Figure S1

Figure S1 Scatter plot analysis of the selected modules
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(A–E) Scatterplots of gene significance versus module membership showing 2380 key module genes related to asthma.







Table S1 Primers used for real-time quantitative PCR
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Table S2 The clinical characteristics of the asthma patients
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Table S3 Differentially expressed genes of the GSE63142 dataset
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Table S4  Key module genes related to asthma
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Table S5 The transcription factors that may regulate key glycosylation-related genes
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Table S6 The proportion of immune infiltrating cells in the asthma immune microenvironment using the GSE63142 database
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image7.png
Gene
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
FUTS
Gene
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
HCRT
Gene
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3
KDELR3

Cell
Immature B cell
Plasmacytoid dendritic cell
MDSC

Neutrophil

T follicular helper cell
Central memory CD4 T cell
Macrophage

Immature dendritic cell
Type 2 T helper cell
Effector memeory CD8 T cell
Monocyte

CD36dim natural killer cell
Mast cell

Natural killer T cell
Natural killer cell
Activated B cell

Eosinophil

Effector memeory CD4 T cell
Regulatory T cell

Central memory CD8 T cell
Activated CD8 T cell

Type 1 T helper cell

Type 17 T helper cell
Gamma delta T cell

Memory B cell

Activated dendritic cell
CD36bright natural killer cell
Activated (D4 T cell

Cell
Immature B cell
Plasmacytoid dendritic cell
MDSC

Neutrophil

T follicular helper cell
Central memory CD4 T cell
Macrophage

Immature dendritic cell
Type 2 T helper cell
Effector memeory CD8 T cell
Monocyte

CD36dim natural killer cell
Mast cell

Natural killer T cell
Natural killer cell
Activated B cell

Eosinophil

Effector memeory CD4 T cell
Regulatory T cell

Central memory CD8 T cell
Activated CD8 T cell

Type 1 T helper cell

Type 17 T helper cell
Gamma delta T cell

Memory B cell

Activated dendritic cell
CD36bright natural killer cell
Activated (D4 T cell

Cell
Immature B cell
Plasmacytoid dendritic cell
MDSC

Neutrophil

T follicular helper cell
Central memory CD4 T cell
Macrophage

Immature dendritic cell
Type 2 T helper cell
Effector memeory CD8 T cell
Monocyte

CD36dim natural killer cell
Mast cell

Natural killer T cell
Natural killer cell
Activated B cell

Eosinophil

Effector memeory CD4 T cell
Regulatory T cell

Central memory CD8 T cell
Activated CD8 T cell

Type 1 T helper cell

Type 17 T helper cell
Gamma delta T cell

Memory B cell

Activated dendritic cell
CD36bright natural killer cell
Activated CD4 T cell

cor
0.25112782

0. 042515379
0.199794942
0.03520164

0. 164866712
—0. 202050581
0. 152563226
0.039712919
0. 406493506
0. 386602871
0. 052494874
—0. 028776487
0. 282296651
0. 095625427
0. 005126452
0. 186466165
—0. 046548189
0. 293779904
—0. 079084074
0. 065345181
0. 296240602
0. 238140807
0. 55974026
0.183116883
—0. 066643882
0. 298838004
0. 313943951
0.171975393

—0. 231442242
—0. 144907724
—0. 14709501

0. 06910458
—0. 075734792
0. 138072454
—0. 187969925
—0.07771702
—0. 347641832
0. 068899522
—0. 084894053
—0. 02556391
—0. 188585099
—0. 299589884
—0. 119002051
0. 462747779
—0. 083185236
—0. 118796992
—0. 003896104
0. 035269993
—0. 135133288
—0. 054887218
—0. 080929597
—0. 258304853
0. 236637047
0. 052084757
—0. 046889952
—0. 107997266

0.050717703

0. 17265892
—0. 07593985
—0. 334313055

—0. 087833219
0. 134107997
—0.116883117
0. 240396446
0. 046548189
0. 234107997
—0. 068421053
0.079220779
0. 091045796

0. 05796309
—0.014764183
0. 027409433
0.145112782
0.015379357
0.07163363
. 123650034
. 114764183
. 392891319
. 155844156
. 122146275
. 178263841
. 069651401
—0. 027546138

