
XP_851777.1* PREDICTED:*similar*to*CREBCbinding*protein*isoform*2*
XP_851781.1* PREDICTED:*similar*to*ACkinase*anchor*protein*11*(Protein*kinase*A*anchoring*protein*11)*(PRKA11)*(A*kinase*anchor*protein*220*kDa)*(AKAP*220)*(hAKAP220)*
XP_851782.1* PREDICTED:*similar*to*serine/threonine*kinase*35*
XP_851783.1* PREDICTED:*similar*to*fibroblast*growth*factor*8*isoform*E*precursor*
XP_851792.1* PREDICTED:*similar*to*prostate*tumor*over*expressed*gene*1*(predicted)*
XP_851794.1* PREDICTED:*similar*to*NM23CH8*
XP_851799.1* PREDICTED:*similar*to*genetic*suppressor*element*1*
XP_851806.1* PREDICTED:*similar*to*CG10947CPA,*isoform*A*isoform*2*
XP_851811.1* PREDICTED:*similar*to*DnaJ*homolog,*subfamily*B,*member*8*
XP_851813.1* PREDICTED:*hypothetical*protein*XP_846720*



XP_851817.1* PREDICTED:*similar*to*TetraspaninC15*(TspanC15)*(Transmembrane*4*superfamily*member*15)*(Tetraspan*NETC7)*

XP_851818.1*
PREDICTED:*similar*to*Structural*maintenance*of*chromosome*3*(Chondroitin*sulfate*proteoglycan*6)*(ChromosomeCassociated*polypeptide)*(hCAP)*(Bamacan)*(Basement*
membraneCassociated*chondroitin*proteoglycan)*isoform*2*

XP_851820.1* PREDICTED:*similar*to*coactivatorCassociated*arginine*methyltransferase*1*
XP_851821.1* PREDICTED:*similar*to*signal*peptide,*CUB*domain,*EGFClike*1*
XP_851832.1* PREDICTED:*similar*to*signal*peptideCCUB*domianCEGFCrelated*1*
XP_851836.1* PREDICTED:*similar*to*VCFES*feline*sarcoma*viral/VCFPS*fujinami*avian*sarcoma*viral*oncogene*homolog*
XP_851846.1* PREDICTED:*similar*to*CUB*and*Sushi*multiple*domains*2*
XP_851852.1* PREDICTED:*similar*to*eukaryotic*translation*initiation*factor*4A,*isoform*1*isoform*2*
XP_851853.1* PREDICTED:*similar*to*Rho*guanine*nucleotide*exchange*factor*(GEF)*17*
XP_851855.1* PREDICTED:*similar*to*PAS*domain*containing*serine/threonineCprotein*kinase*(PASCkinase)*(PASKIN)*(hPASK)*
XP_851858.1* PREDICTED:*similar*to*tripartite*motifCcontaining*65*
XP_851866.1* PREDICTED:*similar*to*alanine*aminotransferase*2*
XP_851871.1* *PREDICTED:*similar*to*procollagen,*type*XIII,*alpha*1*
XP_851876.1* PREDICTED:*similar*to*HIVC1*Rev*binding*protein*2*(Rev*interacting*protein*1)*(RipC1)*isoform*2*
XP_851879.1* PREDICTED:*similar*to*serologically*defined*breast*cancer*antigen*84*isoform*a*isoform*2*
XP_851895.1* PREDICTED:*similar*to*orthodenticle*2*isoform*a*isoform*2*
XP_851898.1* PREDICTED:*hypothetical*protein*XP_846805*
XP_851907.1* PREDICTED:*hypothetical*protein*XP_846814*
XP_851909.1* PREDICTED:*similar*to*SeptinC2*(NEDD5*protein*homolog)*
XP_851910.1* PREDICTED:*similar*to*TollCinterleukin*1*receptor*domainCcontaining*adaptor*protein*isoform*a*
XP_851912.1* PREDICTED:*similar*to*vacuolar*protein*sorting*13C*protein*isoform*2B*isoform*1*
XP_851923.1* PREDICTED:*similar*to*LClactate*dehydrogenase*B*chain*(LDHCB)*(LDH*heart*subunit)*(LDHCH)*isoform*2*
XP_851926.1* PREDICTED:*similar*to*ash1*(absent,*small,*or*homeotic)Clike*isoform*2*
XP_851931.1* PREDICTED:*similar*to*cytoplasmic*betaCactin*
XP_851933.1* PREDICTED:*similar*to*methionine*adenosyltransferase*I,*alpha*isoform*1*
XP_851936.1* PREDICTED:*similar*to*cytoplasmic*betaCactin*
XP_851940.1* *PREDICTED:*similar*to*Nucleosome*assembly*protein*1Clike*1*(NAPC1*related*protein)*(hNRP)*isoform*2*
XP_851941.1* PREDICTED:*similar*to*ribosomal*protein*L21*
XP_851947.1* *PREDICTED:*similar*to*Growth*hormone*inducible*transmembrane*protein*(Dermal*papilla*derived*protein*2)*isoform*3*
XP_851955.1* PREDICTED:*similar*to*pleckstrin*homology*domain*containing,*family*G*(with*RhoGef*domain)*member*4*
XP_851967.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*1*
XP_851976.1* PREDICTED:*similar*to*natural*killerCtumor*recognition*sequence*isoform*a*
XP_851981.1* PREDICTED:*hypothetical*protein*XP_846888,*partial*
XP_851989.1* PREDICTED:*similar*to*HpaII*tiny*fragments*locus*9c*(predicted)*
XP_851997.1* PREDICTED:*similar*to*protein*kinase,*cGMPCdependent,*type*I*



XP_851999.1* PREDICTED:*similar*to*glyceraldehydeC3Cphosphate*dehydrogenase*
XP_852001.1* PREDICTED:*similar*to*putative*MAPK*activating*protein*PM20,PM21*isoform*1*isoform*1*
XP_852002.1* PREDICTED:*similar*to*KIAA0261*isoform*1*
XP_852010.1* PREDICTED:*similar*to*CalpainC11*(CalciumCactivated*neutral*proteinase*11)*(CANP*11)*
XP_852013.1* PREDICTED:*hypothetical*protein*XP_846920*
XP_852017.1* PREDICTED:*similar*to*Platelet*glycoprotein*IX*precursor*(GPIX)*(CD42A)*
XP_852020.1* PREDICTED:*similar*to*transmembrane*protein*16F*
XP_852024.1* PREDICTED:*similar*to*Protein*C9orf55*isoform*2*
XP_852028.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*1*
XP_852029.1* PREDICTED:*similar*to*CG3835CPA,*isoform*A*
XP_852040.1* PREDICTED:*similar*to*protocadherin*8*isoform*2*precursor*
XP_852046.1* PREDICTED:*similar*to*G1/SCspecific*cyclin*D3*isoform*1*
XP_852047.1* PREDICTED:*similar*to*Tuberin*(Tuberous*sclerosis*2*homolog*protein)*isoform*2*

XP_852059.1*
PREDICTED:*similar*to*ADAM*17*precursor*(A*disintegrin*and*metalloproteinase*domain*17)*(TNFCalpha*converting*enzyme)*(TNFCalpha*convertase)*(Snake*venomClike*
protease)*(CD156b*antigen)*

XP_852060.1* PREDICTED:*similar*to*nuclear*mitotic*apparatus*protein*1*
XP_852065.1* PREDICTED:*similar*to*stromal*protein*associated*with*thymii*and*lymph*nodes*isoform*2*
XP_852067.1* PREDICTED:*similar*to*long*interspersed*repetitive*DNA*sequence*LINE4*(L1Rn)*
XP_852082.1* PREDICTED:*similar*to*polycystinC1L1*
XP_852083.1* *PREDICTED:*similar*to*armadillo*repeat*containing,*XClinked*1*
XP_852086.1* PREDICTED:*similar*to*dynamin*1Clike*isoform*2*

XP_852087.1*
PREDICTED:*similar*to*GDNF*family*receptor*alpha*1*precursor*(GFRCalpha*1)*(GDNF*receptor*alpha)*(GDNFRCalpha)*(TGFCbeta*related*neurotrophic*factor*receptor*1)*isoform*
1*

XP_852103.1* PREDICTED:*similar*to*NeurexinC1Calpha*precursor*(Neurexin*ICalpha)*isoform*2*
XP_852113.1* PREDICTED:*similar*to*CG18659CPA,*isoform*A*
XP_852123.1* PREDICTED:*similar*to*putative*aminopeptidase*Fxna*
XP_852126.1* PREDICTED:*similar*to*midline*1*
XP_852127.1* PREDICTED:*similar*to*Protein*GPR155*(GCprotein*coupled*receptor*PGR22)*
XP_852132.1* *PREDICTED:*similar*to*ChemokineClike*factor*super*family*member*6*
XP_852138.1* PREDICTED:*similar*to*ADAMTSC20*precursor*(A*disintegrin*and*metalloproteinase*with*thrombospondin*motifs*20)*(ADAMCTS*20)*(ADAMCTS20)*
XP_852141.1* PREDICTED:*similar*to*5Cnucleotidase,*cytosolic*III*isoform*1*isoform*2*
XP_852152.1* PREDICTED:*similar*to*MalonylCCoA*decarboxylase,*mitochondrial*precursor*(MCD)*
XP_852154.1* PREDICTED:*similar*to*NCethylmaleimide*sensitive*fusion*protein*attachment*protein*alpha*isoform*1*
XP_852169.1* PREDICTED:*similar*to*splicing*factor,*arginine/serineCrich*14*isoform*1*
XP_852181.1* PREDICTED:*similar*to*importin*8*isoform*1*
XP_852182.1* PREDICTED:*similar*to*tropomyosin*1,*alpha*isoform*2*



XP_852185.1* PREDICTED:*similar*to*ADPCribosylationClike*factor*6*interacting*protein*6*
XP_852186.1* *PREDICTED:*similar*to*Nascent*polypeptideCassociated*complex*alpha*subunit,*muscleCspecific*form*(AlphaCNAC,*muscleCspecific*form),*partial*
XP_852193.1* PREDICTED:*similar*to*synaptotagmin*XIV*
XP_852196.1* *PREDICTED:*similar*to*Mitochondrial*inner*membrane*protein*(Mitofilin)*(p87/89)*(ProliferationCinducing*gene*4*protein)*isoform*2*

XP_852198.1*
PREDICTED:*similar*to*AdapterCrelated*protein*complex*1*beta*1*subunit*(BetaCadaptin*1)*(Adaptor*protein*complex*APC1*betaC1*subunit)*(Golgi*adaptor*HA1/AP1*adaptin*
beta*subunit)*(Clathrin*assembly*protein*complex*1*beta*large*chain)*isoform*3*

XP_852199.1* PREDICTED:*similar*to*ContactinCassociated*proteinClike*3*precursor*(Cell*recognition*molecule*Caspr3)*
XP_852204.1* PREDICTED:*similar*to*ankyrin*repeat*domain*26,*partial*
XP_852205.1* PREDICTED:*similar*to*epsilon*subunit*of*coatomer*protein*complex*isoform*2*
XP_852210.1* PREDICTED:*similar*to*DNACbinding*protein*inhibitor*IDC1*(Inhibitor*of*DNA*binding*1)*
XP_852227.1* PREDICTED:*similar*to*LIM*and*senescent*cell*antigenClike*domains*2*
XP_852228.1* PREDICTED:*similar*to*CG8465CPA,*isoform*A*
XP_852229.1* PREDICTED:*similar*to*solute*carrier*family*25,*member*5*

XP_852236.1*
PREDICTED:*similar*to*Reticulon*4*(Neurite*outgrowth*inhibitor)*(Nogo*protein)*(Foocen)*(NeuroendocrineCspecific*protein)*(NSP)*(Neuroendocrine*specific*protein*C*
homolog)*(RTNCx)*(Reticulon*5)*isoform*3*

XP_852250.1* PREDICTED:*similar*to*PHD*finger*protein*20*isoform*3*
XP_852252.1* PREDICTED:*similar*to*Interferon*regulatory*factor*4*(IRFC4)*(Lymphocyte*specific*interferon*regulatory*factor)*(LSIRF)*(NFCEM5)*(Multiple*myeloma*oncogene*1)*
XP_852254.1* *PREDICTED:*similar*to*glyceraldehydeC3Cphosphate*dehydrogenase*
XP_852259.1* PREDICTED:*similar*to*parathyroid*hormoneCresponsive*B1*gene*isoform*2*isoform*2*
XP_852263.1* PREDICTED:*hypothetical*protein*XP_847170*
XP_852265.1* PREDICTED:*hypothetical*protein*XP_847172*
XP_852266.1* PREDICTED:*similar*to*interferonCalpha*receptor*1*precursor*
XP_852282.1* PREDICTED:*similar*to*Ig*kappa*chain*VCII*region*RPMI*6410*precursor,*partial*
XP_852292.1* PREDICTED:*similar*to*GlyceraldehydeC3Cphosphate*dehydrogenase,*liver*(GAPDH)*
XP_852297.1* PREDICTED:*similar*to*mucin*19*
XP_852302.1* PREDICTED:*similar*to*Serum*response*factor*(SRF)*isoform*2*
XP_852312.1* PREDICTED:*similar*to*vesicleCassociated*membrane*protein*8*isoform*2*
XP_852321.1* PREDICTED:*similar*to*AxinC1*(Axis*inhibition*protein*1)*(Fused*protein)*isoform*2*

XP_852324.1*
PREDICTED:*similar*to*ADP/ATP*translocase*2*(Adenine*nucleotide*translocator*2)*(ANT*2)*(ADP,ATP*carrier*protein*2)*(Solute*carrier*family*25,*member*5)*(ADP,ATP*carrier*
protein,*fibroblast*isoform)*

XP_852332.1* PREDICTED:*similar*to*matrix*metalloproteinase*17*preproprotein*
XP_852334.1* PREDICTED:*hypothetical*protein*XP_847241*
XP_852338.1* PREDICTED:*similar*to*CG5271CPA*
XP_852343.1* PREDICTED:*similar*to*InaDClike*protein*isoform*1*isoform*3*
XP_852349.1* PREDICTED:*similar*to*arylsulfatase*F*precursor*
XP_852353.1* PREDICTED:*similar*to*Homeobox*evenCskipped*homolog*protein*2*(EVXC2)*
XP_852354.1* *PREDICTED:*similar*to*forkhead*box*A1*



XP_852368.1* PREDICTED:*similar*to*GlyceraldehydeC3Cphosphate*dehydrogenase,*liver*(GAPDH)*
XP_852383.1* PREDICTED:*similar*to*cAMPCspecific*3,5Ccyclic*phosphodiesterase*4C*(DPDE1)*(PDE21)*
XP_852389.1* PREDICTED:*similar*to*peptidylprolyl*isomerase*B*precursor*isoform*2*
XP_852390.1* *PREDICTED:*similar*to*F59C6.12*
XP_852401.1* PREDICTED:*similar*to*fucosyltransferase*11*(alpha*(1,3)*fucosyltransferase)*
XP_852406.1* PREDICTED:*similar*to*Phosphatidylinositol*3Ckinase*regulatory*beta*subunit*(PI3Ckinase*p85Cbeta*subunit)*(PtdInsC3Ckinase*p85Cbeta)*
XP_852410.1* *PREDICTED:*similar*to*CG12113CPA*
XP_852411.1* PREDICTED:*similar*to*engulfment*and*cell*motility*1*isoform*1*isoform*1*
XP_852425.1* PREDICTED:*similar*to*dimerization*cofactor*of*hepatocyte*nuclear*factor*1*(HNF1)*from*muscle*
XP_852427.1* PREDICTED:*similar*to*nucleobindin*1*
XP_852429.1* PREDICTED:*similar*to*Homeobox*protein*HoxCD11*(HoxC4F)*
XP_852438.1* PREDICTED:*similar*to*nuclear*receptor*binding*SET*domain*protein*1*isoform*b*isoform*1*
XP_852443.1* PREDICTED:*similar*to*Homeobox*protein*HoxCD9*(HoxC4.4)*(HoxC5.2)*
XP_852458.1* PREDICTED:*similar*to*SLAM*family*member*7*
XP_852460.1* PREDICTED:*similar*to*tropomyosin*3*isoform*2*isoform*2*
XP_852465.1* PREDICTED:*similar*to*heat*shock*protein*8*
XP_852469.1* PREDICTED:*similar*to*heat*shock*factor*2*
XP_852471.1* PREDICTED:*similar*to*guanine*nucleotide*binding*protein*(G*protein),*gamma*11*
XP_852477.1* PREDICTED:*similar*to*GREB1*protein*isoform*a*
XP_852482.1* PREDICTED:*hypothetical*protein*XP_847389*
XP_852488.1* PREDICTED:*similar*to*DnaJ*homolog*subfamily*A*member*1*(Heat*shock*40*kDa*protein*4)*(DnaJ*protein*homolog*2)*(HSJC2)*(HSDJ)*isoform*2*
XP_852495.1* PREDICTED:*hypothetical*protein*XP_847402*
XP_852508.1* PREDICTED:*similar*to*caseinolytic*protease*X*(E.coli)*(predicted)*isoform*1*
XP_852510.1* PREDICTED:*similar*to*bicaudal*D*homolog*1*isoform*1*
XP_852521.1* PREDICTED:*similar*to*loop*tail*associated*protein*
XP_852523.1* PREDICTED:*similar*to*Histone*H2B*F*(H2B*291A)*
XP_852534.1* PREDICTED:*hypothetical*protein*XP_847441*
XP_852536.1* PREDICTED:*similar*to*CG10222CPA*isoform*1*
XP_852545.1* PREDICTED:*similar*to*RAB1B,*member*RAS*oncogene*family*isoform*1*

XP_852546.1*
PREDICTED:*similar*to*ATCrich*interactive*domainCcontaining*protein*1A*(ARID*domainCcontaining*protein*1A)*(SWI/SNFCrelated,*matrixCassociated,*actinCdependent*regulator*
of*chromatin*subfamily*F*member*1)*(SWICSNF*complex*protein*p270)*(B120)*(SWIClike)...*isoform*1*

XP_852549.1* PREDICTED:*similar*to*Tumor*protein*p53*inducible*nuclear*protein*2*(Diabetes*and*obesity*regulated*protein)*
XP_852559.1* PREDICTED:*similar*to*BCcell*novel*protein*1*
XP_852564.1* PREDICTED:*similar*to*ubiquitin*B*precursor*
XP_852567.1* PREDICTED:*similar*to*smoothelin*isoform*a*isoform*2*
XP_852575.1* PREDICTED:*similar*to*CG1458CPA*



XP_852578.1* PREDICTED:*similar*to*cleft*lip*and*palate*associated*transmembrane*protein*1*isoform*2*
XP_852580.1* PREDICTED:*similar*to*glyceraldehydeC3Cphosphate*dehydrogenase*
XP_852582.1* PREDICTED:*similar*to*6Cphosphogluconolactonase*
XP_852591.1* PREDICTED:*similar*to*CG17665CPA.3*isoform*1*
XP_852602.1* PREDICTED:*similar*to*transcription*factor*23*
XP_852604.1* PREDICTED:*similar*to*Protein*KIAA1219*isoform*1*
XP_852608.1* PREDICTED:*similar*to*cysteineCrich*with*EGFClike*domains*1*isoform*2*
XP_852618.1* PREDICTED:*similar*to*heparan*sulfate*6COCsulfotransferase*2*isoform*S*isoform*2*
XP_852619.1* PREDICTED:*similar*to*Mitochondrial*import*receptor*subunit*TOM22*homolog*(Translocase*of*outer*membrane*22*kDa*subunit*homolog)*(hTom22)*(1C9C2)*
XP_852620.1* PREDICTED:*similar*to*interleukin*17*receptor*C*isoform*2*precursor*
XP_852629.1* PREDICTED:*similar*to*CG31019CPA*
XP_852631.1* PREDICTED:*similar*to*centromere*protein*E*

XP_852633.1*
PREDICTED:*similar*to*Probable*mitochondrial*import*receptor*subunit*TOM40*homolog*(Translocase*of*outer*membrane*40*kDa*subunit*homolog)*(Haymaker*protein)*
(p38.5)*isoform*1*

XP_852634.1* PREDICTED:*similar*to*ring*finger*protein*185*isoform*2*
XP_852640.1* PREDICTED:*similar*to*WW*domainCbinding*protein*1*(WBPC1)*isoform*2*
XP_852644.1* PREDICTED:*similar*to*CalciumCbinding*mitochondrial*carrier*protein*Aralar2*(Mitochondrial*aspartate*glutamate*carrier*2)*(Solute*carrier*family*25,*member*13)*(Citrin)*
XP_852649.1* PREDICTED:*similar*to*BRCA1*interacting*protein*CCterminal*helicase*1*
XP_852651.1* PREDICTED:*similar*to*Poliovirus*receptor*related*protein*2*precursor*(Herpes*virus*entry*mediator*B)*(HveB)*(Nectin*2)*(CD112*antigen)*isoform*2*
XP_852656.1* PREDICTED:*similar*to*lung*cancer*metastasisCrelated*protein*1*homolog*
XP_852658.1* PREDICTED:*similar*to*PerChexamer*repeat*protein*5*
XP_852674.1* PREDICTED:*similar*to*UPF0258*protein*KIAA1024*

XP_852675.1*
PREDICTED:*similar*to*Carbonyl*reductase*[NADPH]*1*(NADPHCdependent*carbonyl*reductase*1)*(ProstaglandinCE(2)*9Creductase)*(Prostaglandin*9Cketoreductase)*(15C
hydroxyprostaglandin*dehydrogenase*[NADP+])*

XP_852679.1* PREDICTED:*similar*to*aftiphilin*protein*isoform*a*isoform*3*
XP_852690.1* PREDICTED:*similar*to*sterol*carrier*protein*2*isoform*1*proprotein*isoform*2*
XP_852696.1* PREDICTED:*similar*to*LIM*domain*kinase*2*(LIMKC2)*isoform*2*
XP_852700.1* PREDICTED:*similar*to*BAI1Cassociated*protein*2Clike*2*
XP_852706.1* PREDICTED:*similar*to*Glycogen*synthase*kinaseC3*alpha*(GSKC3*alpha)*isoform*2*
XP_852707.1* PREDICTED:*similar*to*actinCrelated*protein*2*isoform*a*isoform*2*
XP_852709.1* PREDICTED:*similar*to*Keratin,*type*II*cytoskeletal*8*(Cytokeratin*8)*(Cytokeratin*endo*A)*

XP_852713.1*
PREDICTED:*similar*to*Proteasome*subunit*alpha*type*1*(Proteasome*component*C2)*(Macropain*subunit*C2)*(Multicatalytic*endopeptidase*complex*subunit*C2)*
(Proteasome*nu*chain)*(30*kDa*prosomal*protein)*(PROSC30)*

XP_852716.1* PREDICTED:*similar*to*ankyrin*repeat,*SAM*and*basic*leucine*zipper*domain*containing*1*isoform*1*
XP_852718.1* PREDICTED:*similar*to*expressed*in*nonCmetastatic*cells*1,*protein*(NM23A)*(nucleoside*diphosphate*kinase)*
XP_852722.1* PREDICTED:*similar*to*CG16940CPA,*isoform*A*
XP_852726.1* PREDICTED:*similar*to*Glutamate*dehydrogenase*1,*mitochondrial*precursor*(GDH)*



XP_852727.1* PREDICTED:*similar*to*reticulon*4*receptorClike*2*
XP_852734.1* PREDICTED:*similar*to*Ras*proteinCspecific*guanine*nucleotideCreleasing*factor*2*
XP_852742.1* PREDICTED:*similar*to*glyceraldehydeC3Cphosphate*dehydrogenase*
XP_852745.1* PREDICTED:*similar*to*serine/arginine*repetitive*matrix*1*isoform*2*
XP_852746.1* PREDICTED:*similar*to*ATPCbinding*cassette,*subCfamily*C,*member*9*isoform*SUR2B*isoform*2*
XP_852760.1* PREDICTED:*similar*to*StomatinClike*protein*2*(SLPC2)*(EPB72Clike*2)*isoform*2*
XP_852761.1* *PREDICTED:*similar*to*bromodomainCcontaining*protein*4*isoform*short*isoform*3*
XP_852764.1* PREDICTED:*similar*to*SLITCROBO*Rho*GTPase*activating*protein*3*
XP_852772.1* PREDICTED:*similar*to*CocaineC*and*amphetamineCregulated*transcript*protein*precursor*
XP_852777.1* PREDICTED:*similar*to*Heat*shock*cognate*71*kDa*protein*(Heat*shock*70*kDa*protein*8)*
XP_852778.1* *PREDICTED:*similar*to*MuscleblindClike*protein*(TripletCexpansion*RNACbinding*protein)*isoform*2*
XP_852787.1* PREDICTED:*similar*to*thymosin,*beta*4*
XP_852797.1* PREDICTED:*similar*to*Nucleosome*assembly*protein*1Clike*1*(NAPC1*related*protein)*(hNRP)*
XP_852800.1* PREDICTED:*similar*to*forkhead*box*D2*
XP_852816.1* PREDICTED:*hypothetical*protein*XP_847723*
XP_852819.1* PREDICTED:*hypothetical*protein*XP_847726*
XP_852832.1* PREDICTED:*similar*to*forkhead*box*E3*
XP_852835.1* PREDICTED:*similar*to*XKCrelated*protein*9*
XP_852836.1* PREDICTED:*similar*to*EpididymisCspecific*alphaCmannosidase*precursor*(Mannosidase*alpha*class*2B*member*2)*
XP_852840.1* PREDICTED:*similar*to*Paired*mesoderm*homeobox*protein*2B*(PairedClike*homeobox*2B)*(PHOX2B*homeodomain*protein)*(Neuroblastoma*Phox)*(NBPhox)*
XP_852846.1* PREDICTED:*similar*to*spindle*assembly*associated*Sfi1*homolog*isoform*a*isoform*3*
XP_852850.1* PREDICTED:*similar*to*Synaptic*glycoprotein*SC2*isoform*2*
XP_852853.1* PREDICTED:*hypothetical*protein*XP_847760*
XP_852854.1* PREDICTED:*hypothetical*protein*XP_847761*
XP_852863.1* PREDICTED:*similar*to*titin*isoform*N2CB*
XP_852866.1* PREDICTED:*similar*to*pecanexClike*3*isoform*2*

XP_852867.1*
PREDICTED:*similar*to*Solute*carrier*organic*anion*transporter*family,*member*1C1*(Solute*carrier*family*21,*member*14)*(Organic*anion*transporter*F)*(OATPCF)*(Organic*
anion*transporting*polypeptide*14)*(Organic*anion*transporter*polypeptide*related*protein*5...*iso*

XP_852868.1* PREDICTED:*similar*to*mitogenCactivated*protein*kinase*kinase*5*isoform*A*isoform*1*
XP_852871.1* PREDICTED:*similar*to*TAL1*(SCL)*interrupting*locus*
XP_852872.1* PREDICTED:*hypothetical*protein*XP_847779*
XP_852873.1* PREDICTED:*similar*to*glyceraldehydeC3Cphosphate*dehydrogenase*
XP_852884.1* PREDICTED:*similar*to*dystrobrevin*binding*protein*1*isoform*a*
XP_852885.1* PREDICTED:*similar*to*insulinClike*growth*factor*binding*protein*5*
XP_852891.1* PREDICTED:*similar*to*ERCGolgi*intermediate*compartment*32*kDa*protein*(ERGICC32)*isoform*1*
XP_852899.1* PREDICTED:*similar*to*deleted*in*malignant*brain*tumors*1*isoform*c*precursor*



