Supplementary Table S1. The specific primer sequences and Taqman probes for 12 DNA methylation markers.
	Name
	Forward Sequence (5’ to 3’)
	Reverse Sequence (5’ to 3’)
	Probe Sequence (5’ to 3’)

	mFAM19A4
	CGGAGTGGTGGTTATAGCGAGGC
	CCCGCGATCCACGTAAACCG
	CGGGAGAGGCGTTTGGAGGTCGGTA

	mPHACTR3
	CGGATGTTTTGATTTTACGCGGTTC
	CCCGCGACACGAAACAACCG
	TTCGCGTCGGTCGGGTTTATGGTC

	mSST
	CGGAGTTATCGTTGTTGTTTGTTGATTCGC
	GCAACCAACGCGCACTAAAAACG
	TCGCGGCGTCGAGATGTTGTTTTG

	mZIC1
	AGCGGCGAGAAAGTGCGAGTC
	CGAACCAAACGCAAAATAACCGAACG
	TTGGCGGGCGTTGGAGTTTGCGTTATTC

	mPAX1
	GTTGTTAATTCGCGCGTTTTCGGC
	TCGTCTAACCGAAAAACTACAACGTACG
	GTGATTGTCGAGATTGACGTGGAGGATACG

	mCADM1
	GCGTTGTGATTGGTTTGTTCGGATTTC
	TCGAACACCTACCTCAAACTAACGACG
	TAGTTGTTCGTTCGGGTTTCGGAGGTAG

	mJAM3
	TGGTGTCGGTTCGGTTGGGTTC
	AACCAACGACAACGCGACGCG
	TCGTAGGGTTTTGGTAGGTTGGGCGTATGC

	mZNF671
	CGGGGTTTTGTAACGTTTGTGTGGGTC
	GAAAACGACAAACGTCTCGATCGAAAACG
	CGAGACGCGTTTGATGTTTTGTAGGGAC

	mPRDM14
	ATTAGCGGGTTAGACGTCGTTTTCG
	CGAACTCGCGTCCCGAAATCG
	TGGGATTTTTCGAATTGGGAGCGGAGAG

	mSFRP4
	GTTGTTAAGGGAGCGTTTCGAGTTTAC
	GAACAACTCCAATCCCGAACTCCG
	TCGTAATGGTCGTGGTTGGTTGCGTTTC

	mEPB41L3
	CGGTTGGGAGGGTAGGTAGGAC
	CTATTACAAAAAACACCGAAACTCCGCG
	CGTACGGTTTTTGGGCGTGGGTTTTCG

	mSOX1
	GCGCGTTATGTAAATTATCGTCGTCGTC
	GCGCGAAACCCAACAACCATACG
	CGGCGCGTTTATTTAATGGTAGTTCGGGTTC

	mACTB
	GGAGGTAGGGAGTATATAGGTTGGGGAAG
	CCACCACCCAACACACAATAACAAACAC
	TGGGGTGGTGATGGAGGAGGTTTAGTAAG





Supplementary Figure S1. The methylation levels validated by Sanger sequencing.
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Sequenced |7 G
Consensus agcggcgagaaagtgcgagtcgggtcggtagaatttgtttggcgggcgttggagtttgcgttattcgcggttcgtagtcgttcggttattttgcgtttggttcg

114
115

Sequenced
Consensus cggagttatcgttgttgtttgttgattcgcgtttagagtttgattagttattttttagttcggttttcgcggcgtcgagatgttgttttgtcgtttttagtgcgcgttggttgc

Sequenced
Consensus cgttattcgtttgcgtattgtggagttggcgtagttgggtattcgattttgtgatattagtcggtagtttcgcgtattttacggttgcgtgagtaagattttggcgcgttataacgagatcgg

Sequenced
Consensus cggggttttgtaacgtttgtgtgggtcgtaggtggaggtgttgggaaagcgecggaggagatgttgtttttagtgtttcgagacgegtttgatgttttgtagggacggaagtgtttgegttttcgatecgagacgtttgte

ZNF671
Sequenced
Consensus gttttc

'AM19A4| 1le
Sequenced 117
Consensus cggagtggtggttatagcgaggcgtt gggat
IPHACTR3)

SEQUENCED
Consensus cggatgttttgattttacgcggttcgttttaatttgttttcgcgtcgg i tggtcgcgtcggaggacgggagcggttgtttcgtgtcgcggg
50 60 70 80 90 100 110 120 130 140
TCCCGCGACACGAAACAACCGCTCCCGTCCTCCGACGCGACCACAAACCCAACCGACGCGAAAACAAATTAAAACGAACCGCG TAAAATCAAAACATCCGA,
ACTB; 117

Sequenced 5 TTTCTITITJ 117
Consensus ggaggtagggagtatataggttggggaagtttgtttttdt gtggghtggtgatggaggaggtttagtaagttttttggattgtgaatt gtgtttgttattgtgtgttgggtggtay

50 60 70 80 90 100 110 120 130 140 150 160
TGGAGGTAGG(T/GTATATAGGT TGGGGA/GTTTGT TTTTGT GTGGGATGGTGATGGAGGAGG T TTAGTAAGT I TTTTGGATTGTGAATTGTGI TTGTTATTGIGTGTTGGGTGGTGGA
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