coooooo

pvalue Gene
0. 062131985 FUT3
755129553 FUT3
139604278 FUT3
796283111 FUT3
223995329 FUT3
0. 13512065 FUT3
. 260856561 FUT3
. 770825267 FUT3
. 002033389 FUT3
. 003454778 FUT3
. 700076462 FUT3
. 832904525 FUT3
. 035385855 FUT3
0. 48220182 FUT3
0.970187301 FUT3
0. 168412438 FUT3
0. 732717179 FUT3
0. 028346652 FUT3
0. 56134722 FUT3
. 631431752 FUT3
. 027002828 FUT3
. 077287653 FUT3
1. 05E-05 FUT3
. 176293519 FUT3
. 624652425 FUT3
. 025643095 FUT3
. 018830936 FUT3
. 204442192 FUT3
pvalue Gene
0. 086184134 B3GNT6
0. 285758563 B3GNT6
0. 278488545 B3GNT6
0.611892672 B3GNT6
0. 57808941 B3GNT6
. 309280181 B3GNT6
. 164959433 B3GNT6
. 568152979 B3GNT6
. 008970297 B3GNT6
. 612951662 B3GNT6
. 532861633 B3GNT6
. 851354527 B3GNT6
. 163561978 B3GNT6
0. 02526047 B3GNT6
0. 381326857 B3GNT6
0.000381921 B3GNT6
0. 541164884 B3GNT6
0. 38215251 B3GNT6
0.97738818 B3GNT6
. 795895724 B3GNT6
. 319768855 B3GNT6
. 687092771 B3GNT6
. 552221167 B3GNT6
. 054849112 B3GNT6
. 079218198 B3GNT6
. 702311007 B3GNT6
730827743 B3GNT6
0. 427138555 B3GNT6
pvalue Gene
0.709777611 SCGB1A1
. 202628244 SCGBIA1L
. 577057801 SCGBIA1L
. 012135936 SCGBIA1L
. 213685403 SCGBIA1L
. 518729258 SCGBIA1L
. 323480651 SCGBIA1L
. 389910254 SCGBIA1L
. 074462358 SCGBIA1L
. 732717179 SCGBI1A1L
. 082551366 SCGBIA1L
. 615425717 SCGBI1A1L
. 560668773 SCGBIAL
. 503502141 SCGBIA1L
. 670531793 SCGBI1A1L
. 913907854 SCGBIA1L
. 840745186 SCGBIA1L
. 285071714 SCGBI1A1L
. 910326922 SCGBIA1L
. 598897583 SCGBIA1L
. 362900699 SCGBIA1L
. 398607629 SCGBIA1L
. 002931261 SCGBIA1L
. 250648188 SCGBIA1L
. 368801461 SCGBIA1L
. 188185505 SCGBIA1L
. 609072581 SCGBIA1L
0. 83996041 SCGB1Al

0.
0.
0.
0.

coooooo

oo o

°

cooooooo

Cell
Immature B cell
Plasmacytoid dendritic cell
MDSC

Neutrophil

T follicular helper cell
Central memory CD4 T cell
Macrophage

Immature dendritic cell
Type 2 T helper cell
Effector memeory CD8 T cell
Monocyte

CD36dim natural killer cell
Mast cell

Natural killer T cell
Natural killer cell
Activated B cell

Eosinophil

Effector memeory CD4 T cell
Regulatory T cell

Central memory CD8 T cell
Activated CD8 T cell

Type 1 T helper cell

Type 17 T helper cell
Gamma delta T cell

Memory B cell

Activated dendritic cell
CD36bright natural killer cell
Activated (D4 T cell

Cell
Immature B cell
Plasmacytoid dendritic cell
MDSC

Neutrophil

T follicular helper cell
Central memory CD4 T cell
Macrophage

Immature dendritic cell
Type 2 T helper cell
Effector memeory CD8 T cell
Monocyte

CD36dim natural killer cell
Mast cell

Natural killer T cell
Natural killer cell
Activated B cell

Eosinophil

Effector memeory CD4 T cell
Regulatory T cell

Central memory CD8 T cell
Activated CD8 T cell

Type 1 T helper cell

Type 17 T helper cell
Gamma delta T cell

Memory B cell

Activated dendritic cell
CD36bright natural killer cell
Activated (D4 T cell

Cell
Immature B cell
Plasmacytoid dendritic cell
MDSC

Neutrophil

T follicular helper cell
Central memory CD4 T cell
Macrophage

Immature dendritic cell
Type 2 T helper cell
Effector memeory CD8 T cell
Monocyte

CD36dim natural killer cell
Mast cell

Natural killer T cell
Natural killer cell
Activated B cell

Eosinophil

Effector memeory CD4 T cell
Regulatory T cell

Central memory CD8 T cell
Activated CD8 T cell

Type 1 T helper cell

Type 17 T helper cell
Gamma delta T cell

Memory B cell

Activated dendritic cell
CD36bright natural killer cell
Activated CD4 T cell

cor
0. 337320574
0. 038961039
0. 313533835
0. 081203008
0. 2265892

—0. 03595352

. 214490772
. 111278195
. 436842105
. 410663021
. 152836637
. 062337662
. 391182502
. 257758031
. 095146958
. 112166781
. 067395762
. 283732057
. 031032126
. 142173616
. 371155161
. 383116883
. 503622693
. 300546822
. 015311005
. 354272044
. 375529733
. 288311688

coodoooooooooooodooooe

0. 006356801
0.161107314
—0. 113397129
—0. 344702666

0.05140123
—0.131237184
—0.011414901
0. 063909774
0. 333834586
—0. 013738893
0.095010253
0.070471634
0. 254750513