XP_852900.1* PREDICTED:*similar*to*DnaJ*homolog*subfamily*B*member*1*(Heat*shock*40*kDa*protein*1)*(Heat*shock*protein*40)*(HSP40)*(DnaJ*protein*homolog*1)*(HDJC1)*isoform*2*
XP_852902.1* PREDICTED:*similar*to*glucocorticoid*induced*transcript*1*
XP_852912.1* PREDICTED:*similar*to*GlyceraldehydeC3Cphosphate*dehydrogenase*(GAPDH)*
XP_852918.1* PREDICTED:*similar*to*calcium*channel,*voltageCdependent,*alpha*2/delta*subunit*1*
XP_852919.1* PREDICTED:*similar*to*shugoshinClike*1*isoform*A2*
XP_852932.1* PREDICTED:*similar*to*PDZ*domain*containing*10*
XP_852943.1* PREDICTED:*similar*to*Tropomyosin*beta*chain*(Tropomyosin*2)*(BetaCtropomyosin)*isoform*3*
XP_852947.1* PREDICTED:*similar*to*slit*and*trk*like*4*protein*isoform*2*
XP_852952.1* PREDICTED:*similar*to*breast*cancer*antiCestrogen*resistance*1*
XP_852975.1* *PREDICTED:*similar*to*ActinCbinding*LIM*protein*2*(ActinCbinding*LIM*protein*family*member*2)*(abLIM2)*
XP_852983.1* PREDICTED:*similar*to*pentatricopeptide*repeat*domain*2*
XP_852985.1* PREDICTED:*similar*to*Secreted*phosphoprotein*24*precursor*(SppC24)*(Secreted*phosphoprotein*2)*
XP_852987.1* PREDICTED:*hypothetical*protein*XP_847894*
XP_853002.1* PREDICTED:*similar*to*DAB2*interacting*protein*isoform*2*
XP_853008.1* *PREDICTED:*similar*to*Protein*C5orf5*(GAPClike*protein*N61)*
XP_853011.1* PREDICTED:*hypothetical*protein*XP_847918*
XP_853013.1* *PREDICTED:*similar*to*ADPCribosylation*factorClike*10C*
XP_853037.1* PREDICTED:*similar*to*immunoglobulin*superfamily,*member*4B*
XP_853041.1* PREDICTED:*similar*to*Neurogenic*locus*notch*homolog*protein*3*precursor*(Notch*3)*
XP_853049.1* PREDICTED:*similar*to*adenylate*kinase*3*
XP_853057.1* PREDICTED:*similar*to*splicing*factor,*arginine/serineCrich*1*(ASF/SF2)*isoform*1*
XP_853069.1* PREDICTED:*similar*to*additional*sex*combs*like*1*isoform*2*
XP_853074.1* PREDICTED:*similar*to*transmembrane*protein*46*
XP_853081.1* PREDICTED:*similar*to*ubiquitinCconjugating*enzyme*E2N*(homologous*to*yeast*UBC13)*
XP_853085.1* PREDICTED:*similar*to*nuclear*receptor*coCrepressor*2*
XP_853086.1* PREDICTED:*similar*to*lipase*A*precursor*
XP_853091.1* PREDICTED:*similar*to*low*density*lipoprotein*receptorCrelated*protein*6*isoform*2*

XP_853094.1*
PREDICTED:*similar*to*Cytochrome*P450*27,*mitochondrial*precursor*(Cytochrome*PC450C27/25)*(Sterol*26Chydroxylase)*(Sterol*27Chydroxylase)*(Vitamin*D(3)*25C
hydroxylase)*(5CbetaCcholestaneC3Calpha,7Calpha,12CalphaCtriol*27Chydroxylase)*

XP_853095.1* PREDICTED:*similar*to*retinoblastomaCassociated*factor*600*isoform*2*
XP_853098.1* PREDICTED:*hypothetical*protein*XP_848005*
XP_853116.1* PREDICTED:*similar*to*regulator*of*GCprotein*signalling*like*2*
XP_853120.1* PREDICTED:*similar*to*CyclinCdependent*kinase*5*activator*2*precursor*(CDK5*activator*2)*(CyclinCdependent*kinase*5*regulatory*subunit*2)*(P39)*(P39I)*
XP_853130.1* PREDICTED:*similar*to*kinesin*family*member*13A*
XP_853134.1* *PREDICTED:*similar*to*DNA*replication*licensing*factor*MCM5*(CDC46*homolog)*(P1CCDC46)*
XP_853137.1* PREDICTED:*similar*to*myosin*regulatory*light*chainClike*



XP_853163.1* PREDICTED:*similar*to*CG33558CPA*
XP_853166.1* PREDICTED:*similar*to*Protein*C4orf008*homolog*
XP_853168.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*2*isoform*1*
XP_853170.1* PREDICTED:*similar*to*C9orf10*protein*
XP_853171.1* PREDICTED:*similar*to*olfactory*receptor*617*
XP_853182.1* PREDICTED:*similar*to*doublecortin*isoform*a*
XP_853184.1* PREDICTED:*similar*to*neurexin*2*isoform*alphaC1*precursor*isoform*2*
XP_853192.1* PREDICTED:*hypothetical*protein*XP_848099*
XP_853216.1* PREDICTED:*similar*to*BCcell*receptorCassociated*protein*31*
XP_853218.1* PREDICTED:*similar*to*Protein*KIAA0934*
XP_853220.1* PREDICTED:*similar*to*NADHCubiquinone*oxidoreductase*B9*subunit*(Complex*ICB9)*(CICB9)*
XP_853230.1* PREDICTED:*similar*to*neuregulin*3*
XP_853232.1* PREDICTED:*similar*to*thyroid*hormone*receptor*interactor*11*
XP_853235.1* PREDICTED:*similar*to*sushi*domain*containing*3*
XP_853239.1* *PREDICTED:*similar*to*MBD2*(methylCCpGCbinding*protein)Cinteracting*zinc*finger*protein*
XP_853241.1* PREDICTED:*similar*to*transient*receptor*protein*5*
XP_853243.1* PREDICTED:*similar*to*SET*domainCcontaining*protein*8*
XP_853253.1* PREDICTED:*similar*to*protein*phosphatase*1E*isoform*1*
XP_853258.1* PREDICTED:*similar*to*Cytochrome*b561*(Cytochrome*bC561)*
XP_853259.1* PREDICTED:*similar*to*CG32333CPA,*isoform*A*isoform*2*
XP_853262.1* PREDICTED:*hypothetical*protein*XP_848169*
XP_853265.1* PREDICTED:*similar*to*alpha*3*type*VI*collagen*isoform*1*precursor*
XP_853266.1* PREDICTED:*similar*to*zinc*finger*homeodomain*4*
XP_853269.1* PREDICTED:*similar*to*tRNACsplicing*endonuclease*subunit*Sen15*(tRNACintron*endonuclease*Sen15)*
XP_853279.1* PREDICTED:*similar*to*alpha*3*type*VI*collagen*isoform*1*precursor*
XP_853282.1* PREDICTED:*similar*to*DMRTClike*family*B*with*prolineCrich*CCterminal,*1*
XP_853283.1* PREDICTED:*similar*to*phospholipase*C,*beta*3*(phosphatidylinositolCspecific)*isoform*2*
XP_853288.1* PREDICTED:*similar*to*HS1Cbinding*protein*3*
XP_853289.1* PREDICTED:*similar*to*alpha*3*type*VI*collagen*isoform*1*precursor*
XP_853294.1* PREDICTED:*similar*to*angiotensin*ICconverting*enzyme*
XP_853298.1* PREDICTED:*similar*to*tripartite*motifCcontaining*6*and*tripartite*motifCcontaining*34*
XP_853303.1* PREDICTED:*similar*to*Paf1,*RNA*polymerase*II*associated*factor,*homolog*isoform*2*
XP_853304.1* PREDICTED:*similar*to*heat*shock*protein*8*
XP_853309.1* PREDICTED:*similar*to*ARP3*actinCrelated*protein*3*homolog*
XP_853318.1* PREDICTED:*similar*to*glyceraldehydeC3Cphosphate*dehydrogenase*
XP_853341.1* PREDICTED:*similar*to*potassium*channel*tetramerisation*domain*containing*8*



XP_853342.1* PREDICTED:*similar*to*TSPYClike*5*
XP_853345.1* PREDICTED:*similar*to*DensityCregulated*protein*(DRP)*(DRP1*protein)*(Smooth*muscle*cell*associated*proteinC3)*(SMAPC3)*
XP_853353.1* PREDICTED:*similar*to*26S*proteasome*nonCATPase*regulatory*subunit*5*(26S*proteasome*subunit*S5B)*(26S*protease*subunit*S5*basic)*
XP_853360.1* PREDICTED:*similar*to*neurogenin*2*
XP_853361.1* PREDICTED:*similar*to*ATP*synthase,*H+*transporting,*mitochondrial*F0*complex,*subunit*c,*isoform*1*
XP_853376.1* PREDICTED:*similar*to*U3*small*nucleolar*ribonucleoprotein*protein*IMP3*(U3*snoRNP*protein*IMP3)*(BRMS2)*
XP_853384.1* PREDICTED:*similar*to*macrophage*erythroblast*attacher*(predicted)*
XP_853387.1* PREDICTED:*similar*to*Electron*transfer*flavoprotein*alphaCsubunit,*mitochondrial*precursor*(AlphaCETF)*isoform*1*
XP_853391.1* PREDICTED:*similar*to*asp*(abnormal*spindle)Clike,*microcephaly*associated*
XP_853394.1* PREDICTED:*similar*to*la*related*protein*isoform*1*

XP_853396.1*
PREDICTED:*similar*to*Sodium*channel*protein*type*IV*alpha*subunit*(VoltageCgated*sodium*channel*alpha*subunit*Nav1.4)*(Sodium*channel*protein,*skeletal*muscle*alphaC
subunit)*(SkM1)*

XP_853398.1* PREDICTED:*similar*to*Glutamate*receptor*1*precursor*(GluRC1)*(GluRCA)*(GluRCK1)*(Glutamate*receptor*ionotropic,*AMPA*1)*isoform*2*
XP_853400.1* PREDICTED:*similar*to*brainCspecific*angiogenesis*inhibitor*1Cassociated*protein*2*
XP_853413.1* PREDICTED:*hypothetical*protein*XP_848320*
XP_853418.1* PREDICTED:*similar*to*Prostaglandin*E2*receptor,*EP1*subtype*(Prostanoid*EP1*receptor)*(PGE*receptor,*EP1*subtype)*
XP_853425.1* PREDICTED:*similar*to*protocadherin*21*precursor*
XP_853427.1* PREDICTED:*similar*to*LINEC1*reverse*transcriptase*homolog*
XP_853432.1* PREDICTED:*similar*to*Thioredoxin*domain*containing*protein*1*precursor*(Transmembrane*TrxCrelated*protein)*(ThioredoxinCrelated*transmembrane*protein)*
XP_853434.1* PREDICTED:*similar*to*Protein*C20orf43*isoform*1*
XP_853443.1* PREDICTED:*similar*to*zinc*finger*protein*398*isoform*1*
XP_853453.1* PREDICTED:*similar*to*POU*domain,*class*4,*transcription*factor*2*(BrainCspecific*homeobox/POU*domain*protein*3B)*(BrnC3B)*isoform*3*
XP_853469.1* PREDICTED:*similar*to*dnajClike*protein*isoform*2*
XP_853474.1* PREDICTED:*similar*to*CDW92*antigen*isoform*2*isoform*2*
XP_853477.1* PREDICTED:*similar*to*Signal*recognition*particle*receptor*beta*subunit*(SRCbeta)*(Protein*APMCF1)*
XP_853488.1* PREDICTED:*similar*to*MethylCCpGCbinding*protein*2*(MeCPC2*protein)*(MeCP2)*isoform*1*
XP_853495.1* PREDICTED:*hypothetical*protein*XP_848402*
XP_853503.1* PREDICTED:*similar*to*retinal*degeneration*B*beta*
XP_853506.1* PREDICTED:*hypothetical*protein*XP_848413*
XP_853511.1* PREDICTED:*similar*to*Transmembrane*7*superfamily*member*1*
XP_853517.1* PREDICTED:*similar*to*USP6*NCterminal*like*
XP_853522.1* PREDICTED:*similar*to*tubulin,*alpha*1*
XP_853523.1* PREDICTED:*similar*to*LPSCresponsive*vesicle*trafficking,*beach*and*anchor*containing*isoform*2*
XP_853529.1* PREDICTED:*similar*to*junctophilin*2*isoform*1*
XP_853540.1* PREDICTED:*similar*to*CG1814CPB,*isoform*B*
XP_853544.1* PREDICTED:*hypothetical*protein*XP_848451*



XP_853545.1* PREDICTED:*similar*to*MyosinC6*(Myosin*VI)*isoform*2*
XP_853546.1* PREDICTED:*similar*to*collagen,*type*XXV,*alpha*1*isoform*1*
XP_853547.1* PREDICTED:*similar*to*G2/mitoticCspecific*cyclin*F*
XP_853549.1* PREDICTED:*similar*to*GTPase,*IMAP*family*member*8*
XP_853553.1* PREDICTED:*similar*to*UbiquitinCassociated*protein*1*
XP_853583.1* PREDICTED:*similar*to*zinc*finger*protein*91*(HPF7,*HTF10)*
XP_853587.1* PREDICTED:*similar*to*zinc*finger*protein*91*(HPF7,*HTF10)*
XP_853593.1* PREDICTED:*similar*to*ATP*synthase*alpha*chain,*mitochondrial*precursor*
XP_853595.1* PREDICTED:*similar*to*Anosmin*1*precursor*(Kallmann*syndrome*protein)*(Adhesion*moleculeClike*XClinked)*
XP_853616.1* PREDICTED:*hypothetical*protein*XP_848523*
XP_853625.1* PREDICTED:*similar*to*Vacuolar*ATP*synthase*subunit*S1*precursor*(VCATPase*S1*subunit)*(VCATPase*S1*accessory*protein)*(VCATPase*Ac45*subunit)*(XAPC3)*isoform*1*
XP_853628.1* PREDICTED:*similar*to*Aldehyde*dehydrogenase,*mitochondrial*precursor*(ALDH*class*2)*(ALDH1)*(ALDHCE2)*
XP_853629.1* PREDICTED:*similar*to*CG8233CPC,*isoform*C*
XP_853630.1* PREDICTED:*similar*to*cytochrome*b5*outer*mitochondrial*membrane*precursor*
XP_853632.1* PREDICTED:*hypothetical*protein*XP_848539*

XP_853634.1*
PREDICTED:*similar*to*Calpain*small*subunit*1*(CSS1)*(CalciumCdependent*protease*small*subunit*1)*(CalciumCdependent*protease*small*subunit)*(CDPS)*(Calpain*regulatory*
subunit)*(CalciumCactivated*neutral*proteinase*small*subunit)*(CANP*small*subunit)...*isoform*1*

XP_853639.1*
PREDICTED:*similar*to*NHP2Clike*protein*1*(High*mobility*groupClike*nuclear*protein*2*homolog*1)*([U4/U6.U5]*triCsnRNP*15.5*kDa*protein)*(Sperm*specific*antigen*1)*
(Fertilization*antigen*1)*(FAC1)*

XP_853644.1* PREDICTED:*similar*to*zinc*finger*protein*91*(HPF7,*HTF10)*
XP_853653.1* PREDICTED:*similar*to*bromodomain*containing*3*
XP_853655.1* PREDICTED:*similar*to*regulator*of*GCprotein*signalling*3*isoform*3*isoform*1*
XP_853659.1* PREDICTED:*hypothetical*protein*XP_848566*
XP_853670.1* PREDICTED:*similar*to*casein*kinase*1,*alpha*1*isoform*1*isoform*2*
XP_853673.1* PREDICTED:*similar*to*GlyceraldehydeC3Cphosphate*dehydrogenase*(GAPDH)*
XP_853680.1* PREDICTED:*similar*to*Transcription*factor*Sp8*
XP_853693.1* PREDICTED:*similar*to*family*with*sequence*similarity*19*(chemokine*(CCC*motif)Clike),*member*A4*
XP_853696.1* PREDICTED:*similar*to*Temporarily*Assigned*Gene*name*family*member*(tagC262)*isoform*1*
XP_853697.1* PREDICTED:*similar*to*60S*ribosomal*protein*L21*
XP_853706.1* PREDICTED:*similar*to*sorting*nexin*associated*golgi*protein*1*isoform*1*
XP_853713.1* PREDICTED:*similar*to*LClactate*dehydrogenase*B*chain*(LDHCB)*(LDH*heart*subunit)*(LDHCH)*isoform*1*
XP_853716.1* PREDICTED:*similar*to*FLJ44048*protein*
XP_853717.1* PREDICTED:*similar*to*Ferritin*light*chain*1*(Ferritin*L*subunit*1)*
XP_853721.1* PREDICTED:*similar*to*Insulin*gene*enhancer*protein*ISLC1*(IsletC1)*isoform*1*
XP_853725.1* PREDICTED:*similar*to*DAZ*interacting*protein*1Clike*
XP_853728.1* PREDICTED:*similar*to*synaptopodin*2*



XP_853733.1* PREDICTED:*similar*to*dachsous*1*precursor*
XP_853735.1* PREDICTED:*similar*to*OpsinC4*(Melanopsin)*
XP_853738.1* PREDICTED:*similar*to*Fibrinogen*beta*chain*precursor*isoform*2*
XP_853739.1* PREDICTED:*similar*to*SWI/SNFCrelated*matrixCassociated*actinCdependent*regulator*of*chromatin*a4*isoform*2*
XP_853752.1* PREDICTED:*similar*to*Fibrinogen*gamma*chain*precursor*isoform*2*
XP_853754.1* PREDICTED:*similar*to*rabphilin*3A*homolog*
XP_853780.1* PREDICTED:*similar*to*TCcomplex*protein*1,*zeta*subunit*(TCPC1Czeta)*(CCTCzeta)*(CCTCzetaC1)*
XP_853787.1* PREDICTED:*similar*to*myelin*associated*glycoprotein*isoform*a*precursor*isoform*1*
XP_853796.1* PREDICTED:*similar*to*cystathionineCbetaCsynthase*
XP_853805.1* PREDICTED:*similar*to*CG8800CPA*isoform*1*
XP_853806.1* PREDICTED:*similar*to*myeloid/lymphoid*or*mixedClineage*leukemia*3*isoform*1*
XP_853818.1* PREDICTED:*similar*to*Laminin*alphaC5*chain*precursor,*partial*
XP_853819.1* PREDICTED:*similar*to*tubulin,*alpha*1*
XP_853828.1* PREDICTED:*similar*to*splicing*factor*3a,*subunit*3*(predicted)*
XP_853842.1* PREDICTED:*similar*to*ankyrin*repeat*domain*6*isoform*3*
XP_853855.1* PREDICTED:*similar*to*deleted*in*malignant*brain*tumors*1*isoform*c*precursor*
XP_853869.1* PREDICTED:*similar*to*vacuolar*protein*sorting*13D*isoform*1*

XP_853870.1*
PREDICTED:*similar*to*ACkinase*anchor*protein*3*(Protein*kinase*A*anchoring*protein*3)*(PRKA3)*(ACkinase*anchor*protein*110*kDa)*(AKAP*110)*(Sperm*oocyte*binding*protein)*
(Fibrousheathin*I)*(Fibrous*sheath*protein*of*95*kDa)*(FSP95)*isoform*2*

XP_853872.1*
PREDICTED:*similar*to*ThioredoxinCdependent*peroxide*reductase,*mitochondrial*precursor*(Peroxiredoxin*3)*(Antioxidant*protein*1)*(AOPC1)*(MER5*protein*homolog)*
(HBC189)*(PRX*III)*

XP_853873.1* PREDICTED:*hypothetical*protein*XP_848780*
XP_853888.1* PREDICTED:*similar*to*heat*shock*70kD*protein*binding*protein*
XP_853891.1* PREDICTED:*similar*to*OligodendrocyteCmyelin*glycoprotein*precursor*
XP_853893.1* PREDICTED:*similar*to*Limbin*
XP_853899.1* PREDICTED:*similar*to*nucleoredoxin*
XP_853900.1* *PREDICTED:*similar*to*Dedicator*of*cytokinesis*protein*6*
XP_853901.1* PREDICTED:*similar*to*deleted*in*malignant*brain*tumors*1*isoform*b*precursor*
XP_853902.1* PREDICTED:*similar*to*EllisCvan*Creveld*syndrome*protein*(DWFC1)*
XP_853903.1* PREDICTED:*similar*to*histone*1,*H2ai*(predicted)*
XP_853904.1* PREDICTED:*similar*to*Bone*morphogenetic*protein*3b*precursor*(BMPC3b)*(Growth/differentiation*factor*10)*(GDFC10)*(Bone*inducing*protein)*(BIP)*
XP_853907.1* PREDICTED:*similar*to*CG13648CPA*
XP_853908.1* PREDICTED:*similar*to*dpyC19Clike*3*isoform*1*
XP_853912.1* PREDICTED:*similar*to*deleted*in*malignant*brain*tumors*1*isoform*a*precursor*
XP_853915.1* PREDICTED:*similar*to*mitochondrial*ribosomal*protein*L33*
XP_853918.1* PREDICTED:*hypothetical*protein*XP_848825*



XP_853924.1* PREDICTED:*similar*to*latent*transforming*growth*factor*beta*binding*protein*2*isoform*2*
XP_853926.1* PREDICTED:*similar*to*G*proteinCcoupled*receptor*97*
XP_853928.1* PREDICTED:*similar*to*phospholipase*B*
XP_853929.1* PREDICTED:*hypothetical*protein*XP_848836*
XP_853936.1* PREDICTED:*similar*to*zinc*finger*protein*444*
XP_853939.1* PREDICTED:*similar*to*Colorectal*mutant*cancer*protein*(MCC*protein)*
XP_853947.1* PREDICTED:*similar*to*NACHT,*leucine*rich*repeat*and*PYD*containing*8*
XP_853948.1* PREDICTED:*similar*to*basonuclin*2*
XP_853949.1* PREDICTED:*similar*to*zinc*finger*protein*25*
XP_853953.1* PREDICTED:*similar*to*Kinase*suppressor*of*rasC1*(Kinase*suppressor*of*ras)*isoform*1*
XP_853957.1* *PREDICTED:*similar*to*KIAA1946*
XP_853958.1* *PREDICTED:*similar*to*tubulin,*alpha*1*
XP_853969.1* PREDICTED:*similar*to*PDZ*domain*containing*10*
XP_853978.1* PREDICTED:*similar*to*Homeobox*protein*HMX3*(Homeobox*protein*NkxC5.1)*
XP_853989.1* PREDICTED:*similar*to*Zinc*finger*protein*581*
XP_853995.1* PREDICTED:*similar*to*EHCdomain*containing*protein*3*
XP_853998.1* PREDICTED:*similar*to*TNFRSF1ACassociated*via*death*domain*isoform*1*
XP_853999.1* PREDICTED:*similar*to*GlyceraldehydeC3Cphosphate*dehydrogenase,*liver*(GAPDH)*
XP_854000.1* *PREDICTED:*similar*to*alphaC2Cplasmin*inhibitor*
XP_854002.1* PREDICTED:*similar*to*LW*glycoprotein*
XP_854003.1* PREDICTED:*similar*to*AlphaC2Cantiplasmin*precursor*(AlphaC2Cplasmin*inhibitor)*(AlphaC2CPI)*(AlphaC2CAP)*
XP_854012.1* PREDICTED:*similar*to*PrionClikeC(Q/NCrich)CdomainCbearing*protein*family*member*(pqnC75)*
XP_854015.1* PREDICTED:*similar*to*queuine*tRNACribosyltransferase*1*(tRNACguanine*transglycosylase)*isoform*1*
XP_854016.1* PREDICTED:*similar*to*HistidylCtRNA*synthetase*(HistidineCCtRNA*ligase)*(HisRS)*
XP_854036.1* PREDICTED:*similar*to*DnaJ*homolog*subfamily*A*member*2*(RDJ2)*
XP_854038.1* PREDICTED:*similar*to*retinoid*x*receptor*interacting*protein*
XP_854039.1* PREDICTED:*similar*to*glyceraldehydeC3Cphosphate*dehydrogenase*
XP_854047.1* PREDICTED:*similar*to*ZC13.1b*
XP_854051.1* PREDICTED:*similar*to*high*mobility*group*nucleosomal*binding*domain*3*isoform*HMGN3a*
XP_854052.1* *PREDICTED:*similar*to*Baculoviral*IAP*repeatCcontaining*protein*6*(UbiquitinCconjugating*BIRCdomain*enzyme*apollon)*
XP_854054.1* PREDICTED:*similar*to*brunoClike*6,*RNA*binding*protein*
XP_854057.1* PREDICTED:*similar*to*Activator*of*apoptosis*harakiri*(Neuronal*death*protein*DP5)*(BH3*interacting*domain*protein*3)*
XP_854067.1* PREDICTED:*similar*to*ES1*protein*homolog,*mitochondrial*precursor*(Protein*KNPCI)*(GT335*protein)*

XP_854070.1*
PREDICTED:*similar*to*Dipeptidyl*aminopeptidaseClike*protein*6*(Dipeptidylpeptidase*VI)*(Dipeptidylpeptidase*6)*(Dipeptidyl*peptidase*IV*like*protein)*(Dipeptidyl*
aminopeptidaseCrelated*protein)*(DPPX)*

XP_854071.1* PREDICTED:*similar*to*diacylglycerol*kinase*zeta*



XP_854080.1* PREDICTED:*similar*to*CG32699CPA*
XP_854083.1* PREDICTED:*similar*to*GlyceraldehydeC3Cphosphate*dehydrogenase*(GAPDH)*
XP_854088.1* PREDICTED:*similar*to*histone*1,*H2ai*(predicted)*
XP_854093.1* PREDICTED:*similar*to*germinal*histone*H4*gene*
XP_854097.1* PREDICTED:*similar*to*Neuromedin*UC25*precursor*(NmUC25)*
XP_854099.1* *PREDICTED:*similar*to*Mitochondrial*import*inner*membrane*translocase*subunit*TIM8*B*(Deafness*dystonia*protein*2)*(DDPClike*protein)*
XP_854103.1* PREDICTED:*similar*to*Hsp90*coCchaperone*Cdc37*(Hsp90*chaperone*protein*kinaseCtargeting*subunit)*(p50Cdc37)*isoform*2*
XP_854121.1* PREDICTED:*similar*to*Homeobox*protein*engrailedC2*(MoCEnC2)*
XP_854144.1* PREDICTED:*similar*to*zinc*finger*protein*79*(pT7)*
XP_854155.1* PREDICTED:*similar*to*FructoseCbisphosphate*aldolase*A*(MuscleCtype*aldolase)*(Lung*cancer*antigen*NYCLUC1)*isoform*1*
XP_854158.1* PREDICTED:*similar*to*chromosome*11*open*reading*frame*17*
XP_854163.1* PREDICTED:*similar*to*Sulfotransferase*6B1*
XP_854167.1* PREDICTED:*similar*to*Activating*signal*cointegrator*1*complex*subunit*3*(ASCC1*complex*subunit*p200)*(Trip4*complex*subunit*p200)*(Helicase,*ATP*binding*1)*isoform*2*
XP_854177.1* *PREDICTED:*similar*to*DNACdirected*RNA*polymerase*II*7.6*kDa*polypeptide*(RPB10)*(RPB7.6)*(RPABC5)*
XP_854178.1* PREDICTED:*similar*to*Olfactory*receptor*7G1*(Olfactory*receptor*19C15)*(OR19C15)*
XP_854183.1* PREDICTED:*similar*to*CDC42*effector*protein*5*
XP_854188.1* PREDICTED:*hypothetical*protein*XP_849095*
XP_854189.1* PREDICTED:*similar*to*Cytochrome*b5*
XP_854193.1* PREDICTED:*similar*to*Neighbor*of*COX4*
XP_854201.1* PREDICTED:*similar*to*MucinC2*precursor*(Intestinal*mucin*2)*
XP_854215.1* PREDICTED:*hypothetical*protein*XP_849122*
XP_854216.1* PREDICTED:*similar*to*AlphaC2Cmacroglobulin*precursor*(AlphaC2CM)*
XP_854220.1* PREDICTED:*similar*to*pregnancyCzone*protein*
XP_854222.1* PREDICTED:*similar*to*pleckstrin*homology*domain*containing,*family*G,*member*3*
XP_854223.1* PREDICTED:*similar*to*chromosome*21*open*reading*frame*29*
XP_854224.1* PREDICTED:*similar*to*tripartite*motif*protein*32*
XP_854225.1* PREDICTED:*similar*to*myosin*18A*isoform*a*isoform*2*
XP_854231.1* PREDICTED:*similar*to*FructoseCbisphosphate*aldolase*A*(MuscleCtype*aldolase)*(Lung*cancer*antigen*NYCLUC1)*

XP_854235.1*
PREDICTED:*similar*to*Alpha*enolase*(2CphosphoCDCglycerate*hydroClyase)*(NonCneural*enolase)*(NNE)*(Enolase*1)*(Phosphopyruvate*hydratase)*(CCmyc*promoterCbinding*
protein)*(MBPC1)*(MPBC1)*(PlasminogenCbinding*protein)*

XP_854236.1* PREDICTED:*similar*to*LINEC1*reverse*transcriptase*homolog*
XP_854237.1* PREDICTED:*similar*to*Glutamate*dehydrogenase*1,*mitochondrial*precursor*(GDH)*(Memory*related*proteinC2)*(MRGC2)*
XP_854240.1* PREDICTED:*similar*to*RAB35,*member*RAS*oncogene*family*(predicted)*
XP_854246.1* PREDICTED:*similar*to*keratin*8*
XP_854250.1* PREDICTED:*similar*to*PRKC,*apoptosis,*WT1,*regulator*
XP_854251.1* PREDICTED:*similar*to*RhoCspecific*guanine*nucleotide*exchange*factor*p114*



XP_854252.1* PREDICTED:*similar*to*musashi*1*
XP_854260.1* PREDICTED:*similar*to*Phospholipid*scramblase*4*(PL*scramblase*4)*(Ca(2+)Cdependent*phospholipid*scramblase*4)*
XP_854262.1* PREDICTED:*similar*to*Apelin*precursor*(APJ*endogenous*ligand)*
XP_854263.1* PREDICTED:*similar*to*methylenetetrahydrofolate*dehydrogenase*(NADP+*dependent),*methenyltetrahydrofolate*cyclohydrolase,*formyltetrahydrofolate*synthase*
XP_854266.1* PREDICTED:*similar*to*zinc*finger*protein*of*the*cerebellum*5*
XP_854270.1* PREDICTED:*similar*to*heterogeneous*nuclear*ribonucleoprotein*M*isoform*a*isoform*2*
XP_854275.1* PREDICTED:*hypothetical*protein*XP_849182*
XP_854287.1* PREDICTED:*similar*to*histone*1,*H2ai*(predicted)*
XP_854291.1* PREDICTED:*similar*to*myeloidCassociated*differentiation*marker*
XP_854292.1* PREDICTED:*similar*to*otogelin*
XP_854302.1* *PREDICTED:*similar*to*Unc119c*
XP_854310.1* PREDICTED:*similar*to*InterferonCinducible*protein*
XP_854311.1* PREDICTED:*similar*to*CCtype*lectin*superfamily*member*9*(MacrophageCinducible*CCtype*lectin)*

XP_854313.1*
PREDICTED:*similar*to*Resistin*precursor*(CysteineCrich*secreted*protein*FIZZ3)*(Adipose*tissueCspecific*secretory*factor)*(ADSF)*(C/EBPCepsilon*regulated*myeloidCspecific*
secreted*cysteineCrich*protein)*(CysteineCrich*secreted*protein*A12CalphaClike*2)...*

XP_854323.1* PREDICTED:*similar*to*SynaptotagminC8*(Synaptotagmin*VIII)*(SytVIII)*
XP_854333.1* PREDICTED:*similar*to*tubulin,*alpha*1*
XP_854337.1* PREDICTED:*similar*to*DnaJClike*protein*2*
XP_854346.1* *PREDICTED:*similar*to*ATP*synthase*alpha*chain,*mitochondrial*precursor*
XP_854347.1* PREDICTED:*similar*to*60S*ribosomal*protein*L26Clike*1*
XP_854355.1* PREDICTED:*similar*to*ribosomal*protein*L4*
XP_854357.1* PREDICTED:*similar*to*FLJ44048*protein*
XP_854358.1* PREDICTED:*similar*to*14C3C3*protein*epsilon*(14C3C3E)*(Mitochondrial*import*stimulation*factor*L*subunit)*(MSF*L)*isoform*2*
XP_854359.1* PREDICTED:*similar*to*zinc*finger*protein*43*(HTF6)*
XP_854360.1* PREDICTED:*similar*to*AF4/FMR2*family,*member*3*isoform*2*
XP_854369.1* PREDICTED:*similar*to*forkhead*box*I2*
XP_854370.1* PREDICTED:*similar*to*FCbox*only*protein*37*(FCbox/LRRCrepeat*protein*15)*
XP_854372.1* PREDICTED:*similar*to*NCmethylpurineCDNA*glycosylase*isoform*b*
XP_854374.1* PREDICTED:*similar*to*Zinc*finger*protein*85*(Zinc*finger*protein*HPF4)*(HTF1)*
XP_854383.1* PREDICTED:*similar*to*Integrin*betaC2*precursor*(Cell*surface*adhesion*glycoproteins*LFAC1/CR3/p150,95*betaCsubunit)*(CD18)*(Complement*receptor*C3*betaCsubunit)*
XP_854389.1* PREDICTED:*similar*to*leucineCrich*B7*protein*isoform*1*
XP_854390.1* PREDICTED:*similar*to*formin*2*
XP_854391.1* PREDICTED:*similar*to*Lon*protease*homolog,*mitochondrial*precursor*(Lon*proteaseClike*protein)*(LONP)*(LONHs)*isoform*1*
XP_854396.1* PREDICTED:*hypothetical*protein*XP_849303*
XP_854398.1* PREDICTED:*similar*to*AlphaCmannosidase*2C1*(AlphaCDCmannoside*mannohydrolase)*(Mannosidase*alpha*class*2C*member*1)*(Alpha*mannosidase*6A8B)*
XP_854399.1* PREDICTED:*similar*to*RAB11B,*member*RAS*oncogene*family*



XP_854408.1* PREDICTED:*similar*to*LINEC1*reverse*transcriptase*homolog*
XP_854411.1* PREDICTED:*similar*to*protein*tyrosine*phosphatase,*nonCreceptor*type*9*
XP_854419.1* PREDICTED:*similar*to*lungCinducible*neuralizedCrelated*C3HC4*RING*domain*protein*
XP_854421.1* PREDICTED:*hypothetical*protein*XP_849328*
XP_854426.1* PREDICTED:*similar*to*InterleukinC9*receptor*precursor*(ILC9R)*(CD129*antigen)*
XP_854427.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*1*
XP_854430.1* PREDICTED:*similar*to*NeuromedinCB*receptor*(NMBCR)*(NeuromedinCBCpreferring*bombesin*receptor)*
XP_854431.1* PREDICTED:*similar*to*E2F*transcription*factor*4*
XP_854432.1* PREDICTED:*similar*to*ProliferatingCcell*nucleolar*antigen*p120*(ProliferationCassociated*nucleolar*protein*p120)*
XP_854436.1* PREDICTED:*similar*to*cylindromatosis*(turban*tumor*syndrome)*
XP_854438.1* PREDICTED:*similar*to*Creatine*kinase*BCtype*(Creatine*kinase,*B*chain)*(BCCK)*
XP_854440.1* PREDICTED:*similar*to*zinc*finger*protein*398*isoform*1*
XP_854443.1* PREDICTED:*similar*to*USP6*NCterminal*like*protein*(Related*to*the*N*terminus*of*tre)*(RNCtre)*
XP_854446.1* PREDICTED:*similar*to*plasma*membrane*associated*protein,*S3C12*isoform*1*
XP_854450.1* *PREDICTED:*similar*to*Breast*carcinoma*amplified*sequence*1*(Novel*amplified*in*breast*cancer*1)*(Amplified*and*overexpressed*in*breast*cancer)*
XP_854459.1* PREDICTED:*similar*to*zinc*finger*protein*613*isoform*2*
XP_854460.1* PREDICTED:*similar*to*zinc*finger*protein*514*
XP_854475.1* PREDICTED:*similar*to*Protein*C14orf112*precursor*
XP_854488.1* PREDICTED:*similar*to*Ral*guanine*nucleotide*dissociation*stimulator*(RalGEF)*(RalGDS)*
XP_854489.1* PREDICTED:*similar*to*transmembrane*protein*16A*
XP_854492.1* PREDICTED:*hypothetical*protein*XP_849399*
XP_854493.1* PREDICTED:*similar*to*LClactate*dehydrogenase*B*chain*(LDHCB)*(LDH*heart*subunit)*(LDHCH)*
XP_854498.1* PREDICTED:*similar*to*microtubuleCassociated*protein*7*
XP_854504.1* PREDICTED:*similar*to*Aldehyde*dehydrogenase,*mitochondrial*precursor*(ALDH*class*2)*(ALDH1)*(ALDHCE2)*
XP_854513.1* PREDICTED:*similar*to*ribosomal*protein*S6*kinase*polypeptide*3*
XP_854518.1* PREDICTED:*similar*to*Nucleoside*diphosphateClinked*moiety*X*motif*6*(Nudix*motif*6)*(Protein*GFG)*(GFGC1)*(Antisense*basic*fibroblast*growth*factor)*
XP_854519.1* PREDICTED:*similar*to*oral*cancer*overexpressed*1*
XP_854521.1* PREDICTED:*similar*to*ChorionCspecific*transcription*factor*GCMa*(Glial*cells*missing*homolog*1)*(GCM*motif*protein*1)*(hGCMa)*
XP_854525.1* PREDICTED:*similar*to*TATA*box*binding*protein*isoform*1*
XP_854528.1* PREDICTED:*similar*to*acylCCoenzyme*A*oxidaseClike*
XP_854529.1* PREDICTED:*similar*to*cGMPCinhibited*3,5Ccyclic*phosphodiesterase*B*(Cyclic*GMP*inhibited*phosphodiesterase*B)*(CGICPDE*B)*(CGIPDE1)*(CGIP1)*
XP_854533.1* PREDICTED:*similar*to*cytochrome*P450,*family*2,*subfamily*R,*polypeptide*1*
XP_854534.1* PREDICTED:*similar*to*GRounDhog*(hedgehogClike*family)*family*member*(grdC6)*
XP_854536.1* PREDICTED:*similar*to*lens*intrinsic*membrane*protein*2,*19kDa*
XP_854542.1* *PREDICTED:*similar*to*programmed*cell*death*2*isoform*1*isoform*2*
XP_854544.1* PREDICTED:*similar*to*syntaxin*11*



XP_854557.1* PREDICTED:*similar*to*highCmobility*group*box*2*
XP_854570.1* PREDICTED:*similar*to*Neurturin*precursor*
XP_854582.1* PREDICTED:*similar*to*F43E2.3*
XP_854589.1* PREDICTED:*similar*to*betaCcaseinClike*protein*
XP_854594.1* PREDICTED:*similar*to*Macrophage*metalloelastase*precursor*(HME)*(Matrix*metalloproteinaseC12)*(MMPC12)*(Macrophage*elastase)*(ME)*
XP_854595.1* PREDICTED:*similar*to*SCadenosylhomocysteine*hydrolaseClike*1*
XP_854600.1* PREDICTED:*similar*to*Macrophage*colony*stimulating*factorC1*precursor*(CSFC1)*(MCSF)*(MCCSF)*(Lanimostim)*
XP_854602.1* PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*A1*(HelixCdestabilizing*protein)*(SingleCstrand*binding*protein)*(hnRNP*core*protein*A1)*(HDP)*
XP_854607.1* PREDICTED:*hypothetical*protein*XP_849514*
XP_854614.1* PREDICTED:*similar*to*Guanine*nucleotideCbinding*protein*G(k),*alpha*subunit*(G(i)*alphaC3)*
XP_854621.1* PREDICTED:*hypothetical*protein*XP_849528*
XP_854630.1* *PREDICTED:*similar*to*TetraspaninC9*(TspanC9)*(Tetraspan*NETC5)*
XP_854637.1* PREDICTED:*similar*to*MARCKSCrelated*protein*(Macrophage*myristoylated*alanineCrich*C*kinase*substrate)*(MacCMARCKS)*(MacMARCKS)*
XP_854646.1* PREDICTED:*similar*to*calponin*2*isoform*a*isoform*1*
XP_854651.1* *PREDICTED:*similar*to*Hyaluronan*mediated*motility*receptor*(Intracellular*hyaluronic*acid*binding*protein)*(Receptor*for*hyaluronanCmediated*motility)*(CD168*antigen)*
XP_854652.1* PREDICTED:*similar*to*myosin*binding*protein*HClike*
XP_854655.1* PREDICTED:*similar*to*CG31156CPA,*isoform*A*
XP_854657.1* PREDICTED:*similar*to*StressCinducedCphosphoprotein*1*(STI1)*(Hsc70/Hsp90Corganizing*protein)*(Hop)*(TransformationCsensitive*protein*IEF*SSP*3521)*
XP_854673.1* PREDICTED:*hypothetical*protein*XP_849580*
XP_854677.1* PREDICTED:*similar*to*salClike*4*
XP_854690.1* PREDICTED:*similar*to*Jumonji/ARID*domainCcontaining*protein*1A*(RetinoblastomaCbinding*protein*2)*(RBBPC2)*
XP_854691.1* PREDICTED:*hypothetical*protein*XP_849598*
XP_854693.1* PREDICTED:*similar*to*PRP38*preCmRNA*processing*factor*38*(yeast)*domain*containing*B*
XP_854697.1* PREDICTED:*similar*to*LClactate*dehydrogenase*A*chain*(LDHCA)*(LDH*muscle*subunit)*(LDHCM)*(ProliferationCinducing*gene*19*protein)*
XP_854703.1* PREDICTED:*similar*to*Fanconi*anemia,*complementation*group*G*
XP_854713.1* *PREDICTED:*similar*to*serine/threonine*kinase*22*substrate*1*
XP_854716.1* PREDICTED:*similar*to*Potential*phospholipidCtransporting*ATPase*ID*(ATPase*class*I*type*8B*member*2)*
XP_854738.1* PREDICTED:*similar*to*solute*carrier*family*25*member*24*isoform*2*
XP_854744.1* PREDICTED:*similar*to*ras*inhibitor*RIN1*
XP_854748.1* PREDICTED:*similar*to*melanoma*antigen*family*B,*4*
XP_854754.1* PREDICTED:*hypothetical*protein*XP_849661*
XP_854758.1* PREDICTED:*similar*to*F32D8.4*
XP_854762.1* PREDICTED:*similar*to*transposonCderived*Buster3*transposaseClike*
XP_854783.1* PREDICTED:*similar*to*olfactory*receptor*Olr834*
XP_854785.1* PREDICTED:*similar*to*nonCPOU*domain*containing,*octamerCbinding*
XP_854794.1* PREDICTED:*similar*to*FYVE,*RhoGEF*and*PH*domain*containing*protein*6*(Zinc*finger*FYVE*domain*containing*protein*24)*



XP_854796.1* PREDICTED:*similar*to*expressed*in*nonCmetastatic*cells*1,*protein*(NM23A)*(nucleoside*diphosphate*kinase)*
XP_854803.1* PREDICTED:*similar*to*Keratin,*type*I*cytoskeletal*18*(Cytokeratin*18)*(K18)*(CK*18)*

XP_854806.1*
PREDICTED:*similar*to*Zinc*finger*protein*40*(Human*immunodeficiency*virus*type*I*enhancerCbinding*protein*1)*(HIVCEP1)*(Major*histocompatibility*complex*binding*protein*
1)*(MBPC1)*(Positive*regulatory*domain*II*binding*factor*1)*(PRDIICBF1)*

XP_854808.1* PREDICTED:*similar*to*KARPC1*binding*protein*1*isoform*2*
XP_854809.1* PREDICTED:*similar*to*Glycogen*[starch]*synthase,*muscle*
XP_854813.1* PREDICTED:*hypothetical*protein*XP_849720*

XP_854815.1*
PREDICTED:*similar*to*MegakaryocyteCassociated*tyrosineCprotein*kinase*(TyrosineCprotein*kinase*CTK)*(Protein*kinase*HYL)*(Hematopoietic*consensus*tyrosineClacking*
kinase)*

XP_854818.1* PREDICTED:*similar*to*ribosomal*protein*L18*
XP_854820.1* PREDICTED:*similar*to*microtubule*associated*monoxygenase,*calponin*and*LIM*domain*containing*1*
XP_854821.1* PREDICTED:*similar*to*myc*target*1*
XP_854823.1* PREDICTED:*similar*to*VoltageCgated*potassium*channel*betaC1*subunit*(K(+)*channel*betaC1*subunit)*(KvCbetaC1)*
XP_854825.1* PREDICTED:*similar*to*mitochondrial*ribosomal*protein*L35*isoform*a*
XP_854828.1* PREDICTED:*similar*to*DEP*domain*containing*protein*5*
XP_854829.1* PREDICTED:*similar*to*FCbox*only*protein*28*
XP_854831.1* PREDICTED:*similar*to*UBIQUITINCLIKE*PROTEIN*FUBI*
XP_854843.1* PREDICTED:*similar*to*Slit*homolog*2*protein*precursor*(SlitC2)*
XP_854845.1* PREDICTED:*hypothetical*protein*XP_849752*
XP_854848.1* PREDICTED:*hypothetical*protein*XP_849755*
XP_854850.1* PREDICTED:*similar*to*calpain*8*
XP_854851.1* PREDICTED:*similar*to*eukaryotic*translation*initiation*factor*4A,*isoform*1*
XP_854852.1* PREDICTED:*similar*to*granulysin*isoform*NKG5*
XP_854861.1* PREDICTED:*hypothetical*protein*XP_849768*
XP_854869.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*2*
XP_854883.1* PREDICTED:*similar*to*synaptogyrin*4*
XP_854889.1* PREDICTED:*similar*to*HMGCbox*transcription*factor*TCFC3*

XP_854902.1*
PREDICTED:*similar*to*Sphingosine*1Cphosphate*receptor*EdgC6*(S1P*receptor*EdgC6)*(Endothelial*differentiation*GCprotein*coupled*receptor*6)*(Sphingosine*1Cphosphate*
receptor*4)*(S1P4)*

XP_854909.1* PREDICTED:*similar*to*KIAA1529*
XP_854919.1* PREDICTED:*similar*to*Heat*shock*protein*HSP*90Cbeta*(HSP*84)*(Tumor*specific*transplantation*84*kDa*antigen)*(TSTA)*
XP_854920.1* PREDICTED:*similar*to*zinc*finger*protein*124*
XP_854921.1* PREDICTED:*similar*to*heat*shock*protein*1,*beta*
XP_854922.1* PREDICTED:*similar*to*RAS*guanyl*releasing*protein*2*isoform*1*
XP_854923.1* PREDICTED:*similar*to*brevican*isoform*1*
XP_854930.1* PREDICTED:*similar*to*Sin3A*associated*protein*p30Clike*
XP_854936.1* PREDICTED:*similar*to*NIMA*(never*in*mitosis*gene*a)Crelated*expressed*kinase*6*



XP_854937.1* PREDICTED:*similar*to*glyceraldehydeC3Cphosphate*dehydrogenase*
XP_854938.1* PREDICTED:*similar*to*Glioma*tumor*suppressor*candidate*region*gene*1*protein*

XP_854939.1*
PREDICTED:*similar*to*Potassium*channel*subfamily*K*member*4*(TWIKCrelated*arachidonic*acidCstimulated*potassium*channel*protein)*(TRAAK)*(Two*pore*K(+)*channel*
KT4.1)*

XP_854940.1* PREDICTED:*hypothetical*protein*XP_849847*
XP_854956.1* PREDICTED:*similar*to*kaptin*
XP_854960.1* PREDICTED:*similar*to*StressCinducedCphosphoprotein*1*(STI1)*(Hsc70/Hsp90Corganizing*protein)*(Hop)*(TransformationCsensitive*protein*IEF*SSP*3521)*
XP_854962.1* PREDICTED:*similar*to*CG11699CPA*
XP_854970.1* PREDICTED:*similar*to*LYRIC/3D3*
XP_854977.1* PREDICTED:*similar*to*Ferritin*light*chain*1*(Ferritin*L*subunit*1)*
XP_854979.1* PREDICTED:*similar*to*GlyceraldehydeC3Cphosphate*dehydrogenase,*liver*(GAPDH)*
XP_854981.1* PREDICTED:*similar*to*transmembrane*protease,*serine*9*
XP_854982.1* PREDICTED:*similar*to*SPARC*precursor*(Secreted*protein*acidic*and*rich*in*cysteine)*(Osteonectin)*(ON)*(BasementCmembrane*protein*40)*(BMC40)*
XP_854986.1* PREDICTED:*similar*to*transmembrane*protease,*serine*9*
XP_855004.1* PREDICTED:*similar*to*Ig*lambda*chain*VCI*region*BL2*precursor*
XP_855013.1* PREDICTED:*hypothetical*protein*XP_849920*
XP_855016.1* PREDICTED:*similar*to*splicing*factor*3a,*subunit*2,*66kDa*(predicted)*
XP_855022.1* PREDICTED:*similar*to*paraneoplastic*antigen*MA1*
XP_855041.1* PREDICTED:*similar*to*MAP*kinaseCinteracting*serine/threonine*kinase*2*
XP_855043.1* PREDICTED:*similar*to*neuroConcological*ventral*antigen*2*
XP_855045.1* PREDICTED:*similar*to*KIAA1698*protein*
XP_855049.1* PREDICTED:*similar*to*low*density*lipoprotein*receptor*adaptor*protein*1*
XP_855053.1* PREDICTED:*similar*to*CG1814CPA,*isoform*A*
XP_855056.1* PREDICTED:*similar*to*cytoplasmic*betaCactin*
XP_855059.1* PREDICTED:*similar*to*AHNAK*nucleoprotein*isoform*1*
XP_855068.1* PREDICTED:*hypothetical*protein*XP_849975*
XP_855076.1* PREDICTED:*similar*to*ATPase,*Class*I,*type*8B,*member*3*
XP_855080.1* PREDICTED:*similar*to*one*cut*domain,*family*member*3*
XP_855089.1* PREDICTED:*similar*to*Homeobox*protein*CDXC1*(CaudalCtype*homeobox*protein*1)*
XP_855094.1* PREDICTED:*similar*to*GlyceraldehydeC3Cphosphate*dehydrogenase,*liver*(GAPDH)*
XP_855099.1* PREDICTED:*similar*to*capping*protein*(actin*filament)*muscle*ZCline,*alpha*1*
XP_855104.1* PREDICTED:*similar*to*RING*finger*and*KH*domain*containing*protein*1*
XP_855109.1* PREDICTED:*similar*to*sodium*bicarbonate*transporter*4*isoform*c*
XP_855110.1* PREDICTED:*similar*to*interleukin*28*receptor,*alpha*isoform*1*
XP_855118.1* PREDICTED:*similar*to*CD3E*antigen,*epsilon*polypeptide*associated*protein*
XP_855128.1* PREDICTED:*similar*to*RasCrelated*protein*RabC13*



XP_855129.1* PREDICTED:*similar*to*glutamateCammonia*ligase*
XP_855134.1* PREDICTED:*similar*to*ubiquitin*specific*protease*34*
XP_855142.1* PREDICTED:*similar*to*transducer*of*regulated*cAMP*response*elementCbinding*protein*(CREB)*2*
XP_855148.1* PREDICTED:*similar*to*melanoma*antigen*family*A,*10*
XP_855167.1* PREDICTED:*similar*to*TCcell*surface*glycoprotein*CD5*precursor*(Lymphocyte*glycoprotein*T1/LeuC1)*(Lymphocyte*antigen*CD5)*
XP_855170.1* PREDICTED:*similar*to*CG5237CPA*
XP_855175.1* PREDICTED:*similar*to*BCcell*lymphoma*3Cencoded*protein*(BclC3*protein)*
XP_855179.1* PREDICTED:*similar*to*GBP*protein*isoform*a*
XP_855183.1* PREDICTED:*similar*to*minor*histocompatibility*antigen*HAC1*
XP_855192.1* PREDICTED:*similar*to*TLH29*protein*precursor*

XP_855193.1*
PREDICTED:*similar*to*ATCrich*interactive*domainCcontaining*protein*3A*(ARID*domainCcontaining*protein*3A)*(BCcell*regulator*of*IgH*transcription)*(Bright)*(E2F*binding*
protein*1)*

XP_855205.1* PREDICTED:*similar*to*zinc*finger*protein*227*
XP_855209.1* PREDICTED:*similar*to*Myotubularin*
XP_855212.1* PREDICTED:*similar*to*zinc*finger*protein*420*
XP_855213.1* PREDICTED:*similar*to*Zinc*finger*protein*283*
XP_855216.1* PREDICTED:*similar*to*GlyceraldehydeC3Cphosphate*dehydrogenase,*liver*(GAPDH)*
XP_855221.1* PREDICTED:*similar*to*Collagen*alpha*2(I)*chain*precursor*
XP_855231.1* PREDICTED:*hypothetical*protein*XP_850138*
XP_855233.1* PREDICTED:*similar*to*hyperpolarization*activated*cyclic*nucleotideCgated*potassium*channel*2*
XP_855237.1* PREDICTED:*similar*to*immunityCrelated*GTPase*family,*Q1*
XP_855248.1* *PREDICTED:*similar*to*MRGCbinding*protein*
XP_855257.1* PREDICTED:*similar*to*Myristoylated*alanineCrich*CCkinase*substrate*(MARCKS)*(Protein*kinase*C*substrate*80*kDa*protein)*
XP_855258.1* PREDICTED:*similar*to*mesoderm*induction*early*response*1*
XP_855261.1* PREDICTED:*similar*to*norrin*
XP_855262.1* PREDICTED:*similar*to*transcription*factorClike*5*protein*
XP_855277.1* *PREDICTED:*similar*to*inhibitor*of*kappa*light*polypeptide*gene*enhancer*in*BCcells,*kinase*complexCassociated*protein*
XP_855282.1* PREDICTED:*similar*to*GlyceraldehydeC3Cphosphate*dehydrogenase,*liver*(GAPDH)*
XP_855284.1* PREDICTED:*similar*to*glutamate*receptor*KA2*precursor*
XP_855286.1* PREDICTED:*similar*to*Na+/K+*CATPase*alpha*3*subunit*
XP_855287.1* PREDICTED:*similar*to*CG2698CPA*
XP_855292.1* *PREDICTED:*similar*to*doublesex*and*mabC3*related*transcription*factor*7*
XP_855298.1* PREDICTED:*similar*to*Cell*division*protein*kinase*4*(CyclinCdependent*kinase*4)*(PSKCJ3)*

XP_855305.1*
PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*A1*(HelixCdestabilizing*protein)*(SingleCstrand*binding*protein)*(hnRNP*core*protein*A1)*(HDPC1)*
(TopoisomeraseCinhibitor*suppressed)*

XP_855308.1* PREDICTED:*similar*to*CG33108CPA*



XP_855309.1* PREDICTED:*similar*to*dachsous*2*isoform*1*
XP_855310.1* PREDICTED:*similar*to*dapper*2*
XP_855314.1* PREDICTED:*similar*to*numb*homolog*(Drosophila)Clike*
XP_855318.1* PREDICTED:*similar*to*26S*proteasomeCassociated*UCH37*interacting*protein*1*(XClinked*protein*STS1769)*
XP_855323.1* PREDICTED:*similar*to*Extracellular*matrix*protein*2*precursor*(Matrix*glycoprotein*SC1/ECM2)*
XP_855325.1* PREDICTED:*similar*to*SH3*domain*GRB2Clike*protein*B1*(Endophilin*B1)*(BaxCinteracting*factor*1)*(BifC1)*
XP_855330.1* PREDICTED:*similar*to*calcium*activated*chloride*channel*2*
XP_855335.1* PREDICTED:*similar*to*potassium*voltageCgated*channel*KQTClike*protein*2*isoform*2*
XP_855338.1* PREDICTED:*similar*to*Fc*fragment*of*IgG*binding*protein*
XP_855340.1* PREDICTED:*hypothetical*protein*XP_850247*
XP_855341.1* PREDICTED:*similar*to*ATPCbinding*cassette,*subCfamily*D,*member*1*(Adrenoleukodystrophy*protein)*(ALDP)*
XP_855343.1* PREDICTED:*similar*to*statinClike*
XP_855344.1* PREDICTED:*similar*to*PTK6*protein*tyrosine*kinase*6*
XP_855345.1* PREDICTED:*similar*to*CREBBP/EP300*inhibitor*2*
XP_855347.1* PREDICTED:*similar*to*Serine/threonineCprotein*kinase*23*(MuscleCspecific*serine*kinase*1)*(MSSKC1)*
XP_855349.1* PREDICTED:*similar*to*amino*acid*transport*system*N2*
XP_855350.1* PREDICTED:*similar*to*WD*repeat*domain*27*
XP_855351.1* PREDICTED:*similar*to*DeltaClike*protein*3*precursor*(Drosophila*Delta*homolog*3)*
XP_855355.1* PREDICTED:*similar*to*NCacylglucosamine*2Cepimerase*(GlcNAc*2Cepimerase)*(NCacetylCDCglucosamine*2Cepimerase)*(AGE)*(ReninCbinding*protein)*(RnBP)*
XP_855359.1* PREDICTED:*similar*to*ITBA1*protein*(CXorf12*protein)*(DXS9878E)*
XP_855364.1* PREDICTED:*similar*to*ADPCribosylation*factor*related*protein*1*
XP_855370.1* PREDICTED:*similar*to*DeltaCaminolevulinic*acid*dehydratase*(Porphobilinogen*synthase)*(ALADH)*
XP_855379.1* PREDICTED:*similar*to*PDZ*domain*containing,*X*chromosome*
XP_855386.1* PREDICTED:*similar*to*uridineCcytidine*kinase*1Clike*1*
XP_855392.1* PREDICTED:*similar*to*chromosome*2*open*reading*frame*32*
XP_855409.1* PREDICTED:*similar*to*signalCinduced*proliferationCassociated*1*like*3*
XP_855411.1* PREDICTED:*similar*to*shroom*
XP_855414.1* PREDICTED:*similar*to*CASKCinteracting*protein*CIP98*
XP_855416.1* PREDICTED:*similar*to*tubulin,*alpha*1*
XP_855419.1* PREDICTED:*similar*to*nudixCtype*motif*11*
XP_855424.1* PREDICTED:*similar*to*Collagen*alpha*1(III)*chain*precursor*
XP_855427.1* PREDICTED:*similar*to*tumor*endothelial*marker*8*isoform*1*precursor*
XP_855442.1* PREDICTED:*similar*to*Atrial*natriuretic*peptide*clearance*receptor*precursor*(ANPCC)*(ANPRC)*(NPRCC)*(Atrial*natriuretic*peptide*CCtype*receptor)*
XP_855443.1* PREDICTED:*similar*to*membraneCassociated*RINGCCH*protein*I*
XP_855450.1* PREDICTED:*similar*to*Fc*fragment*of*IgG*binding*protein*
XP_855457.1* PREDICTED:*similar*to*amnionless*



XP_855464.1* PREDICTED:*similar*to*P8*MTCPC1*protein*(Mature*TCcell*proliferationC1*type*A)*(MTCPC1*type*A)*(P8MTCP1)*
XP_855474.1* PREDICTED:*similar*to*suprabasin*
XP_855482.1* PREDICTED:*similar*to*CG5323CPA*
XP_855486.1* PREDICTED:*similar*to*Putative*GCprotein*coupled*receptor*40*
XP_855489.1* PREDICTED:*similar*to*SynaptobrevinClike*protein*1*
XP_855490.1* PREDICTED:*similar*to*Transforming*growth*factor*alpha*precursor*(TGFCalpha)*(EGFClike*TGF)*(ETGF)*(TGF*type*1)*
XP_855503.1* PREDICTED:*similar*to*MutS*protein*homolog*4*
XP_855505.1* PREDICTED:*similar*to*Ventral*anterior*homeobox*2*

XP_855506.1*
PREDICTED:*similar*to*GlucoseC6Cphosphate*isomerase*(GPI)*(Phosphoglucose*isomerase)*(PGI)*(Phosphohexose*isomerase)*(PHI)*(Neuroleukin)*(NLK)*(Sperm*antigenC36)*(SAC
36)*

XP_855507.1* PREDICTED:*hypothetical*protein*XP_850414*
XP_855512.1* PREDICTED:*similar*to*adenylosuccinate*synthaseClike*1*isoform*2*
XP_855513.1* PREDICTED:*similar*to*CD27Cbinding*(Siva)*protein*isoform*1*
XP_855517.1* PREDICTED:*similar*to*phospholipase*D*family,*member*4*
XP_855518.1* PREDICTED:*similar*to*regulator*of*G*protein*signaling*9Cbinding*protein*
XP_855519.1* PREDICTED:*similar*to*AHNAK*nucleoprotein*isoform*1*
XP_855532.1* PREDICTED:*similar*to*Complement*C5*precursor*
XP_855537.1* PREDICTED:*similar*to*l(3)mbtClike*3*isoform*a*
XP_855566.1* PREDICTED:*skeletal*muscle*chloride*channel*ClCC1*
XP_855567.1* PREDICTED:*aquaporin*1*
XP_855569.1* *PREDICTED:*RAB8A,*member*RAS*oncogene*family*
XP_855572.1* PREDICTED:*CE8*protein,*variant*2*
XP_855577.1* PREDICTED:*guanylate*cyclase*E*
XP_855589.1* PREDICTED:*rab11*GTPCbinding*protein*
XP_855592.1* PREDICTED:*interleukin*6*
XP_855602.1* PREDICTED:*proCmelaninCconcentrating*hormone*
XP_855618.1* PREDICTED:*cOR4S3*olfactory*receptor*family*4*subfamily*SClike*
XP_855624.1* PREDICTED:*MHC*class*Ib*
XP_855650.1* PREDICTED:*similar*to*agrin*isoform*2*
XP_855659.1* PREDICTED:*similar*to*tripartite*motifCcontaining*39*isoform*2*isoform*2*
XP_855660.1* PREDICTED:*similar*to*myelin*transcription*factor*1Clike*isoform*4*
XP_855679.1* PREDICTED:*similar*to*Cytoplasmic*antiproteinase*3*(CAP3)*(CAPC3)*(Protease*inhibitor*9)*(Serpin*B9)*isoform*2*
XP_855709.1* PREDICTED:*similar*to*NipSnap2*protein*(Glioblastoma*amplified*sequence)*isoform*3*
XP_855731.1* PREDICTED:*similar*to*calcium*channel,*voltageCdependent,*beta*2*subunit*isoform*7*isoform*3*
XP_855740.1* PREDICTED:*similar*to*mitogenCactivated*protein*kinase*8*isoform*4*isoform*6*
XP_855757.1* PREDICTED:*similar*to*cDNA*sequence*BC027342*isoform*3*



XP_855759.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*2*isoform*2*
XP_855762.1* PREDICTED:*hypothetical*protein*XP_850669*
XP_855765.1* PREDICTED:*similar*to*Enhancer*of*zeste*homolog*2*(ENXC1)*isoform*4*
XP_855814.1* PREDICTED:*similar*to*Ca2+Cdependent*secretion*activator*isoform*1*isoform*4*

XP_855821.1*
PREDICTED:*similar*to*Immunoglobulin*lambdaClike*polypeptide*1*precursor*(ImmunoglobulinCrelated*14.1*protein)*(Immunoglobulin*omega*polypeptide)*(Lambda*5)*
(CD179b*antigen)*isoform*3*

XP_855884.1* PREDICTED:*hypothetical*protein*XP_850791,*partial*
XP_855886.1* PREDICTED:*similar*to*carnitine*palmitoyltransferase*1B*isoform*a*isoform*4*
XP_855894.1* PREDICTED:*similar*to*NADCdependent*deacetylase*sirtuinC3,*mitochondrial*precursor*(SIR2Clike*protein*3)*(hSIRT3)*isoform*5*
XP_855900.1* PREDICTED:*similar*to*regulator*of*chromosome*condensation*and*BTB*domain*containing*protein*2*isoform*2*
XP_855904.1* PREDICTED:*similar*to*SerineCCpyruvate*aminotransferase*(SPT)*(AlanineCCglyoxylate*aminotransferase)*(AGT)*isoform*3*

XP_855950.1*
PREDICTED:*similar*to*Immunoglobulin*lambdaClike*polypeptide*1*precursor*(ImmunoglobulinCrelated*14.1*protein)*(Immunoglobulin*omega*polypeptide)*(Lambda*5)*
(CD179b*antigen)*isoform*6*

XP_855961.1* PREDICTED:*similar*to*cofactor*of*BRCA1*isoform*4*
XP_855996.1* PREDICTED:*similar*to*ATPase,*H+*transporting,*lysosomal*70kD,*V1*subunit*A,*isoform*1*isoform*2*
XP_855999.1* PREDICTED:*similar*to*neurofascin*isoform*3*

XP_856027.1*
PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*A1*(HelixCdestabilizing*protein)*(SingleCstrand*binding*protein)*(hnRNP*core*protein*A1)*(HDPC1)*
(TopoisomeraseCinhibitor*suppressed)*isoform*3*

XP_856037.1* PREDICTED:*similar*to*Signal*transducer*and*activator*of*transcription*1Calpha/beta*(Transcription*factor*ISGFC3*components*p91/p84)*isoform*5*
XP_856047.1* PREDICTED:*similar*to*Moesin*(MembraneCorganizing*extension*spike*protein)*isoform*5*

XP_856065.1*
PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*A1*(HelixCdestabilizing*protein)*(SingleCstrand*binding*protein)*(hnRNP*core*protein*A1)*(HDPC1)*
(TopoisomeraseCinhibitor*suppressed)*isoform*4*

XP_856072.1* PREDICTED:*similar*to*semaphorin*5A*isoform*3*
XP_856078.1* PREDICTED:*similar*to*sperm*associated*antigen*7*isoform*4*
XP_856105.1* PREDICTED:*similar*to*Vigilin*(High*density*lipoproteinCbinding*protein)*(HDLCbinding*protein)*isoform*6*
XP_856108.1* PREDICTED:*similar*to*zinc*finger*protein*665*isoform*3*
XP_856110.1* PREDICTED:*similar*to*heterogeneous*nuclear*ribonucleoprotein*A3*isoform*3*
XP_856111.1* *PREDICTED:*similar*to*Elongation*factor*1Cgamma*(EFC1Cgamma)*(eEFC1B*gamma)*isoform*13*
XP_856120.1* PREDICTED:*similar*to*tyrosylprotein*sulfotransferase*1*isoform*3*
XP_856126.1* PREDICTED:*hypothetical*protein*XP_851033*
XP_856145.1* PREDICTED:*similar*to*Zinc*finger*protein*239*(Zinc*finger*protein*MOKC2)*(HOKC2)*isoform*4*
XP_856166.1* PREDICTED:*similar*to*zinc*finger,*CCHC*domain*containing*6*isoform*8*
XP_856168.1* PREDICTED:*similar*to*bromodomain*containing*protein*1*isoform*7*
XP_856184.1* *PREDICTED:*similar*to*zinc*finger*protein*312*isoform*4*
XP_856200.1* PREDICTED:*similar*to*Myosin*Ib*(Myosin*I*alpha)*(MMICalpha)*(MMIa)*(MYHC1c)*isoform*5*
XP_856209.1* PREDICTED:*similar*to*tubulin,*beta,*2*isoform*2*
XP_856215.1* PREDICTED:*hypothetical*protein*XP_851122*



XP_856232.1* PREDICTED:*similar*to*high*density*lipoprotein*binding*protein*isoform*9*
XP_856235.1* PREDICTED:*similar*to*Zinc*finger*protein*239*(Zinc*finger*protein*MOKC2)*(HOKC2)*isoform*6*
XP_856237.1* PREDICTED:*similar*to*Elongation*factor*1Cgamma*(EFC1Cgamma)*(eEFC1B*gamma)*isoform*15*
XP_856238.1* PREDICTED:*similar*to*Protein*C21orf63*precursor*(SUE21)*isoform*3*
XP_856239.1* PREDICTED:*similar*to*CG4552CPA*isoform*5*
XP_856254.1* PREDICTED:*hypothetical*protein*XP_851161*
XP_856255.1* PREDICTED:*hypothetical*protein*XP_851162*
XP_856282.1* PREDICTED:*similar*to*actinin,*alpha*2*isoform*7*

XP_856287.1*
PREDICTED:*similar*to*Ubiquitin*carboxylCterminal*hydrolase*14*(Ubiquitin*thiolesterase*14)*(UbiquitinCspecific*processing*protease*14)*(Deubiquitinating*enzyme*14)*isoform*
7*

XP_856294.1* PREDICTED:*hypothetical*protein*XP_851201*
XP_856311.1* PREDICTED:*similar*to*Elongation*factor*1Cgamma*(EFC1Cgamma)*(eEFC1B*gamma)*isoform*4*
XP_856328.1* PREDICTED:*similar*to*Mitochondrial*import*inner*membrane*translocase*subunit*Tim17*A*(Inner*membrane*preprotein*translocase*Tim17a)*isoform*3*
XP_856345.1* PREDICTED:*similar*to*pericentriolar*material*1*isoform*4*
XP_856359.1* PREDICTED:*similar*to*Zinc*finger*protein*239*(Zinc*finger*protein*MOKC2)*(HOKC2)*isoform*9*
XP_856372.1* PREDICTED:*similar*to*CG30394CPB,*isoform*B*isoform*4*
XP_856428.1* PREDICTED:*similar*to*protein*tyrosine*phosphatase*type*IVA,*member*3*isoform*1*isoform*3*
XP_856429.1* PREDICTED:*similar*to*plexin*A4*isoform*8*
XP_856452.1* PREDICTED:*similar*to*UDPCGalNAc:polypeptide*NCacetylgalactosaminyltransferaseClike*3*isoform*4*
XP_856501.1* PREDICTED:*similar*to*midline*1*isoform*alpha*isoform*10*
XP_856520.1* PREDICTED:*similar*to*Glycogen*phosphorylase,*brain*form*isoform*2*
XP_856525.1* PREDICTED:*similar*to*Ig*lambda*chain*C*regions*isoform*19*
XP_856532.1* *PREDICTED:*similar*to*serine/threonineCprotein*kinase*PRP4K*isoform*6*
XP_856538.1* PREDICTED:*similar*to*arachidonate*12Clipoxygenase*isoform*2*
XP_856557.1* PREDICTED:*similar*to*pericentriolar*material*1*isoform*8*
XP_856584.1* PREDICTED:*similar*to*midline*1*isoform*alpha*isoform*12*
XP_856595.1* PREDICTED:*similar*to*Ornithine*decarboxylase*(ODC)*isoform*6*
XP_856608.1* *PREDICTED:*similar*to*Trifunctional*purine*biosynthetic*protein*adenosineC3*isoform*2*
XP_856615.1* PREDICTED:*similar*to*Bromodomain*adjacent*to*zinc*finger*domain*2B*(hWALp4)*isoform*6*
XP_856620.1* PREDICTED:*similar*to*fusion*(involved*in*t(12;16)*in*malignant*liposarcoma)*isoform*a*isoform*2*
XP_856641.1* PREDICTED:*similar*to*solute*carrier*family*41,*member*3*isoform*2*isoform*2*
XP_856647.1* PREDICTED:*similar*to*Homeobox*protein*HoxCC13*(HoxC3G)*isoform*5*
XP_856650.1* PREDICTED:*similar*to*C01G5.8*isoform*2*
XP_856664.1* PREDICTED:*similar*to*fusion*(involved*in*t(12;16)*in*malignant*liposarcoma)*isoform*a*isoform*3*
XP_856674.1* PREDICTED:*similar*to*heterogeneous*nuclear*ribonucleoprotein*H1*isoform*10*
XP_856687.1* PREDICTED:*similar*to*Homeobox*protein*HoxCC13*(HoxC3G)*isoform*6*



XP_856691.1* PREDICTED:*similar*to*Glycogen*synthase*kinaseC3*beta*(GSKC3*beta)*isoform*4*
XP_856730.1* PREDICTED:*similar*to*PESTCcontaining*nuclear*protein*(PCNP)*isoform*5*
XP_856747.1* PREDICTED:*similar*to*synapseCassociated*protein*102*isoform*4*
XP_856749.1* PREDICTED:*similar*to*heterogeneous*nuclear*ribonucleoprotein*K*isoform*7*
XP_856760.1* PREDICTED:*similar*to*FAT*tumor*suppressor*homolog*4*isoform*2*
XP_856791.1* PREDICTED:*similar*to*heterogeneous*nuclear*ribonucleoprotein*K*isoform*8*
XP_856815.1* PREDICTED:*similar*to*Succinate*dehydrogenase*[ubiquinone]*flavoprotein*subunit,*mitochondrial*precursor*(Fp)*(Flavoprotein*subunit*of*complex*II)*isoform*3*
XP_856818.1* PREDICTED:*similar*to*Bromodomain*adjacent*to*zinc*finger*domain*2B*(hWALp4)*isoform*10*
XP_856838.1* PREDICTED:*similar*to*CG10011CPA*isoform*2*
XP_856847.1* PREDICTED:*similar*to*kinesin*family*member*13B*isoform*2*
XP_856870.1* PREDICTED:*hypothetical*protein*XP_851777*
XP_856885.1* PREDICTED:*similar*to*RuvBClike*protein*1*isoform*3*
XP_856901.1* PREDICTED:*similar*to*Succinate*dehydrogenase*[ubiquinone]*flavoprotein*subunit,*mitochondrial*precursor*(Fp)*(Flavoprotein*subunit*of*complex*II)*isoform*5*
XP_856913.1* PREDICTED:*similar*to*heterogeneous*nuclear*ribonucleoprotein*K*isoform*a*isoform*11*
XP_856944.1* PREDICTED:*similar*to*cell*division*cycle*2Clike*1*(PITSLRE*proteins)*isoform*2*isoform*5*
XP_856949.1* PREDICTED:*similar*to*Histone*deacetylase*5*(HD5)*(Antigen*NYCCOC9)*isoform*7*
XP_856955.1* PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*H*(hnRNP*H)*isoform*17*

XP_856967.1*
PREDICTED:*similar*to*Filamin*B*(FLNCB)*(BetaCfilamin)*(ActinCbindingClike*protein)*(Thyroid*autoantigen)*(Truncated*actinCbinding*protein)*(Truncated*ABP)*(ABPC280*
homolog)*(ABPC278)*(Filamin*3)*(Filamin*homolog*1)*(Fh1)*isoform*9*

XP_856985.1* PREDICTED:*similar*to*cell*division*cycle*2Clike*1*(PITSLRE*proteins)*isoform*2*isoform*6*

XP_856986.1*
PREDICTED:*similar*to*General*transcription*factor*IICI*repeat*domainCcontaining*protein*1*(GTF2I*repeat*domain*containing*protein*1)*(Binding*factor*for*early*enhancer)*
isoform*5*

XP_857009.1* PREDICTED:*similar*to*sarcolemma*associated*protein*isoform*2*
XP_857026.1* PREDICTED:*similar*to*cell*division*cycle*2Clike*1*(PITSLRE*proteins)*isoform*1*isoform*7*
XP_857028.1* PREDICTED:*similar*to*Probable*histone*acetyltransferase*MYST1*(MYST*protein*1)*(MOZ,*YBF2/SAS3,*SAS2*and*TIP60*protein*1)*(hMOF)*isoform*4*
XP_857058.1* PREDICTED:*similar*to*chondroitin*beta1,4*NCacetylgalactosaminyltransferase*2*isoform*3*
XP_857067.1* PREDICTED:*similar*to*AcylCCoA*dehydrogenase,*veryClongCchain*specific,*mitochondrial*precursor*(VLCAD)*isoform*3*
XP_857069.1* PREDICTED:*similar*to*GTF2I*repeat*domain*containing*1*isoform*2*isoform*7*
XP_857076.1* PREDICTED:*hypothetical*protein*XP_851983*
XP_857077.1* PREDICTED:*hypothetical*protein*XP_851984*
XP_857080.1* PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*H*(hnRNP*H)*isoform*18*
XP_857093.1* PREDICTED:*similar*to*Heat*shock*protein*HSP*90Calpha*(HSP*86)*isoform*2*
XP_857102.1* PREDICTED:*similar*to*SON*protein*isoform*12*
XP_857137.1* PREDICTED:*similar*to*Heat*shock*protein*HSP*90Calpha*(HSP*86)*isoform*3*
XP_857138.1* PREDICTED:*similar*to*DNACdirected*RNA*polymerase*III*39*kDa*polypeptide*(RNA*polymerase*III*C39*subunit)*isoform*2*
XP_857140.1* PREDICTED:*similar*to*chondroitin*sulfate*GalNAcTC2*isoform*5*



XP_857149.1* PREDICTED:*similar*to*splicing*factor*3b,*subunit*1*isoform*1*isoform*16*
XP_857163.1* PREDICTED:*similar*to*heterogeneous*nuclear*ribonucleoprotein*K*isoform*a*isoform*16*
XP_857164.1* PREDICTED:*similar*to*ubiquitin*specific*protease*52*isoform*7*

XP_857172.1*
PREDICTED:*similar*to*Pyruvate*dehydrogenase*protein*X*component,*mitochondrial*precursor*(Dihydrolipoamide*dehydrogenaseCbinding*protein*of*pyruvate*
dehydrogenase*complex)*(LipoylCcontaining*pyruvate*dehydrogenase*complex*component*X)*(E3Cbinding*protein)*(E...*iso*

XP_857175.1* PREDICTED:*similar*to*amyloid*beta*precursor*proteinCbinding,*family*B,*member*3*isoform*e*isoform*5*
XP_857205.1* PREDICTED:*hypothetical*protein*XP_852112*
XP_857207.1* PREDICTED:*similar*to*heterogeneous*nuclear*ribonucleoprotein*K*isoform*17*
XP_857217.1* PREDICTED:*similar*to*WHSC1L1*protein*isoform*long*isoform*5*
XP_857231.1* PREDICTED:*similar*to*threonylCtRNA*synthetaseClike*2*isoform*4*
XP_857243.1* PREDICTED:*similar*to*AcylCCoA*dehydrogenase,*veryClongCchain*specific,*mitochondrial*precursor*(VLCAD)*isoform*7*
XP_857253.1* PREDICTED:*similar*to*plectin*1*isoform*1*isoform*6*
XP_857263.1* PREDICTED:*similar*to*amyloid*beta*precursor*proteinCbinding,*family*B,*member*3*isoform*f*isoform*7*
XP_857271.1* PREDICTED:*similar*to*poly(rC)*binding*protein*2*isoform*2*
XP_857275.1* PREDICTED:*similar*to*SON*DNACbinding*protein*isoform*G*isoform*16*
XP_857290.1* PREDICTED:*hypothetical*protein*XP_852197*
XP_857300.1* PREDICTED:*similar*to*Activin*receptor*type*II*precursor*(ACTRCII)*isoform*4*
XP_857302.1* PREDICTED:*similar*to*sarcolemma*associated*protein*isoform*8*
XP_857307.1* PREDICTED:*similar*to*ATPase,*H+*transporting,*lysosomal*V0*subunit*a*isoform*2*isoform*3*
XP_857346.1* PREDICTED:*similar*to*ATPase,*H+*transporting,*lysosomal*V0*subunit*a*isoform*2*isoform*4*
XP_857348.1* PREDICTED:*similar*to*Poly(rC)Cbinding*protein*2*(AlphaCCP2)*(Putative*heterogeneous*nuclear*ribonucleoprotein*X)*(hnRNP*X)*(CTBP)*(CBP)*isoform*4*
XP_857349.1* PREDICTED:*similar*to*Ribosome*biogenesis*protein*BMS1*homolog*isoform*5*
XP_857356.1* PREDICTED:*similar*to*Actin,*alpha*skeletal*muscle*(AlphaCactin*1)*isoform*3*
XP_857392.1* PREDICTED:*similar*to*Poly(rC)Cbinding*protein*2*(AlphaCCP2)*(Putative*heterogeneous*nuclear*ribonucleoprotein*X)*(hnRNP*X)*(CTBP)*(CBP)*isoform*5*
XP_857412.1* PREDICTED:*similar*to*heterogeneous*nuclear*ribonucleoprotein*K*isoform*22*
XP_857426.1* PREDICTED:*similar*to*LClactate*dehydrogenase*B*chain*(LDHCB)*(LDH*heart*subunit)*(LDHCH)*isoform*3*

XP_857428.1*
PREDICTED:*similar*to*Filensin*(Beaded*filament*structural*protein*1)*(Lens*fiber*cell*beadedCfilament*structural*protein*CP*115)*(CP115)*(Lens*intermediate*filament*likeC
heavy)*(LIFLCH)*isoform*4*

XP_857432.1* PREDICTED:*similar*to*Poly(rC)Cbinding*protein*2*(AlphaCCP2)*(Putative*heterogeneous*nuclear*ribonucleoprotein*X)*(hnRNP*X)*(CTBP)*(CBP)*isoform*6*
XP_857454.1* *PREDICTED:*similar*to*transcription*factor*20*isoform*2*isoform*2*
XP_857474.1* PREDICTED:*similar*to*Poly(rC)Cbinding*protein*2*(AlphaCCP2)*(Putative*heterogeneous*nuclear*ribonucleoprotein*X)*(hnRNP*X)*(CTBP)*(CBP)*isoform*7*
XP_857491.1* PREDICTED:*hypothetical*protein*XP_852398*
XP_857503.1* PREDICTED:*similar*to*retinol*dehydrogenase*14*(allCtrans*and*9Ccis)*isoform*3*
XP_857511.1* PREDICTED:*similar*to*CLIPCassociating*protein*2*isoform*8*
XP_857515.1* PREDICTED:*similar*to*immunoglobulin*iota*chain*preproprotein*isoform*4*
XP_857530.1* PREDICTED:*similar*to*GCprotein*signalling*modulator*1*(AGS3Clike,*C.*elegans)*isoform*5*



XP_857532.1* PREDICTED:*hypothetical*protein*XP_852439*isoform*4*
XP_857557.1* PREDICTED:*similar*to*Poly(rC)Cbinding*protein*2*(AlphaCCP2)*(Putative*heterogeneous*nuclear*ribonucleoprotein*X)*(hnRNP*X)*(CTBP)*(CBP)*isoform*9*
XP_857571.1* PREDICTED:*similar*to*GCprotein*signalling*modulator*1*(AGS3Clike,*C.*elegans)*isoform*6*
XP_857578.1* PREDICTED:*similar*to*cytochrome*cC1*isoform*3*
XP_857593.1* PREDICTED:*similar*to*U2*small*nuclear*ribonucleoprotein*B*isoform*4*
XP_857596.1* PREDICTED:*similar*to*immunoglobulin*iota*chain*preproprotein*isoform*6*
XP_857606.1* PREDICTED:*similar*to*CG18549CPA*isoform*3*
XP_857633.1* *PREDICTED:*similar*to*immunoglobulin*iota*chain*preproprotein*isoform*7*
XP_857635.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*2*isoform*2*
XP_857639.1* PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*D0*(hnRNP*D0)*(AUCrich*element*RNACbinding*protein*1)*isoform*4*
XP_857671.1* PREDICTED:*similar*to*immunoglobulin*iota*chain*preproprotein*isoform*8*
XP_857698.1* PREDICTED:*similar*to*zinc*finger*protein*503*isoform*4*
XP_857702.1* PREDICTED:*similar*to*Kinesin*heavy*chain*isoform*5C*(Kinesin*heavy*chain*neuronCspecific*2)*isoform*3*
XP_857766.1* PREDICTED:*similar*to*male*germ*cellCassociated*kinase*isoform*4*
XP_857775.1* PREDICTED:*hypothetical*protein*XP_852682*
XP_857783.1* PREDICTED:*similar*to*odd*Oz/tenCm*homolog*3*isoform*2*
XP_857817.1* *PREDICTED:*similar*to*sterol*regulatory*elementCbinding*transcription*factor*2*isoform*2*
XP_857826.1* PREDICTED:*similar*to*ablCinteractor*1*isoform*d*isoform*11*
XP_857831.1* PREDICTED:*similar*to*immunoglobulin*iota*chain*preproprotein*isoform*12*

XP_857841.1*
PREDICTED:*similar*to*Sodium*channel*protein*type*III*alpha*subunit*(VoltageCgated*sodium*channel*alpha*subunit*Nav1.3)*(Sodium*channel*protein,*brain*III*alpha*subunit)*
(VoltageCgated*sodium*channel*subtype*III)*isoform*4*

XP_857842.1* PREDICTED:*similar*to*complement*component*factor*h*isoform*11*
XP_857861.1* PREDICTED:*similar*to*neuregulin*1*isoform*HRGCbeta1*isoform*3*
XP_857870.1* PREDICTED:*similar*to*immunoglobulin*iota*chain*preproprotein*isoform*13*
XP_857871.1* PREDICTED:*similar*to*Poly(rC)Cbinding*protein*2*(AlphaCCP2)*(Putative*heterogeneous*nuclear*ribonucleoprotein*X)*(hnRNP*X)*(CTBP)*(CBP)*isoform*17*
XP_857876.1* PREDICTED:*similar*to*myosin*light*chain*kinase*isoform*1*isoform*7*
XP_857889.1* PREDICTED:*similar*to*One*cut*domain*family*member*2*(ONECUTC2*transcription*factor)*(OCC2)*isoform*2*
XP_857899.1* PREDICTED:*similar*to*cAMPCdependent*protein*kinase*type*IICbeta*regulatory*subunit*isoform*7*
XP_857913.1* PREDICTED:*similar*to*ATP*synthase*O*subunit,*mitochondrial*precursor*(Oligomycin*sensitivity*conferral*protein)*(OSCP)*isoform*2*

XP_857917.1*
PREDICTED:*similar*to*Sodium*channel*protein*type*III*alpha*subunit*(VoltageCgated*sodium*channel*alpha*subunit*Nav1.3)*(Sodium*channel*protein,*brain*III*alpha*subunit)*
(VoltageCgated*sodium*channel*subtype*III)*isoform*6*

XP_857919.1* PREDICTED:*similar*to*ankyrin*3*isoform*1*isoform*4*
XP_857930.1* PREDICTED:*hypothetical*protein*XP_852837*
XP_857932.1* PREDICTED:*similar*to*ATP*synthase*beta*chain,*mitochondrial*precursor*isoform*4*
XP_857938.1* PREDICTED:*similar*to*pumilio*homolog*2*isoform*3*
XP_857939.1* PREDICTED:*similar*to*cAMPCdependent*protein*kinase*type*IICbeta*regulatory*subunit*isoform*8*



XP_857973.1* PREDICTED:*similar*to*One*cut*domain*family*member*2*(ONECUTC2*transcription*factor)*(OCC2)*isoform*4*
XP_857979.1* PREDICTED:*similar*to*trypsinogen*7*isoform*5*
XP_857982.1* PREDICTED:*similar*to*cAMPCdependent*protein*kinase*type*IICbeta*regulatory*subunit*isoform*9*
XP_858022.1* PREDICTED:*similar*to*glycoprotein*M6A*isoform*1*isoform*2*
XP_858028.1* PREDICTED:*similar*to*winglessCtype*MMTV*integration*site*family,*member*7A*precursor*isoform*2*
XP_858035.1* PREDICTED:*similar*to*immunoglobulin*iota*chain*preproprotein*isoform*17*
XP_858054.1* PREDICTED:*similar*to*bromodomain*containing*3*isoform*4*
XP_858082.1* PREDICTED:*similar*to*myocyte*enhancer*factor*2A*isoform*1*isoform*9*
XP_858086.1* PREDICTED:*similar*to*Zinc*finger*protein*148*(Zinc*finger*DNA*binding*protein*89)*(Transcription*factor*ZBPC89)*isoform*4*
XP_858103.1* PREDICTED:*similar*to*aconitase*2,*mitochondrial*isoform*4*

XP_858110.1*
PREDICTED:*similar*to*ForminCbinding*protein*3*(Huntingtin*yeast*partner*A)*(HuntingtinCinteracting*protein*HYPA/FBP11)*(FasCligand*associated*factor*1)*(NYCRENC6*antigen)*
isoform*7*

XP_858140.1* PREDICTED:*similar*to*nonCPOU*domain*containing,*octamerCbinding*isoform*7*
XP_858147.1* PREDICTED:*similar*to*neuregulin*1*isoform*ndf43*isoform*8*
XP_858149.1* PREDICTED:*similar*to*ATPase*family,*AAA*domain*containing*2*isoform*1*isoform*3*
XP_858150.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*2*isoform*3*
XP_858154.1* PREDICTED:*similar*to*winglessCtype*MMTV*integration*site*family,*member*7A*precursor*isoform*5*
XP_858164.1* PREDICTED:*similar*to*yeast*INO80Clike*protein*isoform*4*
XP_858174.1* PREDICTED:*similar*to*potassium*voltageCgated*channel,*shakerCrelated*subfamily,*beta*member*2*isoform*2*isoform*4*
XP_858217.1* PREDICTED:*hypothetical*protein*XP_853124*

XP_858240.1*
PREDICTED:*similar*to*Serine/threonine*protein*phosphatase*2A,*55*kDa*regulatory*subunit*B,*alpha*isoform*(PP2A,*subunit*B,*BCalpha*isoform)*(PP2A,*subunit*B,*B55Calpha*
isoform)*(PP2A,*subunit*B,*PR55Calpha*isoform)*(PP2A,*subunit*B,*R2Calpha*isoform)...*isoform*4*

XP_858260.1* PREDICTED:*similar*to*bromodomain*containing*3*isoform*8*
XP_858263.1* PREDICTED:*hypothetical*protein*XP_853170*
XP_858278.1* PREDICTED:*similar*to*alpha*isoform*of*regulatory*subunit*B55,*protein*phosphatase*2*isoform*5*
XP_858279.1* PREDICTED:*similar*to*sno,*strawberry*notch*homolog*1*isoform*6*
XP_858281.1* PREDICTED:*similar*to*Retinoic*acid*receptor*gammaCB*(RARCgammaCB)*isoform*4*
XP_858301.1* PREDICTED:*similar*to*ubiquilin*1*isoform*1*isoform*8*
XP_858303.1* PREDICTED:*similar*to*aconitase*2,*mitochondrial*isoform*8*
XP_858314.1* PREDICTED:*similar*to*transmembrane*protein*43*isoform*2*
XP_858337.1* PREDICTED:*similar*to*Band*4.1Clike*protein*3*(4.1B)*(Differentially*expressed*in*adenocarcinoma*of*the*lung*protein*1)*(DALC1)*(DAL1P)*(mDALC1)*isoform*6*
XP_858342.1* PREDICTED:*hypothetical*protein*XP_853249*
XP_858365.1* PREDICTED:*similar*to*calcipressin*1*isoform*c*isoform*8*
XP_858373.1* PREDICTED:*similar*to*DNACdirected*RNA*polymerase*II*largest*subunit*(RPB1)*isoform*15*

XP_858379.1*
PREDICTED:*similar*to*Alpha*enolase*(2CphosphoCDCglycerate*hydroClyase)*(NonCneural*enolase)*(NNE)*(Enolase*1)*(Phosphopyruvate*hydratase)*(CCmyc*promoterCbinding*
protein)*(MBPC1)*(MPBC1)*(PlasminogenCbinding*protein)*isoform*3*

XP_858386.1* PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*A1*(HelixCdestabilizing*protein)*(SingleCstrand*binding*protein)*(hnRNP*core*protein*A1)*(HDPC1)*



(TopoisomeraseCinhibitor*suppressed)*isoform*3*

XP_858387.1* PREDICTED:*similar*to*phosphodiesterase*4D*interacting*protein*isoform*1*isoform*5*
XP_858389.1* PREDICTED:*similar*to*TyrosineCprotein*phosphatase,*nonCreceptor*type*4*(ProteinCtyrosine*phosphatase*MEG1)*(PTPaseCMEG1)*(MEG)*isoform*2*
XP_858393.1* PREDICTED:*similar*to*LCtype*calcium*channel*pore*subunit*isoform*1.3a*isoform*3*
XP_858413.1* PREDICTED:*similar*to*procollagenClysine,*2Coxoglutarate*5Cdioxygenase*3*precursor*isoform*2*
XP_858415.1* PREDICTED:*similar*to*Band*4.1Clike*protein*3*(4.1B)*(Differentially*expressed*in*adenocarcinoma*of*the*lung*protein*1)*(DALC1)*(DAL1P)*(mDALC1)*isoform*8*

XP_858434.1*
PREDICTED:*similar*to*VoltageCdependent*LCtype*calcium*channel*alphaC1D*subunit*(VoltageCgated*calcium*channel*alpha*subunit*Cav1.3)*(Calcium*channel,*L*type,*alphaC1*
polypeptide,*isoform*2)*isoform*4*

XP_858457.1* PREDICTED:*hypothetical*protein*XP_853364*
XP_858473.1* PREDICTED:*similar*to*insulinClike*growth*factor*binding*protein*6*isoform*3*
XP_858479.1* PREDICTED:*similar*to*adaptorCrelated*protein*complex*2,*mu*1*subunit*isoform*b*isoform*18*
XP_858484.1* PREDICTED:*similar*to*polymerase*(RNA)*II*(DNA*directed)*polypeptide*A*isoform*18*
XP_858487.1* PREDICTED:*similar*to*Band*4.1Clike*protein*3*(4.1B)*(Differentially*expressed*in*adenocarcinoma*of*the*lung*protein*1)*(DALC1)*(DAL1P)*(mDALC1)*isoform*10*
XP_858495.1* PREDICTED:*similar*to*feminization*1*homolog*a*isoform*2*
XP_858504.1* PREDICTED:*similar*to*programmed*cell*death*6*interacting*protein*isoform*4*
XP_858522.1* PREDICTED:*similar*to*Band*4.1Clike*protein*3*(4.1B)*(Differentially*expressed*in*adenocarcinoma*of*the*lung*protein*1)*(DALC1)*(DAL1P)*(mDALC1)*isoform*11*
XP_858540.1* PREDICTED:*similar*to*JaggedC1*precursor*(Jagged1)*(hJ1)*isoform*3*
XP_858549.1* PREDICTED:*similar*to*Activated*CDC42*kinase*1*(ACKC1)*(NonCreceptor*protein*tyrosine*kinase*Ack)*(Tyrosine*kinase*nonCreceptor*protein*2)*isoform*2*
XP_858557.1* PREDICTED:*similar*to*Band*4.1Clike*protein*3*(4.1B)*(Differentially*expressed*in*adenocarcinoma*of*the*lung*protein*1)*(DALC1)*(DAL1P)*(mDALC1)*isoform*12*

XP_858594.1*
PREDICTED:*similar*to*Sodium*channel*protein*type*II*alpha*subunit*(VoltageCgated*sodium*channel*alpha*subunit*Nav1.2)*(Sodium*channel*protein,*brain*II*alpha*subunit)*
(HBSC*II)*isoform*16*

XP_858596.1* PREDICTED:*similar*to*transforming*growth*factor,*beta*2*isoform*2*
XP_858670.1* PREDICTED:*similar*to*eukaryotic*translation*initiation*factor*4B*isoform*7*
XP_858676.1* *PREDICTED:*similar*to*adaptorCrelated*protein*complex*2,*mu*1*subunit*isoform*23*
XP_858705.1* PREDICTED:*similar*to*calcium*channel,*voltageCdependent,*L*type,*alpha*1D*subunit*isoform*11*
XP_858708.1* PREDICTED:*similar*to*JaggedC1*precursor*(Jagged1)*(hJ1)*isoform*7*
XP_858737.1* PREDICTED:*similar*to*glucosamineC6Cphosphate*deaminase*2*isoform*2*
XP_858750.1* PREDICTED:*similar*to*immunoglobulin*iota*chain*preproprotein*isoform*34*
XP_858752.1* PREDICTED:*similar*to*Myoferlin*(FerC1*like*protein*3)*isoform*3*
XP_858754.1* PREDICTED:*similar*to*CalpainC3*(Calpain*L3)*(Calpain*p94)*(CalciumCactivated*neutral*proteinase*3)*(CANP*3)*(MuscleCspecific*calciumCactivated*neutral*protease*3)*isoform*3*
XP_858765.1* PREDICTED:*similar*to*H3*histone,*family*3B*isoform*3*
XP_858791.1* PREDICTED:*similar*to*Myoferlin*(FerC1*like*protein*3)*isoform*4*
XP_858809.1* PREDICTED:*hypothetical*protein*XP_853716*
XP_858829.1* PREDICTED:*similar*to*runtCrelated*transcription*factor*1*isoform*b*isoform*11*
XP_858836.1* PREDICTED:*similar*to*neuroligin*2*isoform*5*
XP_858861.1* PREDICTED:*similar*to*CalpainC3*(Calpain*L3)*(Calpain*p94)*(CalciumCactivated*neutral*proteinase*3)*(CANP*3)*(MuscleCspecific*calciumCactivated*neutral*protease*3)*isoform*6*



XP_858869.1* PREDICTED:*similar*to*cytosolic*sialic*acid*9COCacetylesterase*homolog*isoform*2*
XP_858882.1* PREDICTED:*hypothetical*protein*XP_853789*
XP_858903.1* PREDICTED:*similar*to*CG6340CPB,*isoform*B*isoform*7*
XP_858918.1* PREDICTED:*similar*to*OClinked*GlcNAc*transferase*isoform*1*isoform*11*
XP_858920.1* PREDICTED:*similar*to*heat*shock*70kD*protein*binding*protein*isoform*4*
XP_858939.1* PREDICTED:*similar*to*eukaryotic*translation*initiation*factor*4B*isoform*13*
XP_858945.1* PREDICTED:*similar*to*ATPCbinding*cassette,*subCfamily*F*(GCN20),*member*3*isoform*5*
XP_858946.1* PREDICTED:*similar*to*glycosylphosphatidylinositol*specific*phospholipase*D1*isoform*1*precursor*isoform*4*
XP_859000.1* PREDICTED:*similar*to*ATPase,*H+*transporting,*lysosomal*V0*subunit*a*isoform*1*isoform*8*
XP_859035.1* PREDICTED:*similar*to*ATPase,*H+*transporting,*lysosomal*V0*subunit*a*isoform*1*isoform*9*
XP_859040.1* PREDICTED:*similar*to*regulating*synaptic*membrane*exocytosis*2*isoform*1*isoform*3*
XP_859064.1* PREDICTED:*similar*to*CoroninC1A*(CoroninClike*protein*p57)*(CoroninClike*protein*A)*(CLIPINA)*(Tryptophan*aspartateCcontaining*coat*protein)*(TACO)*isoform*2*
XP_859081.1* PREDICTED:*similar*to*polybromo*1*isoform*4*isoform*5*
XP_859096.1* PREDICTED:*similar*to*guanine*nucleotideCbinding*protein,*beta*2*isoform*3*
XP_859100.1* PREDICTED:*similar*to*ATPase,*H+*transporting,*lysosomal*V0*subunit*a*isoform*1*isoform*11*
XP_859109.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*1*isoform*2*
XP_859132.1* PREDICTED:*similar*to*guanine*nucleotideCbinding*protein,*beta*2*isoform*4*
XP_859140.1* PREDICTED:*hypothetical*protein*XP_854047*
XP_859142.1* PREDICTED:*hypothetical*protein*XP_854049*
XP_859152.1* PREDICTED:*similar*to*ATPase,*H+*transporting,*lysosomal*V0*subunit*a*isoform*4*isoform*7*
XP_859156.1* PREDICTED:*similar*to*gammaCaminobutyric*acid*(GABACB)*receptor*binding*protein*isoform*3*
XP_859164.1* PREDICTED:*similar*to*Keratin,*type*I*cytoskeletal*18*(Cytokeratin*18)*(K18)*(CK*18)*isoform*3*
XP_859169.1* PREDICTED:*similar*to*Kelch*repeat*and*BTB*domain*containing*protein*10*(KelchCrelated*protein*1)*(KelClike*protein*23)*(Sarcosin)*isoform*3*

XP_859178.1*
PREDICTED:*similar*to*Phosphate*regulating*neutral*endopeptidase*(Metalloendopeptidase*homolog*PEX)*(XClinked*hypophosphatemia*protein)*(HYP)*(Vitamin*DCresistant*
hypophosphatemic*rickets*protein)*isoform*2*

XP_859185.1* PREDICTED:*similar*to*DmxClike*1*isoform*4*
XP_859196.1* PREDICTED:*similar*to*nischarin*isoform*3*
XP_859221.1* *PREDICTED:*hypothetical*protein*XP_854128*
XP_859249.1* PREDICTED:*similar*to*Kelch*repeat*and*BTB*domain*containing*protein*10*(KelchCrelated*protein*1)*(KelClike*protein*23)*(Sarcosin)*isoform*4*
XP_859251.1* *PREDICTED:*hypothetical*protein*XP_854158*isoform*3*
XP_859253.1* PREDICTED:*similar*to*tubulin,*alpha*1*isoform*2*
XP_859256.1* PREDICTED:*similar*to*guanine*nucleotideCbinding*protein,*beta*2*isoform*7*
XP_859296.1* PREDICTED:*similar*to*ATPCdependent*RNA*helicase*A*(Nuclear*DNA*helicase*II)*(NDH*II)*(DEAHCbox*protein*9)*isoform*7*

XP_859300.1*
*PREDICTED:*similar*to*Vacuolar*proton*translocating*ATPase*116*kDa*subunit*a*isoform*1*(VCATPase*116CkDa*isoform*a1)*(ClathrinCcoated*vesicle/synaptic*vesicle*proton*
pump*116*kDa*subunit)*(Vacuolar*proton*pump*subunit*1)*(Vacuolar*adenosine*triphosphatase*sub...*iso*

XP_859303.1* PREDICTED:*hypothetical*protein*XP_854210*



XP_859306.1*
PREDICTED:*similar*to*Peroxisomal*multifunctional*enzyme*type*2*(MFEC2)*(DCbifunctional*protein)*(DBP)*(17CbetaChydroxysteroid*dehydrogenase*4)*(17CbetaCHSD*4)*isoform*
4*

XP_859313.1* PREDICTED:*similar*to*RAF*protoConcogene*serine/threonineCprotein*kinase*(RafC1)*(CCRAF)*(cRaf)*isoform*5*
XP_859346.1* PREDICTED:*similar*to*RAF*protoConcogene*serine/threonineCprotein*kinase*(RafC1)*(CCRAF)*(cRaf)*isoform*6*
XP_859361.1* PREDICTED:*similar*to*catenin,*alpha*3*isoform*4*
XP_859371.1* PREDICTED:*similar*to*peroxiredoxin*4*isoform*3*
XP_859373.1* PREDICTED:*similar*to*ribosomal*protein*S12*isoform*4*
XP_859388.1* PREDICTED:*similar*to*restin*isoform*5*
XP_859414.1* PREDICTED:*similar*to*regulating*synaptic*membrane*exocytosis*2*isoform*1*isoform*11*
XP_859415.1* PREDICTED:*similar*to*cyclin*D*binding*mybClike*transcription*factor*1*isoform*5*

XP_859439.1*
PREDICTED:*similar*to*Alpha*enolase*(2CphosphoCDCglycerate*hydroClyase)*(NonCneural*enolase)*(NNE)*(Enolase*1)*(Phosphopyruvate*hydratase)*(CCmyc*promoterCbinding*
protein)*(MBPC1)*(MPBC1)*(PlasminogenCbinding*protein)*isoform*9*

XP_859448.1* PREDICTED:*similar*to*Regulating*synaptic*membrane*exocytosis*protein*2*(Rab3Cinteracting*molecule*2)*(RIM*2)*isoform*12*
XP_859493.1* PREDICTED:*similar*to*RAF*protoConcogene*serine/threonineCprotein*kinase*(RafC1)*(CCRAF)*(cRaf)*isoform*10*
XP_859517.1* PREDICTED:*similar*to*ankyrin*repeat*domain*protein*15*isoform*a*isoform*3*
XP_859578.1* PREDICTED:*similar*to*signal*transducer*and*activator*of*transcription*3*isoform*1*isoform*9*
XP_859601.1* PREDICTED:*similar*to*Restin*(Cytoplasmic*linker*proteinC170*alphaC2)*(CLIPC170)*(ReedCSternberg*intermediate*filament*associated*protein)*isoform*11*
XP_859604.1* PREDICTED:*similar*to*homer*homolog*1*isoform*S*isoform*3*

XP_859629.1*
PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*A1*(HelixCdestabilizing*protein)*(SingleCstrand*binding*protein)*(hnRNP*core*protein*A1)*(HDPC1)*
(TopoisomeraseCinhibitor*suppressed)*isoform*3*

XP_859665.1* *PREDICTED:*similar*to*membrane*frizzledCrelated*protein*isoform*2*
XP_859679.1* PREDICTED:*similar*to*G6B*protein*isoform*G6bCB*precursor*isoform*2*
XP_859685.1* PREDICTED:*similar*to*twinfilinClike*protein*isoform*5*
XP_859686.1* PREDICTED:*similar*to*Dedicator*of*cytokinesis*protein*9*(Cdc42*guanine*nucleotide*exchange*factor*zizimin*1)*isoform*5*
XP_859687.1* PREDICTED:*similar*to*phospholipase*C*beta*4*isoform*a*isoform*5*
XP_859697.1* PREDICTED:*similar*to*NADH*dehydrogenase*(ubiquinone)*FeCS*protein*1,*75kDa*precursor*isoform*7*
XP_859726.1* PREDICTED:*similar*to*Secretory*carrierCassociated*membrane*protein*1*(Secretory*carrier*membrane*protein*1)*isoform*2*
XP_859739.1* PREDICTED:*hypothetical*protein*XP_854646*
XP_859766.1* PREDICTED:*similar*to*Putative*alphaCmannosidase*C1orf22*isoform*3*
XP_859781.1* PREDICTED:*similar*to*synaptic*vesicle*glycoprotein*2*a*isoform*2*
XP_859786.1* PREDICTED:*similar*to*Dedicator*of*cytokinesis*protein*9*(Cdc42*guanine*nucleotide*exchange*factor*zizimin*1)*isoform*8*

XP_859804.1*
PREDICTED:*similar*to*CholineCphosphate*cytidylyltransferase*B*(Phosphorylcholine*transferase*B)*(CTP:phosphocholine*cytidylyltransferase*B)*(CT*B)*(CCT*B)*(CCTCbeta)*
isoform*3*

XP_859805.1* PREDICTED:*hypothetical*protein*XP_854712*
XP_859824.1* PREDICTED:*similar*to*Transmembrane*9*superfamily*protein*member*3*precursor*(SMC11044*binding*protein)*(EP70CPCiso)*isoform*4*
XP_859842.1* PREDICTED:*similar*to*a*disintegrin*and*metalloproteinase*domain*22*isoform*1*preproprotein*isoform*6*
XP_859857.1* PREDICTED:*similar*to*MicrotubuleCassociated*protein*1A*(MAP*1A)*(ProliferationCrelated*protein*p80)*isoform*2*



XP_859859.1* PREDICTED:*similar*to*Dynein*intermediate*chain*2,*cytosolic*(DH*ICC2)*(Cytoplasmic*dynein*intermediate*chain*2)*isoform*6*
XP_859880.1* PREDICTED:*similar*to*NonCmuscle*caldesmon*(CDM)*(LCcaldesmon)*isoform*2*
XP_859913.1* PREDICTED:*similar*to*zinc*finger*protein*608*isoform*2*
XP_859929.1* PREDICTED:*similar*to*mitogenCactivated*protein*kinase*10*isoform*2*isoform*3*
XP_859931.1* PREDICTED:*similar*to*Dynein*intermediate*chain*2,*cytosolic*(DH*ICC2)*(Cytoplasmic*dynein*intermediate*chain*2)*isoform*8*
XP_859940.1* PREDICTED:*similar*to*Signal*transducer*and*activator*of*transcription*5A*isoform*8*
XP_859943.1* PREDICTED:*similar*to*SWI/SNFCrelated*matrixCassociated*actinCdependent*regulator*of*chromatin*a2*isoform*b*isoform*9*
XP_859994.1* PREDICTED:*similar*to*gammaCaminobutyric*acid*(GABACA)*transporter*4*isoform*3*
XP_859997.1* PREDICTED:*similar*to*chromosome*20*open*reading*frame*42*isoform*3*
XP_860008.1* PREDICTED:*similar*to*tubulin,*beta*3*isoform*3*
XP_860017.1* PREDICTED:*similar*to*transcriptional*regulator*ATRX*isoform*1*isoform*3*
XP_860026.1* PREDICTED:*similar*to*microtubuleCassociated*protein,*RP/EB*family,*member*3*isoform*7*
XP_860030.1* PREDICTED:*similar*to*gammaCaminobutyric*acid*(GABACA)*transporter*4*isoform*4*
XP_860040.1* PREDICTED:*similar*to*synaptic*vesicle*glycoprotein*2c*isoform*2*
XP_860049.1* PREDICTED:*similar*to*tubulin,*beta*3*isoform*4*
XP_860054.1* PREDICTED:*similar*to*signal*transducer*and*activator*of*transcription*5B*isoform*3*
XP_860058.1* PREDICTED:*hypothetical*protein*XP_854965*
XP_860060.1* PREDICTED:*similar*to*Cell*division*protein*kinase*4*(CyclinCdependent*kinase*4)*(PSKCJ3)*isoform*4*
XP_860070.1* PREDICTED:*similar*to*dual*specificity*phosphatase*6*isoform*b*isoform*3*
XP_860081.1* PREDICTED:*similar*to*Dynein*intermediate*chain*2,*cytosolic*(DH*ICC2)*(Cytoplasmic*dynein*intermediate*chain*2)*isoform*12*
XP_860122.1* PREDICTED:*similar*to*Guanine*nucleotideCbinding*protein*G(olf),*alpha*subunit*(Adenylate*cyclaseCstimulating*G*alpha*protein,*olfactory*type)*isoform*9*
XP_860137.1* *PREDICTED:*similar*to*supervillin*isoform*2*isoform*4*

XP_860159.1*
PREDICTED:*similar*to*Serine/threonineCprotein*kinase*12*(AuroraC*and*Ipl1Clike*midbodyCassociated*protein*1)*(AIMC1)*(Aurora/IPL1Crelated*kinase*2)*(AuroraCrelated*kinase*
2)*(STKC1)*(AuroraCB)*isoform*5*

XP_860209.1* PREDICTED:*similar*to*Mitochondrial*carrier*homolog*2*(MetCinduced*mitochondrial*protein)*isoform*2*
XP_860215.1* PREDICTED:*similar*to*MMS19Clike*(MET18*homolog,*S.*cerevisiae)*isoform*6*
XP_860221.1* PREDICTED:*similar*to*myopalladin*isoform*4*
XP_860228.1* *PREDICTED:*similar*to*implantationCassociated*protein*isoform*2*
XP_860289.1* PREDICTED:*similar*to*3ChydroxyC3CmethylglutarylCcoenzyme*A*reductase*(HMGCCoA*reductase)*isoform*2*
XP_860302.1* PREDICTED:*similar*to*microtubuleCassociated*protein*tau*isoform*4*isoform*3*
XP_860306.1* PREDICTED:*similar*to*ATPase,*Cu++*transporting,*alpha*polypeptide*isoform*2*
XP_860318.1* PREDICTED:*similar*to*propionylCCoenzyme*A*carboxylase,*alpha*polypeptide*precursor*isoform*7*
XP_860342.1* PREDICTED:*similar*to*Mitochondrial*carrier*homolog*2*(MetCinduced*mitochondrial*protein)*isoform*6*
XP_860356.1* PREDICTED:*similar*to*eukaryotic*translation*initiation*factor*4A2*isoform*3*
XP_860357.1* PREDICTED:*similar*to*solute*carrier*family*25*(mitochondrial*carrier,*Aralar),*member*12*isoform*5*
XP_860359.1* PREDICTED:*similar*to*UDPCGal:betaGlcNAc*beta*1,4Cgalactosyltransferase,*polypeptide*3*isoform*4*



XP_860395.1* PREDICTED:*similar*to*Probable*ATPCdependent*RNA*helicase*DDX6*(DEADCbox*protein*6)*(ATPCdependent*RNA*helicase*p54)*(Oncogene*RCK)*isoform*3*
XP_860399.1* PREDICTED:*similar*to*importin*4*isoform*2*
XP_860400.1* PREDICTED:*similar*to*microtubuleCassociated*protein*tau*isoform*2*isoform*6*
XP_860410.1* PREDICTED:*similar*to*complement*component*2*precursor*isoform*5*
XP_860431.1* *PREDICTED:*similar*to*Probable*ATPCdependent*RNA*helicase*DDX6*(DEADCbox*protein*6)*(ATPCdependent*RNA*helicase*p54)*(Oncogene*RCK)*isoform*4*
XP_860433.1* PREDICTED:*similar*to*tubulin,*beta*6*isoform*3*
XP_860472.1* PREDICTED:*similar*to*phosphoglycerate*kinase*1*isoform*5*
XP_860474.1* PREDICTED:*hypothetical*protein*XP_855381*
XP_860482.1* PREDICTED:*similar*to*U4/U6*small*nuclear*ribonucleoprotein*Prp3*(PreCmRNA*splicing*factor*3)*(U4/U6*snRNP*90*kDa*protein)*(hPrp3)*isoform*4*
XP_860502.1* PREDICTED:*similar*to*heterogeneous*nuclear*ribonucleoprotein*H3*isoform*a*isoform*6*
XP_860530.1* PREDICTED:*similar*to*14C3C3*protein*epsilon*(14C3C3E)*(Mitochondrial*import*stimulation*factor*L*subunit)*(MSF*L)*isoform*2*
XP_860549.1* PREDICTED:*similar*to*Zinc*finger*protein*198*(Fused*in*myeloproliferative*disorders*protein)*(Rearranged*in*atypical*myeloproliferative*disorder*protein)*isoform*4*
XP_860552.1* PREDICTED:*similar*to*peptidylprolyl*isomeraseClike*2*isoform*b*isoform*4*
XP_860566.1* PREDICTED:*similar*to*ADPCribosylation*factor*2*isoform*3*

XP_860584.1*
PREDICTED:*similar*to*40S*ribosomal*protein*SA*(p40)*(34/67*kDa*laminin*receptor)*(Colon*carcinoma*lamininCbinding*protein)*(NEM/1CHD4)*(Multidrug*resistanceC
associated*protein*MGr1CAg)*isoform*9*

XP_860597.1* PREDICTED:*similar*to*nudE*nuclear*distribution*gene*E*homolog*like*1*(A.*nidulans)*isoform*B*isoform*3*
XP_860634.1* PREDICTED:*similar*to*phosphoglycerate*kinase*1*isoform*10*

XP_860646.1*
PREDICTED:*similar*to*40S*ribosomal*protein*SA*(p40)*(34/67*kDa*laminin*receptor)*(Colon*carcinoma*lamininCbinding*protein)*(NEM/1CHD4)*(Multidrug*resistanceC
associated*protein*MGr1CAg)*isoform*11*

XP_860650.1* PREDICTED:*similar*to*ring*finger*protein*34*isoform*2*isoform*8*
XP_860674.1* PREDICTED:*similar*to*CG15160CPA*isoform*3*
XP_860727.1* PREDICTED:*similar*to*NCethylmaleimide*sensitive*fusion*protein*isoform*4*
XP_860745.1* PREDICTED:*similar*to*protein*phosphatase*methylesterase*1*isoform*4*

XP_860750.1*
PREDICTED:*similar*to*MitogenCactivated*protein*kinase*1*(Extracellular*signalCregulated*kinase*2)*(ERKC2)*(MitogenCactivated*protein*kinase*2)*(MAP*kinase*2)*(MAPK*2)*(p42C
MAPK)*(ERT1)*isoform*7*

XP_860769.1* PREDICTED:*hypothetical*protein*XP_855676*
XP_860788.1* PREDICTED:*similar*to*interleukin*16*isoform*3*
XP_860790.1* PREDICTED:*similar*to*eukaryotic*translation*initiation*factor*4A2*isoform*15*
XP_860805.1* PREDICTED:*similar*to*DNACdirected*RNA*polymerase*II*140*kDa*polypeptide*(RNA*polymerase*II*subunit*2)*(RPB2)*isoform*9*
XP_860812.1* PREDICTED:*similar*to*cell*division*cycle*25B*isoform*2*isoform*6*
XP_860866.1* PREDICTED:*similar*to*NeurabinC1*(NeurabinCI)*(Neural*tissueCspecific*FCactin*binding*protein*I)*(Protein*phosphatase*1*regulatory*subunit*9A)*isoform*4*
XP_860907.1* PREDICTED:*similar*to*thyroid*hormone*receptor*interactor*12*isoform*4*
XP_860911.1* *PREDICTED:*similar*to*zinc*finger,*FYVE*domain*containing*27*isoform*a*isoform*2*
XP_860926.1* PREDICTED:*similar*to*SWI/SNFCrelated*matrixCassociated*actinCdependent*regulator*of*chromatin*a2*isoform*b*isoform*36*

XP_860940.1*
PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*A1*(HelixCdestabilizing*protein)*(SingleCstrand*binding*protein)*(hnRNP*core*protein*A1)*(HDPC1)*
(TopoisomeraseCinhibitor*suppressed)*isoform*3*



XP_860949.1* PREDICTED:*similar*to*Transformation/transcription*domainCassociated*protein*(350/400*kDa*PCAFCassociated*factor)*(PAF350/400)*(STAF40)*(Tra1*homolog)*isoform*3*
XP_860953.1* PREDICTED:*similar*to*neuroConcological*ventral*antigen*1*isoform*2*isoform*5*
XP_860955.1* PREDICTED:*similar*to*ATPCcitrate*synthase*(ATPCcitrate*(proCSC)Clyase)*(Citrate*cleavage*enzyme)*isoform*3*
XP_860962.1* PREDICTED:*similar*to*eukaryotic*translation*initiation*factor*3,*subunit*3*gamma,*40kDa*isoform*7*
XP_860987.1* PREDICTED:*similar*to*casein*kinase*1*epsilon*isoform*7*
XP_861007.1* PREDICTED:*similar*to*CpG*binding*protein*(Protein*containing*PHD*finger*and*CXXC*domain*1)*(CXXC*finger*protein*1)*isoform*6*
XP_861013.1* PREDICTED:*hypothetical*protein*XP_855920*
XP_861016.1* PREDICTED:*similar*to*PreCBCcell*leukemia*transcription*factorC2*(Homeobox*protein*PBX2)*(G17*protein)*isoform*2*
XP_861030.1* PREDICTED:*similar*to*sulfide*dehydrogenase*like*isoform*3*
XP_861040.1* PREDICTED:*hypothetical*protein*XP_855947*
XP_861051.1* PREDICTED:*similar*to*ReceptorCtype*tyrosineCprotein*phosphatase*alpha*precursor*(ProteinCtyrosine*phosphatase*alpha)*(RCPTPCalpha)*isoform*3*
XP_861057.1* PREDICTED:*similar*to*sulfide*dehydrogenase*like*isoform*4*
XP_861061.1* PREDICTED:*similar*to*zinc*finger,*DHHC*domain*containing*7*isoform*2*
XP_861084.1* PREDICTED:*similar*to*zinc*finger,*A20*domain*containing*3*isoform*7*
XP_861093.1* PREDICTED:*hypothetical*protein*XP_856000*
XP_861110.1* PREDICTED:*similar*to*sulfide*dehydrogenase*like*isoform*5*
XP_861114.1* PREDICTED:*similar*to*Core*histone*macroCH2A.2*(Histone*macroH2A2)*(mH2A2)*isoform*5*
XP_861119.1* PREDICTED:*similar*to*tenascin*R*(restrictin,*janusin)*isoform*2*
XP_861124.1* PREDICTED:*hypothetical*protein*XP_856031*
XP_861146.1* PREDICTED:*similar*to*BAI1Cassociated*protein*2Clike*1*isoform*5*
XP_861147.1* PREDICTED:*similar*to*RAB*GTPase*activating*protein*1*isoform*2*
XP_861158.1* PREDICTED:*similar*to*dynein,*cytoplasmic,*intermediate*polypeptide*1*isoform*3*
XP_861160.1* PREDICTED:*similar*to*SWI/SNF*related,*matrix*associated,*actin*dependent*regulator*of*chromatin,*subfamily*d,*member*3*isoform*1*isoform*8*
XP_861171.1* PREDICTED:*similar*to*microtubuleCassociated*protein*2*isoform*4*isoform*5*
XP_861196.1* PREDICTED:*similar*to*Calcium*binding*protein*39*(Mo25*protein)*isoform*5*
XP_861208.1* PREDICTED:*similar*to*ubiquitinCbinding*protein*homolog*isoform*4*
XP_861210.1* *PREDICTED:*similar*to*CG2747CPB,*isoform*B*isoform*2*
XP_861212.1* PREDICTED:*similar*to*ATPCcitrate*synthase*(ATPCcitrate*(proCSC)Clyase)*(Citrate*cleavage*enzyme)*isoform*12*
XP_861224.1* PREDICTED:*similar*to*RNACbinding*protein*5*(RNA*binding*motif*protein*5)*(Putative*tumor*suppressor*LUCA15)*(G15*protein)*isoform*3*
XP_861234.1* *PREDICTED:*similar*to*ubiquitinCbinding*protein*homolog*isoform*5*
XP_861246.1* PREDICTED:*similar*to*chondroitin*sulfate*glucuronyltransferase*isoform*3*
XP_861315.1* PREDICTED:*similar*to*uncC5*homolog*B*isoform*2*
XP_861325.1* *PREDICTED:*similar*to*DEADCbox*protein*3,*XCchromosomal*(HelicaseClike*protein*2)*(HLP2)*(DEADCbox,*X*isoform)*isoform*5*
XP_861339.1* PREDICTED:*similar*to*Elongation*factor*1Cgamma*(EFC1Cgamma)*(eEFC1B*gamma)*isoform*11*
XP_861346.1* PREDICTED:*similar*to*neural*stem*cellCderived*dendrite*regulator*isoform*2*
XP_861357.1* *PREDICTED:*similar*to*basic*beta*1*syntrophin*isoform*2*



XP_861388.1* PREDICTED:*similar*to*insulin*induced*gene*1*isoform*1*isoform*3*
XP_861405.1* *PREDICTED:*similar*to*cleavage*stimulation*factor*subunit*2*isoform*5*
XP_861423.1* PREDICTED:*similar*to*CG10809CPA*isoform*2*

XP_861436.1*
PREDICTED:*similar*to*Protein*CBFA2T1*(MTG8*protein)*(ETO*protein)*(Eigth*twenty*one*protein)*(Cyclin*D*related*protein)*(Zinc*finger*MYND*domain*containing*protein*2)*
isoform*5*

XP_861445.1* PREDICTED:*similar*to*UbiquinolCcytochromeCc*reductase*complex*core*protein*2,*mitochondrial*precursor*(Complex*III*subunit*II)*isoform*3*
XP_861465.1* PREDICTED:*similar*to*Enigma*homolog*(EnigmaClike*PDZ*and*LIM*domains*protein)*isoform*3*
XP_861475.1* *PREDICTED:*similar*to*DEADCbox*protein*3,*XCchromosomal*(HelicaseClike*protein*2)*(HLP2)*(DEADCbox,*X*isoform)*isoform*9*
XP_861490.1* PREDICTED:*similar*to*colonic*and*hepatic*tumor*overCexpressed*protein*isoform*a*isoform*5*
XP_861492.1* PREDICTED:*similar*to*chromosome*3*open*reading*frame*10*isoform*2*
XP_861508.1* PREDICTED:*similar*to*MAD*homolog*7*isoform*4*
XP_861514.1* PREDICTED:*hypothetical*protein*XP_856421*
XP_861523.1* PREDICTED:*similar*to*ActinCrelated*protein*2/3*complex*subunit*3*(ARP2/3*complex*21*kDa*subunit)*(p21CARC)*isoform*2*
XP_861551.1* PREDICTED:*similar*to*oxysterolCbinding*proteinClike*protein*10*isoform*3*
XP_861556.1* PREDICTED:*similar*to*Solute*carrier*family*12,*member*1*(BumetanideCsensitive*sodiumC(potassium)Cchloride*cotransporter*2)*(KidneyCspecific*NaCKCCl*symporter)*isoform*7*
XP_861569.1* PREDICTED:*similar*to*katanin*p60*subunit*A*1*isoform*7*
XP_861581.1* PREDICTED:*similar*to*isocitrate*dehydrogenase*3,*beta*subunit*isoform*b*precursor*isoform*6*
XP_861585.1* PREDICTED:*hypothetical*protein*XP_856492*isoform*2*
XP_861600.1* *PREDICTED:*hypothetical*protein*XP_856507*
XP_861618.1* PREDICTED:*similar*to*PDZ*and*LIM*domain*5*isoform*ENH2*isoform*7*
XP_861624.1* PREDICTED:*similar*to*Probable*RNACdependent*helicase*p68*(DEADCbox*protein*p68)*(DEADCbox*protein*5)*isoform*6*
XP_861630.1* PREDICTED:*hypothetical*protein*XP_856537*
XP_861673.1* PREDICTED:*hypothetical*protein*XP_856580*isoform*3*
XP_861680.1* PREDICTED:*similar*to*cytoplasmic*betaCactin*isoform*4*
XP_861700.1* PREDICTED:*similar*to*source*of*immunodominant*MHCCassociated*peptides*isoform*3*
XP_861703.1* *PREDICTED:*similar*to*Microspherule*protein*1*(58*kDa*microspherule*protein)*(Cell*cycleCregulated*factor*p78)*isoform*4*
XP_861709.1* PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*A1*(HelixCdestabilizing*protein)*(SingleCstrand*binding*protein)*(hnRNP*core*protein*A1)*(HDP)*isoform*3*
XP_861732.1* PREDICTED:*similar*to*trinucleotide*repeat*containing*15*isoform*4*
XP_861748.1* PREDICTED:*hypothetical*protein*XP_856655*
XP_861788.1* PREDICTED:*similar*to*trinucleotide*repeat*containing*15*isoform*6*
XP_861792.1* PREDICTED:*similar*to*FibrillinC1*precursor*isoform*6*
XP_861793.1* PREDICTED:*similar*to*Enigma*homolog*(EnigmaClike*PDZ*and*LIM*domains*protein)*isoform*13*
XP_861827.1* PREDICTED:*similar*to*cytoplasmic*betaCactin*isoform*8*
XP_861828.1* PREDICTED:*similar*to*dynamin*3*isoform*3*
XP_861831.1* PREDICTED:*similar*to*Bruton*agammaglobulinemia*tyrosine*kinase*isoform*8*
XP_861856.1* PREDICTED:*similar*to*cytoplasmic*betaCactin*isoform*9*



XP_861877.1* PREDICTED:*similar*to*peripherin*isoform*2*
XP_861880.1* PREDICTED:*similar*to*heterogeneous*nuclear*ribonucleoprotein*A3*isoform*6*
XP_861917.1* PREDICTED:*hypothetical*protein*XP_856824*
XP_861944.1* PREDICTED:*similar*to*squalene*monooxygenase*isoform*2*
XP_861946.1* PREDICTED:*similar*to*BRAF35/HDAC2*complex*isoform*6*
XP_861950.1* PREDICTED:*similar*to*tubulin,*alpha*1*isoform*3*
XP_861979.1* PREDICTED:*similar*to*tubulin,*alpha*1*isoform*4*
XP_862007.1* PREDICTED:*similar*to*DNA*polymerase*lambda*(Pol*Lambda)*(DNA*polymerase*kappa)*(DNA*polymerase*betaC2)*(Pol*beta2)*isoform*4*
XP_862043.1* PREDICTED:*similar*to*tubulin,*alpha*1*isoform*5*
XP_862075.1* PREDICTED:*similar*to*eukaryotic*translation*initiation*factor*5A2*isoform*2*
XP_862093.1* PREDICTED:*similar*to*PDZ*protein*Mrt1*isoform*3*
XP_862096.1* PREDICTED:*similar*to*stromal*interaction*molecule*1*precursor*isoform*4*
XP_862101.1* PREDICTED:*similar*to*RAP1,*GTPCGDP*dissociation*stimulator*1*isoform*7*
XP_862103.1* PREDICTED:*similar*to*heterogeneous*nuclear*ribonucleoprotein*A3*isoform*13*
XP_862115.1* PREDICTED:*similar*to*RNACbinding*protein*9*(RNA*binding*motif*protein*9)*(Hexaribonucleotide*binding*protein*2)*(Repressor*of*tamoxifen*transcriptional*activity)*isoform*8*
XP_862128.1* PREDICTED:*similar*to*heterogeneous*nuclear*ribonucleoprotein*A3*isoform*14*
XP_862136.1* PREDICTED:*similar*to*Importin*alphaC2*subunit*(Karyopherin*alphaC2*subunit)*(SRP1Calpha)*(RAG*cohort*protein*1)*isoform*6*
XP_862142.1* PREDICTED:*similar*to*RNACbinding*protein*9*(RNA*binding*motif*protein*9)*(Hexaribonucleotide*binding*protein*2)*(Repressor*of*tamoxifen*transcriptional*activity)*isoform*9*
XP_862162.1* PREDICTED:*hypothetical*protein*XP_857069*
XP_862163.1* PREDICTED:*similar*to*opioid*receptor,*mu*1*isoform*MORC1A*isoform*2*
XP_862193.1* PREDICTED:*hypothetical*protein*XP_857100,*partial*
XP_862266.1* PREDICTED:*similar*to*LClactate*dehydrogenase*B*chain*(LDHCB)*(LDH*heart*subunit)*(LDHCH)*isoform*3*
XP_862267.1* PREDICTED:*hypothetical*protein*XP_857174*
XP_862314.1* PREDICTED:*similar*to*Zinc*finger*protein*Helios*isoform*3*
XP_862324.1* PREDICTED:*similar*to*Target*of*Myb*protein*1*isoform*2*
XP_862326.1* PREDICTED:*similar*to*LClactate*dehydrogenase*B*chain*(LDHCB)*(LDH*heart*subunit)*(LDHCH)*isoform*3*
XP_862334.1* PREDICTED:*similar*to*Dihydropteridine*reductase*(HDHPR)*(Quinoid*dihydropteridine*reductase)*isoform*3*
XP_862336.1* *PREDICTED:*similar*to*TRAF2*and*NCK*interacting*kinase*isoform*11*
XP_862357.1* PREDICTED:*similar*to*two*pore*segment*channel*1*isoform*3*
XP_862370.1* PREDICTED:*similar*to*GTPase*activating*Rap/RanGAP*domainClike*1*isoform*2*isoform*4*
XP_862372.1* PREDICTED:*similar*to*keratin*13*isoform*a*isoform*6*
XP_862398.1* PREDICTED:*similar*to*VoltageCdependent*calcium*channel*gammaC5*subunit*(Neuronal*voltageCgated*calcium*channel*gammaC5*subunit)*isoform*2*
XP_862407.1* PREDICTED:*similar*to*PHD*finger*protein*20Clike*1*isoform*1*isoform*5*
XP_862432.1* PREDICTED:*similar*to*Ezrin*(p81)*(Cytovillin)*(VillinC2)*isoform*5*
XP_862475.1* PREDICTED:*similar*to*Zinc*finger*protein*Helios*isoform*9*
XP_862513.1* PREDICTED:*similar*to*synapsin*III*isoform*IIIa*isoform*3*



XP_862537.1* PREDICTED:*similar*to*rap2*interacting*protein*x*isoform*7*
XP_862586.1* PREDICTED:*similar*to*Superoxide*dismutase*[Mn],*mitochondrial*precursor*isoform*4*
XP_862604.1* PREDICTED:*similar*to*smooth*muscle*myosin*heavy*chain*11*isoform*SM1*isoform*16*
XP_862629.1* PREDICTED:*similar*to*PHD*finger*protein*20Clike*1*isoform*1*isoform*14*
XP_862637.1* PREDICTED:*similar*to*TAO*kinase*3*isoform*6*
XP_862639.1* PREDICTED:*similar*to*LIM*domainCbinding*protein*1*(Nuclear*LIM*interactor)*isoform*4*
XP_862658.1* *PREDICTED:*similar*to*Xanthine*dehydrogenase/oxidase*isoform*7*
XP_862663.1* PREDICTED:*similar*to*lipocalinCinteracting*membrane*receptor*isoform*6*
XP_862668.1* PREDICTED:*similar*to*radixin*isoform*5*
XP_862675.1* PREDICTED:*similar*to*TCcomplex*protein*1,*alpha*subunit*(TCPC1Calpha)*(CCTCalpha)*isoform*4*
XP_862679.1* PREDICTED:*similar*to*retinoid*X*receptor,*beta*isoform*11*
XP_862680.1* PREDICTED:*similar*to*SRCClikeCadapter*(SrcClikeCadapter*protein*1)*(hSLAP)*isoform*3*
XP_862689.1* PREDICTED:*similar*to*tripartite*motifCcontaining*3*isoform*3*
XP_862698.1* *PREDICTED:*similar*to*radixin*isoform*6*
XP_862714.1* PREDICTED:*similar*to*TAO*kinase*3*isoform*9*
XP_862725.1* PREDICTED:*similar*to*TCcomplex*protein*1,*alpha*subunit*(TCPC1Calpha)*(CCTCalpha)*isoform*6*
XP_862727.1* PREDICTED:*similar*to*retinoid*X*receptor,*beta*isoform*13*
XP_862775.1* PREDICTED:*similar*to*Zinc*finger*protein*81*(HFZ20)*isoform*2*
XP_862791.1* PREDICTED:*similar*to*transient*receptor*potential*cation*channel,*subfamily*M,*member*7*isoform*4*
XP_862800.1* *PREDICTED:*hypothetical*protein*XP_857707*
XP_862803.1* PREDICTED:*similar*to*heterogeneous*nuclear*ribonucleoprotein*A0*isoform*3*
XP_862807.1* PREDICTED:*similar*to*capping*protein*(actin*filament)*muscle*ZCline,*alpha*1*isoform*4*
XP_862829.1* PREDICTED:*similar*to*twist*gene*homolog*1*isoform*4*
XP_862832.1* PREDICTED:*similar*to*capping*protein*(actin*filament)*muscle*ZCline,*alpha*1*isoform*5*
XP_862850.1* PREDICTED:*similar*to*Protein*C5orf5*(GAPClike*protein*N61)*isoform*3*
XP_862870.1* PREDICTED:*hypothetical*protein*XP_857777*
XP_862902.1* PREDICTED:*similar*to*ADPCribosylation*factor*3*isoform*2*
XP_862934.1* PREDICTED:*similar*to*GTPase*activating*Rap/RanGAP*domainClike*3*isoform*3*
XP_862942.1* PREDICTED:*similar*to*Sp4*transcription*factor*isoform*3*
XP_862947.1* PREDICTED:*similar*to*Short*palate,*lung*and*nasal*epithelium*carcinoma*associated*protein*2*precursor*(Parotid*secretory*protein)*(PSP)*isoform*2*
XP_862970.1* PREDICTED:*similar*to*ArfaptinC2*(ADPCribosylation*factor*interacting*protein*2)*(Partner*of*RAC1)*(POR1*protein)*isoform*9*
XP_862971.1* PREDICTED:*similar*to*Short*palate,*lung*and*nasal*epithelium*carcinoma*associated*protein*2*precursor*(Parotid*secretory*protein)*(PSP)*isoform*3*
XP_862973.1* PREDICTED:*similar*to*TropomodulinC3*(Ubiquitous*tropomodulin)*(UCTmod)*isoform*2*
XP_862982.1* PREDICTED:*similar*to*Zinc*finger*protein*432*isoform*3*
XP_862983.1* PREDICTED:*similar*to*LIM*and*senescent*cell*antigenClike*domains*1*isoform*4*
XP_863003.1* PREDICTED:*similar*to*limkain*b1*isoform*1*isoform*2*



XP_863016.1* PREDICTED:*similar*to*ADPCribosylation*factor*interacting*protein*2*(arfaptin*2)*isoform*11*
XP_863024.1* PREDICTED:*similar*to*Collagen*alpha*1(III)*chain*precursor*isoform*8*
XP_863028.1* PREDICTED:*similar*to*DEAH*(AspCGluCAlaCHis)*box*polypeptide*38*isoform*6*
XP_863031.1* PREDICTED:*similar*to*WD*repeat*domain*13*protein*isoform*4*
XP_863047.1* PREDICTED:*similar*to*Amyloid*beta*A4*precursor*proteinCbinding*family*B*member*2*(Fe65Clike*protein)*isoform*3*
XP_863051.1* PREDICTED:*similar*to*Glutamate*receptor*4*precursor*(GluRC4)*(GluR4)*(GluRCD)*(Glutamate*receptor*ionotropic,*AMPA*4)*isoform*7*
XP_863059.1* PREDICTED:*hypothetical*protein*XP_857966*
XP_863066.1* PREDICTED:*similar*to*RasCrelated*protein*RapC1A*(RasCrelated*protein*KrevC1)*isoform*2*
XP_863082.1* PREDICTED:*similar*to*DNA*topoisomerase*II,*alpha*isozyme*isoform*3*
XP_863087.1* PREDICTED:*similar*to*Sulfotransferase*K1*(rSULT1C2)*isoform*2*
XP_863096.1* PREDICTED:*similar*to*integrin*linked*kinase*isoform*4*
XP_863103.1* PREDICTED:*similar*to*Collagen*alpha*1(III)*chain*precursor*isoform*10*
XP_863125.1* PREDICTED:*similar*to*5CaminoimidazoleC4Ccarboxamide*ribonucleotide*formyltransferase/IMP*cyclohydrolase*isoform*6*
XP_863132.1* PREDICTED:*similar*to*acylCCoA*synthetase*longCchain*family*member*4*isoform*2*isoform*3*
XP_863133.1* PREDICTED:*hypothetical*protein*XP_858040*
XP_863136.1* PREDICTED:*similar*to*SBBI26*protein*isoform*2*isoform*3*
XP_863139.1* PREDICTED:*similar*to*Troponin*T,*fast*skeletal*muscle*(TnTf)*(Fast*skeletal*muscle*troponin*T)*(fTnT)*isoform*4*
XP_863148.1* PREDICTED:*similar*to*Collagen*alpha*1(III)*chain*precursor*isoform*12*
XP_863156.1* PREDICTED:*similar*to*StressCactivated*map*kinase*interacting*protein*1*(SAPK*interacting*protein*1)*(Putative*Ras*inhibitor*JC310)*isoform*4*
XP_863182.1* PREDICTED:*similar*to*myeloid*translocation*geneCrelated*protein*1*isoform*MTGR1a*isoform*6*
XP_863187.1* PREDICTED:*similar*to*dynein,*cytoplasmic,*heavy*polypeptide*2*isoform*3*
XP_863190.1* PREDICTED:*similar*to*RNA*binding*motif*protein*3*isoform*3*
XP_863201.1* PREDICTED:*similar*to*guanine*nucleotide*binding*protein,*alpha*activating*polypeptide*O*isoform*3*
XP_863205.1* PREDICTED:*similar*to*myeloid*translocation*geneCrelated*protein*1*isoform*MTGR1a*isoform*7*
XP_863209.1* PREDICTED:*similar*to*calcium/calmodulinCdependent*protein*kinase*II*gamma*isoform*3*isoform*8*
XP_863216.1* PREDICTED:*similar*to*cancer*susceptibility*candidate*3*isoform*2*
XP_863224.1* PREDICTED:*similar*to*IGFCII*mRNACbinding*protein*3*isoform*2*
XP_863225.1* PREDICTED:*similar*to*Guanine*nucleotideCbinding*protein*G(o),*alpha*subunit*2*isoform*4*
XP_863232.1* PREDICTED:*similar*to*Guanine*nucleotideCbinding*protein*beta*subunit*5*(Transducin*beta*chain*5)*(Gbeta5)*isoform*3*
XP_863246.1* *PREDICTED:*similar*to*protein*kinase,*cAMP*dependent*regulatory,*type*II*alpha*isoform*7*
XP_863247.1* PREDICTED:*similar*to*G2/mitoticCspecific*cyclin*B1*isoform*3*
XP_863255.1* PREDICTED:*similar*to*RACCgamma*serine/threonineCprotein*kinase*(RACCPKCgamma)*(Protein*kinase*AktC3)*(Protein*kinase*B,*gamma)*(PKB*gamma)*(STKC2)*isoform*3*
XP_863269.1* PREDICTED:*hypothetical*protein*XP_858176*isoform*2*
XP_863281.1* PREDICTED:*hypothetical*protein*XP_858188*
XP_863285.1* PREDICTED:*similar*to*ankyrin*repeat*domain*protein*17*isoform*a*isoform*8*
XP_863286.1* PREDICTED:*similar*to*IGFCII*mRNACbinding*protein*3*isoform*4*



XP_863325.1* PREDICTED:*similar*to*IGFCII*mRNACbinding*protein*3*isoform*6*
XP_863330.1* PREDICTED:*similar*to*ubiquinolCcytochrome*c*reductase*core*protein*I*isoform*3*
XP_863351.1* PREDICTED:*similar*to*Mitochondrial*chaperone*BCS1*(BCS1Clike*protein)*(HCBCS1)*isoform*2*

XP_863364.1*
PREDICTED:*similar*to*Early*growth*response*protein*1*(EGRC1)*(KroxC24*protein)*(ZIF268)*(Nerve*growth*factorCinduced*protein*A)*(NGFICA)*(Transcription*factor*ETR103)*
(Zinc*finger*protein*225)*(AT225)*isoform*4*

XP_863367.1* PREDICTED:*similar*to*CG2747CPB,*isoform*B*isoform*6*
XP_863387.1* PREDICTED:*similar*to*myosin*binding*protein*C,*fastCtype*isoform*3*
XP_863416.1* PREDICTED:*similar*to*Eukaryotic*translation*initiation*factor*2*subunit*2*(Eukaryotic*translation*initiation*factor*2*beta*subunit)*(eIFC2Cbeta)*isoform*6*
XP_863417.1* PREDICTED:*similar*to*dynein,*cytoplasmic,*light*peptide*isoform*4*
XP_863423.1* PREDICTED:*similar*to*CG14535CPA*isoform*2*
XP_863472.1* *PREDICTED:*similar*to*transcription*factor*B2,*mitochondrial*(predicted)*isoform*2*
XP_863475.1* PREDICTED:*similar*to*CG6091CPA,*isoform*A*isoform*5*

XP_863540.1*
PREDICTED:*similar*to*LiprinCalpha*1*(Protein*tyrosine*phosphatase*receptor*type*f*polypeptideCinteracting*protein*alpha*1)*(PTPRFCinteracting*protein*alpha*1)*(LARC
interacting*protein*1)*(LIP.1)*isoform*3*

XP_863561.1*
PREDICTED:*similar*to*StressC70*protein,*mitochondrial*precursor*(75*kDa*glucose*regulated*protein)*(GRP*75)*(PeptideCbinding*protein*74)*(PBP74)*(Mortalin)*(MOT)*isoform*
8*

XP_863564.1* PREDICTED:*similar*to*ADPCribosylation*factorClike*6*interacting*protein*2*isoform*4*
XP_863566.1* PREDICTED:*similar*to*CEGP1*protein*isoform*5*
XP_863569.1* *PREDICTED:*similar*to*Cytosolic*purine*5Cnucleotidase*(5Cnucleotidase*cytosolic*II)*isoform*7*
XP_863578.1* PREDICTED:*hypothetical*protein*XP_858485*
XP_863601.1* PREDICTED:*similar*to*NIMA*(never*in*mitosis*gene*a)Crelated*expressed*kinase*6*isoform*3*
XP_863624.1* PREDICTED:*similar*to*CDC42Cbinding*protein*kinase*alpha*isoform*B*isoform*7*
XP_863625.1* PREDICTED:*similar*to*Growth*factor*receptorCbound*protein*7*(GRB7*adapter*protein)*(Epidermal*growth*factor*receptor*GRBC7)*(B47)*isoform*5*
XP_863628.1* PREDICTED:*hypothetical*protein*XP_858535*
XP_863630.1* PREDICTED:*similar*to*polynucleotide*kinase*3Cphosphatase*isoform*2*
XP_863647.1* PREDICTED:*similar*to*inositol*polyphosphateC4Cphosphatase,*type*1*isoform*b*isoform*2*
XP_863680.1* PREDICTED:*similar*to*itchy*homolog*E3*ubiquitin*protein*ligase*isoform*9*
XP_863694.1* PREDICTED:*similar*to*sporulationCinduced*transcript*4Cassociated*protein*isoform*7*
XP_863716.1* PREDICTED:*similar*to*phosphorylase*kinase*beta*isoform*2*
XP_863741.1* PREDICTED:*similar*to*phosphorylase*kinase*beta*isoform*3*
XP_863754.1* PREDICTED:*similar*to*transcription*factor*binding*to*IGHM*enhancer*3*isoform*12*
XP_863757.1* PREDICTED:*similar*to*prostate*tumor*overexpressed*gene*1*isoform*3*
XP_863780.1* *PREDICTED:*hypothetical*protein*XP_858687*
XP_863800.1* PREDICTED:*hypothetical*protein*XP_858707*
XP_863833.1* PREDICTED:*similar*to*calciumCtransporting*ATPase*2C1*isoform*1a*isoform*12*

XP_863845.1*
PREDICTED:*similar*to*StressC70*protein,*mitochondrial*precursor*(75*kDa*glucose*regulated*protein)*(GRP*75)*(PeptideCbinding*protein*74)*(PBP74)*(Mortalin)*(MOT)*isoform*
21*



XP_863846.1* PREDICTED:*similar*to*Zinc*finger*protein*76*isoform*3*
XP_863854.1* PREDICTED:*similar*to*microtubuleCassociated*protein*1*light*chain*3*alpha*isoform*2*
XP_863881.1* PREDICTED:*similar*to*ankyrin*2*isoform*2*isoform*9*
XP_863923.1* PREDICTED:*similar*to*Putative*preCmRNA*splicing*factor*RNA*helicase*(DEAH*box*protein*15)*isoform*3*
XP_863929.1* PREDICTED:*similar*to*H3*histone,*family*3B*isoform*3*
XP_863933.1* PREDICTED:*similar*to*plastin*3*isoform*5*
XP_863952.1* PREDICTED:*similar*to*RAB*GTPase*activating*protein*1*isoform*4*
XP_863961.1* PREDICTED:*similar*to*nephronophthisis*3*isoform*6*
XP_864010.1* PREDICTED:*hypothetical*protein*XP_858917*

XP_864019.1*
PREDICTED:*similar*to*Vacuolar*proton*translocating*ATPase*116*kDa*subunit*a*isoform*3*(VCATPase*116CkDa*isoform*a3)*(Osteoclastic*proton*pump*116*kDa*subunit)*(OCC116*
KDa)*(OC116)*(TCcell*immune*regulator*1)*(T*cell*immune*response*cDNA7*protein)*(TIRC7)...*isoform*

XP_864022.1*
PREDICTED:*similar*to*Phakinin*(Beaded*filament*structural*protein*2)*(Lens*fiber*cell*beaded*filament*protein*CP*49)*(CP49)*(49*kDa*cytoskeletal*protein)*(CP*47)*(CP47)*(Lens*
intermediate*filament*likeClight)*(LIFLCL)*isoform*3*

XP_864028.1* PREDICTED:*similar*to*PhenylalanylCtRNA*synthetase*beta*chain*(PhenylalanineCCtRNA*ligase*beta*chain)*(PheRS)*isoform*2*
XP_864031.1* PREDICTED:*similar*to*butyrate*response*factor*2*isoform*3*
XP_864036.1* PREDICTED:*similar*to*TCcell,*immune*regulator*1*isoform*a*isoform*3*
XP_864045.1* PREDICTED:*similar*to*PhenylalanylCtRNA*synthetase*beta*chain*(PhenylalanineCCtRNA*ligase*beta*chain)*(PheRS)*isoform*3*
XP_864070.1* *PREDICTED:*hypothetical*protein*XP_858977*
XP_864109.1* PREDICTED:*similar*to*membrane*associated*DNA*binding*protein*isoform*6*
XP_864137.1* PREDICTED:*similar*to*IBR*domain*containing*3*isoform*6*
XP_864141.1* PREDICTED:*similar*to*ubiquitin*protein*ligase*E3B*isoform*a*isoform*4*
XP_864149.1* PREDICTED:*hypothetical*protein*XP_859056*
XP_864158.1* PREDICTED:*similar*to*huntingtin*interacting*protein*B*isoform*1*isoform*11*
XP_864176.1* PREDICTED:*similar*to*activating*signal*cointegrator*1*complex*subunit*3Clike*1*isoform*6*
XP_864179.1* PREDICTED:*similar*to*Protein*MICALC2*isoform*2*
XP_864192.1* PREDICTED:*similar*to*solute*carrier*family*25,*member*5*isoform*6*
XP_864198.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*gamma*isoform*4*
XP_864218.1* PREDICTED:*hypothetical*protein*XP_859125*
XP_864221.1* PREDICTED:*similar*to*Band*4.1Clike*protein*2*(Generally*expressed*protein*4.1)*(4.1G)*isoform*8*
XP_864238.1* PREDICTED:*similar*to*modulator*of*estrogen*induced*transcription*isoform*a*isoform*10*
XP_864250.1* PREDICTED:*similar*to*heterogeneous*nuclear*ribonucleoprotein*A2/B1*isoform*2*isoform*20*
XP_864285.1* PREDICTED:*similar*to*RanCbinding*protein*10*isoform*2*
XP_864286.1* PREDICTED:*similar*to*heterogeneous*nuclear*ribonucleoprotein*A3*isoform*4*
XP_864309.1* PREDICTED:*similar*to*CG2843CPA*isoform*2*
XP_864311.1* PREDICTED:*hypothetical*protein*XP_859218*
XP_864326.1* PREDICTED:*similar*to*phosphoribosyl*pyrophosphate*synthetaseCassociated*protein*2*isoform*7*



XP_864327.1* PREDICTED:*similar*to*RanCbinding*protein*10*isoform*4*
XP_864332.1* PREDICTED:*similar*to*SeptinC6*isoform*2*

XP_864342.1*
PREDICTED:*similar*to*Myosin*light*polypeptide*3*(Myosin*light*chain*1,*slowCtwitch*muscle*B/ventricular*isoform)*(MLC1SB)*(Ventricular/slow*twitch*myosin*alkali*light*chain)*
(Cardiac*myosin*light*chainC1)*(CMLC1)*isoform*3*

XP_864356.1* PREDICTED:*hypothetical*protein*XP_859263*
XP_864374.1* PREDICTED:*similar*to*SeptinC6*isoform*4*
XP_864375.1* PREDICTED:*hypothetical*protein*XP_859282*
XP_864392.1* PREDICTED:*similar*to*phosphoribosyl*pyrophosphate*synthetaseCassociated*protein*2*isoform*10*
XP_864393.1* PREDICTED:*similar*to*ATPase,*H+*transporting,*lysosomal,*V0*subunit*D*isoform*1*isoform*2*
XP_864394.1* PREDICTED:*similar*to*semaphorin*B*isoform*2*
XP_864396.1* PREDICTED:*similar*to*karyopherin*beta*1*isoform*3*
XP_864398.1* PREDICTED:*hypothetical*protein*XP_859305*
XP_864399.1* PREDICTED:*similar*to*TEA*domain*family*member*2*isoform*6*
XP_864417.1* PREDICTED:*hypothetical*protein*XP_859324*
XP_864436.1* PREDICTED:*similar*to*karyopherin*beta*1*isoform*5*
XP_864439.1* PREDICTED:*hypothetical*protein*XP_859346*
XP_864440.1* PREDICTED:*hypothetical*protein*XP_859347*
XP_864457.1* *PREDICTED:*hypothetical*protein*XP_859364*
XP_864472.1* PREDICTED:*hypothetical*protein*XP_859379*
XP_864474.1* PREDICTED:*similar*to*Glycine*dehydrogenase*[decarboxylating],*mitochondrial*precursor*(Glycine*decarboxylase)*(Glycine*cleavage*system*PCprotein)*isoform*3*
XP_864476.1* PREDICTED:*similar*to*methyltransferase*like*3*isoform*9*
XP_864489.1* PREDICTED:*similar*to*eukaryotic*translation*initiation*factor*4A,*isoform*1*isoform*3*
XP_864524.1* PREDICTED:*hypothetical*protein*XP_859431*
XP_864536.1* PREDICTED:*similar*to*Contactin*1*precursor*(Neural*cell*surface*protein*F3)*(Glycoprotein*gp135)*isoform*5*
XP_864560.1* PREDICTED:*hypothetical*protein*XP_859467*
XP_864588.1* PREDICTED:*similar*to*splicing*coactivator*subunit*SRm300*isoform*2*
XP_864592.1* PREDICTED:*hypothetical*protein*XP_859499*
XP_864603.1* PREDICTED:*similar*to*LeucineCrich*repeat*protein*SHOCC2*(RasCbinding*protein*SurC8)*isoform*2*
XP_864605.1* PREDICTED:*similar*to*pulmonary*surfactantCassociated*protein*D*precursor*isoform*2*
XP_864622.1* PREDICTED:*similar*to*LeucineCrich*repeat*protein*SHOCC2*(RasCbinding*protein*SurC8)*isoform*3*
XP_864635.1* PREDICTED:*similar*to*alpha*isoform*of*regulatory*subunit*B,*protein*phosphatase*2*isoform*2*isoform*2*
XP_864657.1* PREDICTED:*similar*to*PC4*and*SFRS1*interacting*protein*1*isoform*1*isoform*3*
XP_864660.1* PREDICTED:*similar*to*Nucleosome*assembly*protein*1Clike*1*(NAPC1*related*protein)*(hNRP)*isoform*7*
XP_864694.1* PREDICTED:*hypothetical*protein*XP_859601*
XP_864712.1* PREDICTED:*similar*to*DNA*mismatch*repair*protein*Msh2*(MutS*protein*homolog*2)*isoform*2*
XP_864728.1* PREDICTED:*hypothetical*protein*XP_859635*



XP_864773.1* PREDICTED:*similar*to*putative*MAPK*activating*protein*PM20,PM21*isoform*2*isoform*2*
XP_864779.1* PREDICTED:*similar*to*talin*2*isoform*7*
XP_864782.1* PREDICTED:*similar*to*RNACbinding*protein*S1,*serineCrich*domain*isoform*4*
XP_864798.1* PREDICTED:*similar*to*Heterogeneous*nuclear*ribonucleoprotein*A1*(HelixCdestabilizing*protein)*(SingleCstrand*binding*protein)*(hnRNP*core*protein*A1)*(HDP)*isoform*5*
XP_864799.1* PREDICTED:*similar*to*nebulinCrelated*anchoring*protein*isoform*S*isoform*4*
XP_864841.1* PREDICTED:*hypothetical*protein*XP_859748,*partial*
XP_864848.1* PREDICTED:*similar*to*LIM*domain*binding*3*isoform*3*
XP_864867.1* PREDICTED:*similar*to*NHL*repeat*containing*2*isoform*3*
XP_864872.1* PREDICTED:*similar*to*ring*finger*and*WD*repeat*domain*1*isoform*1*isoform*3*
XP_864873.1* PREDICTED:*similar*to*ThrombospondinC3*precursor*isoform*2*
XP_864877.1* PREDICTED:*similar*to*DCsiteCbinding*protein*(Albumin*D*boxCbinding*protein)*(TAXREB302)*isoform*4*
XP_864879.1* PREDICTED:*similar*to*G1/SCspecific*cyclin*D3*isoform*3*
XP_864888.1* PREDICTED:*similar*to*Tropomyosin*1*alpha*chain*(AlphaCtropomyosin)*isoform*5*
XP_864891.1* PREDICTED:*similar*to*ring*finger*and*WD*repeat*domain*1*isoform*1*isoform*4*
XP_864905.1* PREDICTED:*similar*to*dynamin*1Clike*isoform*b*isoform*4*
XP_864916.1* PREDICTED:*similar*to*DCsiteCbinding*protein*(Albumin*D*boxCbinding*protein)*(TAXREB302)*isoform*5*

XP_864921.1*
PREDICTED:*similar*to*Protein*tyrosine*phosphatase*type*IVA*protein*2*(ProteinCtyrosine*phosphatase*4a2)*(ProteinCtyrosine*phosphatase*of*regenerating*liverC2)*(PRLC2)*
isoform*3*

XP_864963.1* PREDICTED:*similar*to*tropomyosin*1*alpha*chain*isoform*6*isoform*9*
XP_864965.1* PREDICTED:*similar*to*WD*repeat*domain*78*isoform*1*isoform*3*

XP_864976.1*
PREDICTED:*similar*to*Protein*tyrosine*phosphatase*type*IVA*protein*2*(ProteinCtyrosine*phosphatase*4a2)*(ProteinCtyrosine*phosphatase*of*regenerating*liverC2)*(PRLC2)*
isoform*5*

XP_864981.1* PREDICTED:*similar*to*tropomyosin*1*alpha*chain*isoform*4*isoform*10*
XP_864992.1* *PREDICTED:*similar*to*BrainCspecific*angiogenesis*inhibitor*2*precursor*isoform*3*
XP_864996.1* PREDICTED:*similar*to*RNACbinding*region*containing*protein*2*(Hepatocellular*carcinoma*protein*1)*(Splicing*factor*HCC1)*isoform*5*
XP_864999.1* PREDICTED:*similar*to*tropomyosin*1,*alpha*isoform*11*
XP_865022.1* PREDICTED:*similar*to*dishevelledCassociated*activator*of*morphogenesis*1*isoform*4*
XP_865028.1* PREDICTED:*similar*to*BetaCadrenergic*receptor*kinase*1*(BetaCARKC1)*(GCprotein*coupled*receptor*kinase*2)*isoform*4*
XP_865036.1* PREDICTED:*similar*to*tropomyosin*1*alpha*chain*isoform*2*isoform*13*
XP_865054.1* PREDICTED:*similar*to*LIM*domain*binding*3*isoform*13*
XP_865057.1* PREDICTED:*similar*to*dishevelledCassociated*activator*of*morphogenesis*1*isoform*6*
XP_865086.1* PREDICTED:*similar*to*pumilio*1*isoform*2*isoform*3*
XP_865090.1* PREDICTED:*similar*to*RNACbinding*region*(RNP1,*RRM)*containing*2*(predicted)*isoform*10*
XP_865093.1* PREDICTED:*similar*to*tropomyosin*1*alpha*chain*isoform*4*isoform*16*
XP_865097.1* PREDICTED:*similar*to*chromosome*2*open*reading*frame*30*isoform*5*
XP_865101.1* PREDICTED:*similar*to*CG3295CPA*isoform*3*



XP_865112.1* PREDICTED:*similar*to*nucleotide*binding*protein*2*(predicted)*isoform*3*

XP_865127.1*
PREDICTED:*similar*to*ThioredoxinCdependent*peroxide*reductase,*mitochondrial*precursor*(Peroxiredoxin*3)*(Antioxidant*protein*1)*(AOPC1)*(MER5*protein*homolog)*
(HBC189)*(PRX*III)*isoform*2*

XP_865128.1* PREDICTED:*similar*to*tropomyosin*1*alpha*chain*isoform*6*isoform*18*
XP_865135.1* PREDICTED:*similar*to*odd*Oz/tenCm*homolog*1*isoform*2*
XP_865138.1* PREDICTED:*similar*to*Elongation*factor*1Cgamma*(EFC1Cgamma)*(eEFC1B*gamma)*isoform*2*
XP_865148.1* PREDICTED:*similar*to*tropomyosin*1*alpha*chain*isoform*6*isoform*19*
XP_865167.1* PREDICTED:*similar*to*RNACbinding*region*containing*protein*2*isoform*b*isoform*14*
XP_865171.1* PREDICTED:*similar*to*Tropomyosin*1*alpha*chain*(AlphaCtropomyosin)*isoform*20*
XP_865191.1* PREDICTED:*hypothetical*protein*XP_860098*
XP_865195.1* PREDICTED:*similar*to*Elongation*factor*1Cgamma*(EFC1Cgamma)*(eEFC1B*gamma)*isoform*5*
XP_865205.1* PREDICTED:*similar*to*tropomyosin*1*alpha*chain*isoform*7*isoform*21*
XP_865213.1* PREDICTED:*hypothetical*protein*XP_860120,*partial*
XP_865219.1* PREDICTED:*similar*to*armadillo*repeat*containing*8*isoform*14*
XP_865223.1* PREDICTED:*similar*to*Tropomyosin*1*alpha*chain*(AlphaCtropomyosin)*isoform*22*
XP_865236.1* PREDICTED:*similar*to*solute*carrier*family*6,*member*15*isoform*5*
XP_865244.1* PREDICTED:*similar*to*Tropomyosin*1*alpha*chain*(AlphaCtropomyosin)*isoform*23*
XP_865250.1* *PREDICTED:*similar*to*Elongation*factor*1Cgamma*(EFC1Cgamma)*(eEFC1B*gamma)*isoform*7*
XP_865253.1* PREDICTED:*similar*to*epsilon*subunit*of*coatomer*protein*complex*isoform*a*isoform*3*
XP_865265.1* PREDICTED:*similar*to*testis*intracellular*mediator*protein*isoform*6*
XP_865266.1* PREDICTED:*similar*to*Elongation*factor*1Cgamma*(EFC1Cgamma)*(eEFC1B*gamma)*isoform*8*
XP_865267.1* PREDICTED:*similar*to*zinc*finger*CCCH*type*containing*11A*isoform*2*
XP_865270.1* PREDICTED:*similar*to*forkheadCassociated*(FHA)*phosphopeptide*binding*domain*1*isoform*2*
XP_865278.1* PREDICTED:*similar*to*SWI/SNFCrelated*matrixCassociated*actinCdependent*regulator*of*chromatin*a1*isoform*a*isoform*2*
XP_865280.1* PREDICTED:*hypothetical*protein*XP_860187*
XP_865283.1* PREDICTED:*similar*to*Elongation*factor*1Cgamma*(EFC1Cgamma)*(eEFC1B*gamma)*isoform*9*
XP_865297.1* PREDICTED:*similar*to*StriatinC4*(Zinedin)*isoform*2*
XP_865302.1* PREDICTED:*similar*to*Spectrin*beta*chain,*brain*2*(Spectrin,*nonCerythroid*beta*chain*2)*(BetaCIII*spectrin)*isoform*3*
XP_865321.1* PREDICTED:*similar*to*Cartilage*oligomeric*matrix*protein*precursor*(COMP)*isoform*2*
XP_865342.1* PREDICTED:*similar*to*Phosphoglucomutase*1*(Glucose*phosphomutase*1)*(PGM*1)*isoform*4*
XP_865348.1* PREDICTED:*similar*to*protein*kinase*D2*isoform*3*
XP_865352.1* PREDICTED:*similar*to*Transmembrane*GTPase*MFN2*(MitofusinC2)*isoform*9*
XP_865359.1* PREDICTED:*similar*to*phosphoglucomutase*1*isoform*5*
XP_865372.1* PREDICTED:*similar*to*Protein*C22orf19*(NF2/meningioma*region*protein*pK1.3)*(Placental*protein*39.2)*isoform*3*
XP_865394.1* PREDICTED:*similar*to*protein*kinase*D2*isoform*5*
XP_865449.1* PREDICTED:*similar*to*Serum*response*factor*(SRF)*isoform*3*



XP_865453.1* PREDICTED:*similar*to*tumor*susceptibility*gene*101*isoform*5*
XP_865455.1* PREDICTED:*similar*to*disks*largeCassociated*protein*4*isoform*b*isoform*2*
XP_865474.1* PREDICTED:*similar*to*Disks*largeCassociated*protein*4*(DAPC4)*(SAP90/PSDC95Cassociated*protein*4)*(SAPAP4)*(PSDC95/SAP90*binding*protein*4)*isoform*3*
XP_865488.1* PREDICTED:*similar*to*neurofibromin*2*isoform*7*isoform*8*
XP_865496.1* PREDICTED:*hypothetical*protein*XP_860403*
XP_865508.1* PREDICTED:*similar*to*neurofibromin*2*isoform*2*isoform*9*
XP_865516.1* PREDICTED:*similar*to*calmodulin*1*isoform*3*
XP_865526.1* PREDICTED:*similar*to*Cysteine*and*glycineCrich*protein*3*(CysteineCrich*protein*3)*(CRP3)*(LIM*domain*protein,*cardiac)*(Muscle*LIM*protein)*isoform*4*
XP_865539.1* PREDICTED:*similar*to*methionine*adenosyltransferase*II,*alpha*isoform*4*
XP_865552.1* PREDICTED:*hypothetical*protein*XP_860459*
XP_865579.1* *PREDICTED:*similar*to*neurofibromin*2*isoform*1*isoform*13*
XP_865583.1* PREDICTED:*similar*to*Tropomyosin*alpha*3*chain*(Tropomyosin*3)*(Tropomyosin*gamma)*(hTM5)*isoform*4*
XP_865587.1* PREDICTED:*hypothetical*protein*XP_860494*
XP_865592.1* PREDICTED:*similar*to*methionine*adenosyltransferase*II,*alpha*isoform*7*
XP_865593.1* PREDICTED:*similar*to*skeletal*muscle*specific*actinin,*alpha*3*isoform*7*
XP_865597.1* PREDICTED:*similar*to*tropomyosin*3*isoform*2*isoform*5*
XP_865609.1* PREDICTED:*similar*to*tropomyosin*3*isoform*1*isoform*6*
XP_865613.1* PREDICTED:*similar*to*ubiquitin*associated*protein*2*isoform*1*isoform*4*
XP_865622.1* PREDICTED:*similar*to*tropomyosin*3*isoform*2*isoform*7*
XP_865625.1* PREDICTED:*similar*to*Echinoderm*microtubuleCassociated*proteinClike*2*(EMAPC2)*(HuEMAPC2)*isoform*6*
XP_865627.1* PREDICTED:*hypothetical*protein*XP_860534*isoform*3*
XP_865636.1* PREDICTED:*similar*to*Tropomyosin*alpha*3*chain*(Tropomyosin*3)*(Tropomyosin*gamma)*(hTM5)*isoform*8*
XP_865644.1* PREDICTED:*similar*to*potassium*channel*modulatory*factor*1*isoform*2*
XP_865647.1* *PREDICTED:*similar*to*GTP*binding*protein*3*(mitochondrial)*isoform*V*isoform*2*

XP_865651.1*
PREDICTED:*similar*to*Transcription*factor*APC1*(Activator*protein*1)*(AP1)*(ProtoConcogene*cCjun)*(VCjun*avian*sarcoma*virus*17*oncogene*homolog)*(Jun*A)*(AH119)*isoform*
2*

XP_865657.1* PREDICTED:*hypothetical*protein*XP_860564*

XP_865666.1*
PREDICTED:*similar*to*Inositol*1,4,5Ctrisphosphate*receptor*type*2*(Type*2*inositol*1,4,5Ctrisphosphate*receptor)*(Type*2*InsP3*receptor)*(IP3*receptor*isoform*2)*(InsP3R2)*
isoform*5*

XP_865676.1* PREDICTED:*similar*to*nuclear*receptor*subfamily*2,*group*F,*member*6*isoform*2*
XP_865685.1* PREDICTED:*similar*to*tropomyosin*isoform*6*isoform*11*

XP_865697.1*
PREDICTED:*similar*to*Inositol*1,4,5Ctrisphosphate*receptor*type*2*(Type*2*inositol*1,4,5Ctrisphosphate*receptor)*(Type*2*InsP3*receptor)*(IP3*receptor*isoform*2)*(InsP3R2)*
isoform*7*

XP_865701.1* PREDICTED:*similar*to*Tropomyosin*alpha*3*chain*(Tropomyosin*3)*(Tropomyosin*gamma)*(hTM5)*isoform*12*
XP_865709.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*1*isoform*3*

XP_865714.1*
PREDICTED:*similar*to*Transcription*factor*APC1*(Activator*protein*1)*(AP1)*(ProtoConcogene*cCjun)*(VCjun*avian*sarcoma*virus*17*oncogene*homolog)*(Jun*A)*(AH119)*isoform*
6*



XP_865734.1* PREDICTED:*hypothetical*protein*XP_860641*

XP_865763.1*
PREDICTED:*similar*to*NesprinC2*(Nuclear*envelope*spectrin*repeat*protein*2)*(SyneC2)*(Synaptic*nuclear*envelope*protein*2)*(Nucleus*and*actin*connecting*element*protein)*
(NUANCE*protein)*isoform*2*

XP_865765.1* PREDICTED:*similar*to*Programmed*cell*death*protein*8,*mitochondrial*precursor*(ApoptosisCinducing*factor)*isoform*3*
XP_865780.1* PREDICTED:*similar*to*tropomyosin*3*isoform*2*isoform*16*
XP_865805.1* PREDICTED:*similar*to*tropomyosin*3*isoform*2*isoform*17*
XP_865808.1* PREDICTED:*similar*to*programmed*cell*death*8*isoform*2*isoform*6*
XP_865814.1* PREDICTED:*similar*to*adaptorCrelated*protein*complex*1,*mu*1*subunit*isoform*2*
XP_865816.1* PREDICTED:*similar*to*ProtoConcogene*tyrosineCprotein*kinase*Src*(p60CSrc)*(cCSrc)*isoform*2*
XP_865820.1* PREDICTED:*similar*to*tropomyosin*3*isoform*2*isoform*18*
XP_865829.1* PREDICTED:*similar*to*CG8372CPA,*isoform*A*isoform*3*
XP_865836.1* *PREDICTED:*similar*to*tropomyosin*3,*gamma*isoform*19*
XP_865841.1* PREDICTED:*similar*to*adaptorCrelated*protein*complex*1,*mu*1*subunit*isoform*4*
XP_865842.1* PREDICTED:*similar*to*ProtoConcogene*tyrosineCprotein*kinase*Src*(p60CSrc)*(cCSrc)*isoform*4*
XP_865847.1* PREDICTED:*similar*to*tropomyosin*3,*gamma*isoform*20*
XP_865860.1* PREDICTED:*similar*to*tropomyosin*3,*gamma*isoform*21*
XP_865864.1* *PREDICTED:*hypothetical*protein*XP_860771*
XP_865892.1* PREDICTED:*similar*to*Putative*RNACbinding*protein*15*(RNA*binding*motif*protein*15)*(OneCtwenty*two*protein)*isoform*2*
XP_865893.1* PREDICTED:*similar*to*tropomyosin*3*isoform*2*isoform*23*
XP_865899.1* PREDICTED:*similar*to*Yip1*interacting*factor*homolog*isoform*4*
XP_865903.1* PREDICTED:*similar*to*pleckstrin*homology*domain*containing,*family*A*(phosphoinositide*binding*specific)*member*1*isoform*7*
XP_865924.1* PREDICTED:*similar*to*galactoseC1Cphosphate*uridylyltransferase*isoform*1*isoform*3*
XP_865928.1* PREDICTED:*similar*to*adaptorCrelated*protein*complex*1,*mu*1*subunit*isoform*10*
XP_865939.1* PREDICTED:*similar*to*cytosolic*ovarian*carcinoma*antigen*1*isoform*b*isoform*6*
XP_865988.1* PREDICTED:*similar*to*Heat*shock*protein*HSP*90Cbeta*(HSP*84)*(Tumor*specific*transplantation*84*kDa*antigen)*(TSTA)*isoform*2*
XP_865998.1* PREDICTED:*hypothetical*protein*XP_860905*
XP_866006.1* PREDICTED:*similar*to*smoothelin*isoform*b*isoform*6*
XP_866023.1* PREDICTED:*similar*to*interleukin*enhancer*binding*factor*2*isoform*2*
XP_866028.1* PREDICTED:*similar*to*Apolipoprotein*E*precursor*(ApoCE)*isoform*3*
XP_866031.1* PREDICTED:*similar*to*heat*shock*protein*1,*beta*isoform*5*
XP_866044.1* PREDICTED:*hypothetical*protein*XP_860951*isoform*2*
XP_866073.1* PREDICTED:*similar*to*translocase*of*outer*mitochondrial*membrane*40*homolog*isoform*2*
XP_866077.1* PREDICTED:*similar*to*Splicing*factor*3B*subunit*2*(Spliceosome*associated*protein*145)*(SAP*145)*(SF3b150)*(PreCmRNA*splicing*factor*SF3b*145*kDa*subunit)*isoform*7*
XP_866080.1* PREDICTED:*similar*to*CG6454CPA,*isoform*A*isoform*4*
XP_866091.1* PREDICTED:*similar*to*Transitional*endoplasmic*reticulum*ATPase*(TER*ATPase)*(15S*Mg(2+)CATPase*p97*subunit)*(ValosinCcontaining*protein)*(VCP)*isoform*6*
XP_866095.1* PREDICTED:*similar*to*tropomyosin*1*(alpha)*isoform*3*



XP_866097.1* PREDICTED:*similar*to*sterol*carrier*protein*2*isoform*1*proprotein*isoform*4*
XP_866101.1* PREDICTED:*hypothetical*protein*XP_861008*
XP_866102.1* PREDICTED:*hypothetical*protein*XP_861009,*partial*
XP_866106.1* PREDICTED:*similar*to*Methionine*aminopeptidase*2*(MetAP*2)*(Peptidase*M*2)*(Initiation*factor*2*associated*67*kDa*glycoprotein)*(p67)*(p67eIF2)*isoform*5*
XP_866109.1* PREDICTED:*similar*to*tropomyosin*1,*alpha*isoform*4*
XP_866112.1* PREDICTED:*similar*to*CG6454CPB,*isoform*B*isoform*5*
XP_866118.1* PREDICTED:*similar*to*sperm*associated*antigen*9*isoform*1*isoform*12*
XP_866121.1* PREDICTED:*similar*to*Transitional*endoplasmic*reticulum*ATPase*(TER*ATPase)*(15S*Mg(2+)CATPase*p97*subunit)*(ValosinCcontaining*protein)*(VCP)*isoform*8*
XP_866127.1* PREDICTED:*similar*to*tropomyosin*4*isoform*1*isoform*5*
XP_866139.1* PREDICTED:*similar*to*Methionine*aminopeptidase*2*(MetAP*2)*(Peptidase*M*2)*(Initiation*factor*2*associated*67*kDa*glycoprotein)*(p67)*(p67eIF2)*isoform*7*
XP_866154.1* PREDICTED:*similar*to*Methionine*aminopeptidase*2*(MetAP*2)*(Peptidase*M*2)*(Initiation*factor*2*associated*67*kDa*glycoprotein)*(p67)*(p67eIF2)*isoform*8*
XP_866176.1* PREDICTED:*similar*to*ankyrin*repeat,*SAM*and*basic*leucine*zipper*domain*containing*1*isoform*2*
XP_866184.1* PREDICTED:*similar*to*ReceptorCtype*tyrosineCprotein*phosphatase*epsilon*precursor*(ProteinCtyrosine*phosphatase*epsilon)*(RCPTPCepsilon)*isoform*2*
XP_866190.1* PREDICTED:*similar*to*actinCrelated*protein*2*isoform*4*
XP_866191.1* PREDICTED:*similar*to*Transitional*endoplasmic*reticulum*ATPase*(TER*ATPase)*(15S*Mg(2+)CATPase*p97*subunit)*(ValosinCcontaining*protein)*(VCP)*isoform*12*
XP_866196.1* PREDICTED:*similar*to*hepatocyte*nuclear*factor*4*alpha*isoform*3*
XP_866248.1* PREDICTED:*similar*to*ELK3*protein*isoform*2*
XP_866251.1* PREDICTED:*similar*to*bromodomainCcontaining*protein*4*isoform*short*isoform*9*
XP_866253.1* PREDICTED:*similar*to*Adenosine*deaminase*(Adenosine*aminohydrolase)*isoform*2*
XP_866276.1* PREDICTED:*hypothetical*protein*XP_861183*
XP_866296.1* PREDICTED:*similar*to*dynactin*1*isoform*1*isoform*10*
XP_866299.1* PREDICTED:*similar*to*bromodomainCcontaining*protein*4*isoform*short*isoform*11*
XP_866300.1* PREDICTED:*similar*to*MuscleblindClike*protein*(TripletCexpansion*RNACbinding*protein)*isoform*10*
XP_866316.1* PREDICTED:*similar*to*serine/arginine*repetitive*matrix*1*isoform*6*
XP_866322.1* *PREDICTED:*similar*to*cytoplasmic*polyadenylation*element*binding*protein*4*isoform*6*
XP_866328.1* PREDICTED:*similar*to*dynactin*1*isoform*1*isoform*12*
XP_866338.1* PREDICTED:*similar*to*60S*acidic*ribosomal*protein*P0*(L10E)*isoform*2*
XP_866359.1* PREDICTED:*similar*to*MidC1Crelated*chloride*channel*1*isoform*2*
XP_866369.1* PREDICTED:*similar*to*bromodomainCcontaining*protein*4*isoform*short*isoform*16*
XP_866390.1* PREDICTED:*hypothetical*protein*XP_861297*
XP_866391.1* PREDICTED:*hypothetical*protein*XP_861298*
XP_866392.1* PREDICTED:*similar*to*branched*chain*keto*acid*dehydrogenase*E1,*alpha*polypeptide*isoform*2*
XP_866393.1* PREDICTED:*similar*to*solute*carrier*family*25*member*3*isoform*b*precursor*isoform*4*
XP_866402.1* PREDICTED:*similar*to*solute*carrier*family*25*member*3*isoform*a*precursor*isoform*5*
XP_866412.1* PREDICTED:*hypothetical*protein*XP_861319*
XP_866436.1* PREDICTED:*similar*to*Tropomyosin*beta*chain*(Tropomyosin*2)*(BetaCtropomyosin)*isoform*5*



XP_866437.1* *PREDICTED:*similar*to*GlutamateCCcysteine*ligase*catalytic*subunit*(GammaCglutamylcysteine*synthetase)*(GammaCECS)*(GCS*heavy*chain)*isoform*3*
XP_866449.1* PREDICTED:*hypothetical*protein*XP_861356*
XP_866450.1* PREDICTED:*similar*to*Tropomyosin*beta*chain*(Tropomyosin*2)*(BetaCtropomyosin)*isoform*6*
XP_866453.1* PREDICTED:*similar*to*Mob4B*protein*isoform*3*
XP_866455.1* PREDICTED:*similar*to*GCprotein*signalling*modulator*2*(AGS3Clike,*C.*elegans)*isoform*7*
XP_866462.1* PREDICTED:*similar*to*Tropomyosin*beta*chain*(Tropomyosin*2)*(BetaCtropomyosin)*isoform*7*
XP_866465.1* PREDICTED:*similar*to*pecanexClike*3*isoform*3*
XP_866508.1* PREDICTED:*similar*to*SyntaxinCbinding*protein*3*(UNCC18*homolog*3)*(UNCC18C)*(UNCC18C3)*(Platelet*Sec1*protein)*(PSP)*isoform*3*
XP_866513.1* PREDICTED:*similar*to*Tropomyosin*beta*chain*(Tropomyosin*2)*(BetaCtropomyosin)*isoform*11*
XP_866515.1* PREDICTED:*similar*to*TCcomplex*protein*1,*eta*subunit*(TCPC1Ceta)*(CCTCeta)*(HIVC1*Nef*interacting*protein)*isoform*3*
XP_866529.1* PREDICTED:*similar*to*tropomyosin*2*(beta)*isoform*2*isoform*12*
XP_866539.1* PREDICTED:*similar*to*SyntaxinCbinding*protein*3*(UNCC18*homolog*3)*(UNCC18C)*(UNCC18C3)*(Platelet*Sec1*protein)*(PSP)*isoform*5*
XP_866541.1* PREDICTED:*similar*to*SRY*(sex*determining*region*Y)Cbox*3*isoform*4*
XP_866544.1* PREDICTED:*similar*to*Tropomyosin*beta*chain*(Tropomyosin*2)*(BetaCtropomyosin)*isoform*13*
XP_866557.1* PREDICTED:*similar*to*tropomyosin*2*(beta)*isoform*2*isoform*14*
XP_866572.1* PREDICTED:*similar*to*tropomyosin*2*(beta)*isoform*2*isoform*15*
XP_866596.1* PREDICTED:*similar*to*tropomyosin*2*(beta)*isoform*2*isoform*16*
XP_866608.1* PREDICTED:*similar*to*TCcomplex*protein*1,*eta*subunit*(TCPC1Ceta)*(CCTCeta)*(HIVC1*Nef*interacting*protein)*isoform*10*
XP_866613.1* PREDICTED:*similar*to*serine/threonine*kinase*receptor*associated*protein*(predicted)*isoform*2*
XP_866618.1* PREDICTED:*similar*to*fragile*X*mental*retardation*1*isoform*3*
XP_866632.1* PREDICTED:*similar*to*TalinC1*isoform*3*

XP_866665.1*
PREDICTED:*similar*to*Bullous*pemphigoid*antigen*1,*isoforms*6/9/10*(TrabeculinCbeta)*(Bullous*pemphigoid*antigen)*(BPA)*(Hemidesmosomal*plaque*protein)*(Dystonia*
musculorum*protein)*(Dystonin)*isoform*6*

XP_866677.1* PREDICTED:*similar*to*TalinC1*isoform*7*
XP_866705.1* PREDICTED:*similar*to*talin*1*isoform*9*
XP_866724.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*2*isoform*4*
XP_866738.1* *PREDICTED:*similar*to*Engulfment*and*cell*motility*protein*2*(CEDC12*homolog*A)*isoform*4*
XP_866763.1* PREDICTED:*similar*to*myosin*binding*protein*C,*slow*type*isoform*1*isoform*9*
XP_866770.1* PREDICTED:*similar*to*splicing*factor,*arginine/serineCrich*1*(ASF/SF2)*isoform*5*
XP_866796.1* PREDICTED:*similar*to*nucleolar*protein*4*isoform*2*
XP_866798.1* PREDICTED:*similar*to*splicing*factor,*arginine/serineCrich*1*(ASF/SF2)*isoform*7*
XP_866799.1* PREDICTED:*similar*to*fragile*X*mental*retardation*1*isoform*16*
XP_866833.1* PREDICTED:*similar*to*nucleolar*protein*4*isoform*5*
XP_866843.1* PREDICTED:*similar*to*dynein*light*chainC2*isoform*2*
XP_866857.1* PREDICTED:*similar*to*SH3KBP1*binding*protein*1*isoform*2*
XP_866876.1* PREDICTED:*hypothetical*protein*XP_861783*



XP_866899.1*
PREDICTED:*similar*to*Splicing*factor*1*(Zinc*finger*protein*162)*(Transcription*factor*ZFM1)*(Zinc*finger*gene*in*MEN1*locus)*(Mammalian*branch*point*binding*protein*mBBP)*
(BBP)*isoform*8*

XP_866952.1* PREDICTED:*similar*to*MetalCresponse*elementCbinding*transcription*factor*2*(MetalCresponse*element*DNACbinding*protein*M96)*isoform*4*
XP_866962.1* PREDICTED:*similar*to*actinin,*alpha*1*isoform*9*
XP_866965.1* PREDICTED:*similar*to*protein*tyrosine*phosphatase*4a1*isoform*2*
XP_866980.1* PREDICTED:*similar*to*ADPCdependent*glucokinase*(ADPGK)*(ADPCGK)*(RbBPC35)*isoform*3*
XP_866988.1* PREDICTED:*similar*to*Glycogen*phosphorylase,*muscle*form*(Myophosphorylase)*isoform*6*
XP_866992.1* PREDICTED:*similar*to*MetalCresponse*elementCbinding*transcription*factor*2*(MetalCresponse*element*DNACbinding*protein*M96)*isoform*8*
XP_867005.1* PREDICTED:*hypothetical*protein*XP_861912*
XP_867011.1* PREDICTED:*hypothetical*protein*XP_861918*
XP_867012.1* PREDICTED:*similar*to*tudor*domain*containing*7*isoform*2*
XP_867108.1* PREDICTED:*hypothetical*protein*XP_862015*
XP_867112.1* PREDICTED:*similar*to*cCsrc*tyrosine*kinase*isoform*6*
XP_867121.1* PREDICTED:*similar*to*Zinc*finger*SWIM*domain*containing*protein*4*isoform*2*
XP_867125.1* PREDICTED:*similar*to*zinc*finger*protein*644*isoform*1*isoform*7*
XP_867134.1* PREDICTED:*similar*to*Secretory*carrierCassociated*membrane*protein*2*isoform*2*
XP_867136.1* PREDICTED:*similar*to*suppressor*of*Ty*5*homolog*isoform*4*

XP_867147.1*
PREDICTED:*similar*to*SWI/SNF*related*matrix*associated*actin*dependent*regulator*of*chromatin*subfamily*A*member*5*(SWI/SNFCrelated*matrixCassociated*actinC
dependent*regulator*of*chromatin*A5)*(Sucrose*nonfermenting*protein*2*homolog)*(hSNF2H)...*isoform*5*

XP_867162.1* PREDICTED:*hypothetical*protein*XP_862069*
XP_867163.1* PREDICTED:*similar*to*CG32333CPA,*isoform*A*isoform*7*
XP_867169.1* PREDICTED:*hypothetical*protein*XP_862076*
XP_867170.1* PREDICTED:*similar*to*NCacetylneuraminic*acid*phosphate*synthase*isoform*3*
XP_867177.1* PREDICTED:*similar*to*Clathrin*heavy*chain*isoform*2*
XP_867227.1* PREDICTED:*similar*to*Clathrin*heavy*chain*1*(CLHC17)*isoform*7*
XP_867266.1* PREDICTED:*similar*to*SRY*(sex*determining*region*Y)Cbox*30*isoform*b*isoform*3*
XP_867270.1* PREDICTED:*hypothetical*protein*XP_862177*
XP_867282.1* PREDICTED:*similar*to*heterogeneous*nuclear*ribonucleoprotein*L*isoform*a*isoform*5*
XP_867294.1* PREDICTED:*similar*to*zinc*finger*protein*64*isoform*b*isoform*4*
XP_867307.1* PREDICTED:*similar*to*Isocitrate*dehydrogenase*[NAD]*subunit*gamma,*mitochondrial*precursor*(Isocitric*dehydrogenase)*(NAD(+)Cspecific*ICDH)*isoform*3*
XP_867312.1* *PREDICTED:*similar*to*Gamma*enolase*(2CphosphoCDCglycerate*hydroClyase)*(Neural*enolase)*(NeuronCspecific*enolase)*(NSE)*(Enolase*2)*isoform*4*
XP_867320.1* PREDICTED:*similar*to*calreticulin*isoform*5*

XP_867323.1*
PREDICTED:*similar*to*SPARC*related*modular*calciumCbinding*protein*1*precursor*(Secreted*modular*calciumCbinding*protein*1)*(SMOCC1)*(SPARCCrelated*gene*protein)*
isoform*2*

XP_867356.1*
PREDICTED:*similar*to*Potassium*voltageCgated*channel*subfamily*KQT*member*5*(VoltageCgated*potassium*channel*subunit*Kv7.5)*(Potassium*channel*alpha*subunit*
KvLQT5)*(KQTClike*5)*isoform*2*

XP_867367.1* PREDICTED:*hypothetical*protein*XP_862274*



XP_867386.1* PREDICTED:*similar*to*PDZ*domain*containing*4*isoform*2*
XP_867405.1* PREDICTED:*similar*to*solute*carrier*family*8*member*3*isoform*C*precursor*isoform*8*
XP_867408.1* PREDICTED:*hypothetical*protein*XP_862315*
XP_867444.1* PREDICTED:*similar*to*actinin,*alpha*4*isoform*14*
XP_867448.1* PREDICTED:*similar*to*arsA*arsenite*transporter,*ATPCbinding,*homolog*1*isoform*3*
XP_867450.1* PREDICTED:*similar*to*zinc*finger*protein*300*isoform*2*
XP_867457.1* PREDICTED:*similar*to*arsA*arsenite*transporter,*ATPCbinding,*homolog*1*isoform*4*
XP_867459.1* PREDICTED:*similar*to*cAMPCdependent*protein*kinase*catalytic*subunit*beta*isoform*1*isoform*2*
XP_867471.1* PREDICTED:*similar*to*MethylCCpGCbinding*protein*2*(MeCPC2*protein)*(MeCP2)*isoform*2*
XP_867472.1* PREDICTED:*hypothetical*protein*XP_862379*
XP_867478.1* PREDICTED:*similar*to*G*proteinCcoupled*receptor*162*isoform*2*isoform*5*
XP_867483.1* PREDICTED:*similar*to*Filamin*A*(AlphaCfilamin)*(Filamin*1)*(Endothelial*actinCbinding*protein)*(ActinCbinding*protein*280)*(ABPC280)*(Nonmuscle*filamin)*isoform*2*
XP_867491.1* PREDICTED:*hypothetical*protein*XP_862398*

XP_867492.1*
PREDICTED:*similar*to*MitogenCactivated*protein*kinase*kinase*kinase*kinase*1*(MAPK/ERK*kinase*kinase*kinase*1)*(MEK*kinase*kinase*1)*(MEKKK*1)*(Hematopoietic*
progenitor*kinase)*isoform*2*

XP_867503.1* PREDICTED:*similar*to*filamin*A*interacting*protein*1*isoform*3*
XP_867513.1* PREDICTED:*similar*to*filamin*A*interacting*protein*1*isoform*4*
XP_867521.1* *PREDICTED:*hypothetical*protein*XP_862428*
XP_867524.1* PREDICTED:*similar*to*cAMPCdependent*protein*kinase,*betaCcatalytic*subunit*(PKA*CCbeta)*isoform*9*
XP_867566.1* PREDICTED:*similar*to*acetylCCoenzyme*A*carboxylase*alpha*isoform*1*isoform*8*
XP_867577.1* PREDICTED:*hypothetical*protein*XP_862484*
XP_867627.1* PREDICTED:*similar*to*Elongation*factor*1Cgamma*(EFC1Cgamma)*(eEFC1B*gamma)*isoform*6*
XP_867662.1* PREDICTED:*similar*to*TAF15*RNA*polymerase*II,*TATA*box*binding*protein*(TBP)Cassociated*factor*isoform*3*
XP_867677.1* PREDICTED:*similar*to*DnaJ*(Hsp40)*homolog,*subfamily*B,*member*4*isoform*3*
XP_867687.1* PREDICTED:*similar*to*Far*upstream*element*binding*protein*1*(FUSE*binding*protein*1)*(FBP)*(DNA*helicase*V)*(HDH*V)*isoform*3*
XP_867688.1* PREDICTED:*similar*to*TAF15*RNA*polymerase*II,*TATA*box*binding*protein*(TBP)Cassociated*factor*isoform*6*
XP_867720.1* PREDICTED:*similar*to*FCbox*protein*FBW7*isoform*2*isoform*5*
XP_867760.1* PREDICTED:*similar*to*Elongation*factor*1Cgamma*(EFC1Cgamma)*(eEFC1B*gamma)*isoform*20*

XP_867773.1*
PREDICTED:*similar*to*AdapterCrelated*protein*complex*2*beta*1*subunit*(BetaCadaptin)*(Plasma*membrane*adaptor*HA2/AP2*adaptin*beta*subunit)*(Clathrin*assembly*
protein*complex*2*beta*large*chain)*(AP105B)*isoform*12*

XP_867781.1* PREDICTED:*hypothetical*protein*XP_862688*
XP_867792.1* PREDICTED:*similar*to*Elongation*factor*1Cgamma*(EFC1Cgamma)*(eEFC1B*gamma)*isoform*24*
XP_867796.1* PREDICTED:*similar*to*Far*upstream*element*binding*protein*1*(FUSE*binding*protein*1)*(FBP)*(DNA*helicase*V)*(HDH*V)*isoform*14*
XP_867800.1* PREDICTED:*similar*to*SWI/SNFCrelated*matrixCassociated*actinCdependent*regulator*of*chromatin*a4*isoform*16*
XP_867825.1* PREDICTED:*similar*to*chromodomain*helicase*DNA*binding*protein*4*isoform*12*
XP_867835.1* PREDICTED:*similar*to*RAB14,*member*RAS*oncogene*family*isoform*2*



XP_867840.1* PREDICTED:*similar*to*Insulin*gene*enhancer*protein*ISLC1*(IsletC1)*isoform*2*
XP_867844.1* PREDICTED:*similar*to*chromodomain*helicase*DNA*binding*protein*4*isoform*15*
XP_867845.1* PREDICTED:*similar*to*Insulin*gene*enhancer*protein*ISLC1*(IsletC1)*isoform*3*
XP_867849.1* PREDICTED:*similar*to*Gelsolin*precursor*(ActinCdepolymerizing*factor)*(ADF)*(Brevin)*(AGEL)*isoform*3*
XP_867853.1* PREDICTED:*similar*to*Insulin*gene*enhancer*protein*ISLC1*(IsletC1)*isoform*4*
XP_867857.1* PREDICTED:*similar*to*Fibrinogen*gamma*chain*precursor*isoform*3*
XP_867892.1* PREDICTED:*similar*to*Gelsolin*precursor*(ActinCdepolymerizing*factor)*(ADF)*(Brevin)*(AGEL)*isoform*8*
XP_867894.1* PREDICTED:*similar*to*dynamin*2*isoform*2*isoform*2*
XP_867914.1* PREDICTED:*similar*to*dynamin*2*isoform*5*
XP_867922.1* PREDICTED:*similar*to*NAD(P)*transhydrogenase,*mitochondrial*precursor*(Pyridine*nucleotide*transhydrogenase)*(Nicotinamide*nucleotide*transhydrogenase)*isoform*4*
XP_867926.1* PREDICTED:*similar*to*dynamin*2*isoform*7*
XP_867940.1* PREDICTED:*similar*to*dynamin*2*isoform*9*

XP_867960.1*
PREDICTED:*similar*to*GlucoseC6Cphosphate*isomerase*(GPI)*(Phosphoglucose*isomerase)*(PGI)*(Phosphohexose*isomerase)*(PHI)*(Neuroleukin)*(NLK)*(Sperm*antigenC36)*(SAC
36)*isoform*3*

XP_867961.1* PREDICTED:*similar*to*eukaryotic*translation*elongation*factor*1*alpha*2*isoform*2*
XP_867964.1* PREDICTED:*similar*to*putative*transcription*factor*ZNF131*isoform*2*
XP_867972.1* PREDICTED:*similar*to*BTB*and*CNC*homology*1,*basic*leucine*zipper*transcription*factor*2*isoform*2*
XP_867982.1* PREDICTED:*similar*to*putative*transcription*factor*ZNF131*isoform*5*
XP_867985.1* PREDICTED:*similar*to*putative*transcription*factor*ZNF131*isoform*6*
XP_868006.1* PREDICTED:*hypothetical*protein*XP_862913*
XP_868033.1* PREDICTED:*similar*to*dynamin*2*isoform*2*isoform*28*
XP_868052.1* PREDICTED:*similar*to*ephrin*receptor*EphA7*isoform*9*
XP_868064.1* PREDICTED:*similar*to*dynamin*2*isoform*2*isoform*35*
XP_868109.1* PREDICTED:*hypothetical*protein*XP_863016*
XP_868152.1* PREDICTED:*similar*to*transmembrane*trafficking*protein*isoform*4*
XP_868161.1* PREDICTED:*similar*to*ATPase,*H+*transporting,*V1*subunit*E*isoform*1*isoform*3*
XP_868173.1* PREDICTED:*similar*to*FructoseCbisphosphate*aldolase*C*(BrainCtype*aldolase)*isoform*3*
XP_868174.1* PREDICTED:*hypothetical*protein*XP_863081*
XP_868208.1* PREDICTED:*hypothetical*protein*XP_863115*
XP_868217.1* PREDICTED:*similar*to*suppressor*of*Ty*6*homolog*isoform*6*
XP_868219.1* PREDICTED:*similar*to*Eukaryotic*translation*initiation*factor*3*subunit*4*(eIFC3*delta)*(eIF3*p44)*(eIFC3*RNACbinding*subunit)*(eIF3*p42)*(eIF3g)*isoform*2*
XP_868224.1* PREDICTED:*similar*to*zinc*finger*RNA*binding*protein*isoform*9*
XP_868226.1* PREDICTED:*hypothetical*protein*XP_863133*
XP_868236.1* PREDICTED:*similar*to*Steroid*hormone*receptor*ERR2*(EstrogenCrelated*receptor,*beta)*(ERRCbeta)*(Estrogen*receptorClike*2)*(ERR*betaC2)*isoform*2*
XP_868237.1* PREDICTED:*hypothetical*protein*XP_863144*
XP_868255.1* PREDICTED:*hypothetical*protein*XP_863162*



XP_868286.1* PREDICTED:*hypothetical*protein*XP_863193*
XP_868300.1* PREDICTED:*similar*to*Nuclear*protein*SkiP*(SkiCinteracting*protein)*(SNW1*protein)*(Nuclear*receptor*coactivator*NCoAC62)*isoform*3*
XP_868316.1* PREDICTED:*similar*to*Nuclear*protein*SkiP*(SkiCinteracting*protein)*(SNW1*protein)*(Nuclear*receptor*coactivator*NCoAC62)*isoform*7*
XP_868325.1* PREDICTED:*similar*to*neurexin*3*isoform*beta*precursor*isoform*2*
XP_868333.1* PREDICTED:*similar*to*coronin*6*isoform*2*
XP_868335.1* PREDICTED:*similar*to*coronin,*actin*binding*protein*6*isoform*C*isoform*3*
XP_868355.1* PREDICTED:*similar*to*Elongation*factor*1Cgamma*(EFC1Cgamma)*(eEFC1B*gamma)*isoform*6*
XP_868356.1* PREDICTED:*hypothetical*protein*XP_863263*
XP_868372.1* PREDICTED:*similar*to*active*breakpoint*cluster*regionCrelated**protein*isoform*b*isoform*4*
XP_868379.1* PREDICTED:*similar*to*active*BCRCrelated*gene*isoform*1*isoform*6*
XP_868387.1* PREDICTED:*similar*to*CG1532CPA*isoform*3*
XP_868388.1* PREDICTED:*hypothetical*protein*XP_863295*
XP_868401.1* PREDICTED:*hypothetical*protein*XP_863308*
XP_868408.1* PREDICTED:*hypothetical*protein*XP_863315*
XP_868454.1* PREDICTED:*similar*to*calmodulin*1*isoform*3*
XP_868485.1* PREDICTED:*similar*to*plasma*membrane*associated*protein,*S3C12*isoform*2*
XP_868510.1* PREDICTED:*similar*to*ProtoConcogene*tyrosineCprotein*kinase*FYN*(P59CFYN)*(SYN)*(SLK)*isoform*4*
XP_868515.1* PREDICTED:*similar*to*proteinCtyrosine*kinase*fyn*isoform*5*
XP_868547.1* PREDICTED:*similar*to*TryptophanylCtRNA*synthetase*(TryptophanCCtRNA*ligase)*(TrpRS)*(IFP53)*(hWRS)*isoform*3*
XP_868553.1* PREDICTED:*similar*to*Guanine*nucleotideCbinding*protein,*alphaC11*subunit*isoform*2*
XP_868559.1* PREDICTED:*hypothetical*protein*XP_863466*
XP_868580.1* PREDICTED:*hypothetical*protein*XP_863487*
XP_868604.1* PREDICTED:*similar*to*Cdc42*binding*protein*kinase*beta*isoform*2*
XP_868617.1* PREDICTED:*similar*to*calponin*2*isoform*b*isoform*4*
XP_868618.1* *PREDICTED:*similar*to*eukaryotic*translation*initiation*factor*5*isoform*7*
XP_868621.1* PREDICTED:*similar*to*Membralin*isoform*2*
XP_868633.1* PREDICTED:*similar*to*MAP/microtubule*affinityCregulating*kinase*3*isoform*9*
XP_868664.1* PREDICTED:*hypothetical*protein*XP_863571*
XP_868680.1* PREDICTED:*hypothetical*protein*XP_863587*
XP_868682.1* PREDICTED:*hypothetical*protein*XP_863589*
XP_868688.1* PREDICTED:*hypothetical*protein*XP_863595*
XP_868689.1* PREDICTED:*hypothetical*protein*XP_863596*
XP_868692.1* PREDICTED:*hypothetical*protein*XP_863599*
XP_868698.1* PREDICTED:*hypothetical*protein*XP_863605*
XP_868705.1* PREDICTED:*hypothetical*protein*XP_863612*
XP_868709.1* PREDICTED:*hypothetical*protein*XP_863616*



XP_868710.1* PREDICTED:*hypothetical*protein*XP_863617*
XP_868721.1* PREDICTED:*hypothetical*protein*XP_863628*
XP_868723.1* PREDICTED:*hypothetical*protein*XP_863630*
XP_868725.1* PREDICTED:*hypothetical*protein*XP_863632*
XP_868729.1* PREDICTED:*hypothetical*protein*XP_863636*
XP_868735.1* PREDICTED:*hypothetical*protein*XP_863642*
XP_868737.1* PREDICTED:*hypothetical*protein*XP_863644*
XP_868745.1* PREDICTED:*hypothetical*protein*XP_863652*
XP_868747.1* PREDICTED:*hypothetical*protein*XP_863654*
XP_868748.1* PREDICTED:*hypothetical*protein*XP_863655*
XP_868752.1* PREDICTED:*hypothetical*protein*XP_863659*
XP_868755.1* PREDICTED:*hypothetical*protein*XP_863662*
XP_868756.1* PREDICTED:*hypothetical*protein*XP_863663*
XP_868757.1* PREDICTED:*hypothetical*protein*XP_863664*
XP_868758.1* PREDICTED:*hypothetical*protein*XP_863665*
XP_868765.1* PREDICTED:*hypothetical*protein*XP_863672*
XP_868766.1* PREDICTED:*hypothetical*protein*XP_863673*
XP_868772.1* *PREDICTED:*hypothetical*protein*XP_863679*
XP_868777.1* PREDICTED:*hypothetical*protein*XP_863684*
XP_868781.1* PREDICTED:*hypothetical*protein*XP_863688*
XP_868786.1* PREDICTED:*hypothetical*protein*XP_863693*
XP_868787.1* PREDICTED:*hypothetical*protein*XP_863694*
XP_868791.1* *PREDICTED:*hypothetical*protein*XP_863698*
XP_868792.1* PREDICTED:*hypothetical*protein*XP_863699*

!