0.11114149
—0. 121667806
—0. 20683527
0. 068762816
0. 190020506
—0. 033697881
—0. 020437457
. 116131237
. 103827751
. 347505126
. 115379357
. 071838688
. 025153794
0. 21619959
—0. 019207109
cor

222761053
—0. 276603283
—0. 224823974
0.031872125
0. 009626963
0. 246828461
—0. 10802828
—0. 358226179
—0. 103352327
—0. 022932802
0. 095410082
—0. 174110507
—0. 329345289
—0. 144404449
0. 032937967
0. 157985343
—0. 235998127
—0. 297816984
0. 059343352
—0. 157641523
0. 056524027
—0. 063022227
—0. 341894723
—0. 211690045
0. 0468283
127350971
—0. 328348211
—0. 084167164

pvalue
0.011347622
0. 775052287
0. 018993047
0. 55087525
. 093120969
. 792024575
. 112325361
. 413162502
. 000852798
. 001812526
. 259995268
. 647247511
. 003066019
. 055378295
. 484404546
. 409423476
. 620741673
. 034433144
. 820003294
. 295021137
. 005109108
. 003779459
9. 47E-05
. 024780491
. 910724717
. 007683606
. 004581325
0. 031535678
pvalue
0. 962988802
. 234848975
. 404279031
. 009598392
. 706040846
. 334019255
. 933432234
. 638960148
. 012265626
. 919879844
. 485034876
. 604853099
0. 05836368
. 413739489
. 370691161
. 125971481
. 613658096
. 160335244
. 804817909
. 880957722
. 392983405
. 445282964
. 008998695
. 396070879
. 597849318
. 853715809
. 109441197
0. 888088382
pvalue
0. 098901896
. 039048354
. 095736398
. 815614714
. 943860697
. 066665277
. 428069383
. 006710812
. 448446608
. 866768362
. 484253103
. 199364165
. 013190475
0.28831344
0. 809561933
0. 24486615
. 079938479
. 025797694
. 663960127
. 245907693
. 679036722
. 644484863
. 009907794
. 117296584
. 731812682
. 349618897
. 013487349
. 537406625

coocoooocoooooooo0 0o

cooo

coocoooooooo

coocoocoocoooooo o

coococooocooooe

coococooocooooe




image1.tiff
[S—

[—

ors st s st





image2.png
Gene
TSLP

FUTS

FUT3

HCRT

B3GNTé

KDELR3

Primer sequence (5-3')

Forward:
Reverse:
Forward:
Reverse:
Forward:
Reverse:
Forward:
Reverse:
Forward:
Reverse:
Forward:
Reverse:

SCGB1A"Forward:
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5-CCAGGCTATTCGGAAACTCAGAT-3'
5-GTGACACTTGTTCCAGACATTTATTG-3'
5'-CCCCAGCAGAAGCAACTACGAG-3'
5-CGTCTCCCGCCAGTGAAAGTAG-3'
5-ACTTGGAGCCACCCCCTAACTGC-3'
5-GCCAGCCGTAGGGCGTGAAG-3'
5-TGAACCTTCCTTCCACAAAGG-3'
5-GCAAGAGCAAGTCTTTTGACG-3'
5-GTGTTCCTGCTCCTGGCGGTG-3'
5-CGGGGTGCCCAATAGAAAGAGG-3'
5-TTGCTCTCGTCTTCACCACCAGG-3'
5-AAGAAACTCCAGGCGGAATGTGTC-3'
5-CTCACCCTGGTCACACTGGCTC-3'
5-AATGATGCTTTCTCTGGGCTTTTG-3'
5-TGGCACCCAGCACAATGAA-3'
5-GAAGCATTTGCGGTGGACG:
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KRT6C 0.726623016  7.143807229 4.002955537 0.000130128  0.000135172 0.50632425
CABYR 0.715941799  8.140674699 4689667076 9.93E-06 1.64E-05 2.956615501
GSN 0.70452381 13.6086747 4.377101445 3.30E-05 4.51E-05 1.810570209
PYCR1 0.691921958  9.310024096 6.303804 1.12E-08 1.06E-07  9.515540199
COMTD1 0.685402116  10.10318072 6.640861274 2.47E-09 3.31E-08  10.98645744
FUT3 0.685206349  10.57553012 5.862941945 7.77E-08 3.15E-07 7.635717768
LGALS7B 0.677223214  10.65342169 4.257040813 5.16E-05 6.29E-05 1.383681267
FUTS 0.676783069 10.8006988 6.161031757 2.11E-08 1.29E-07  8.900875672
GSTM3 0.645736111  9.170566265 4.024634283 0.000120411  0.000127048 0.579753017
PLAT 0.644334656  7.648361446 4.14350927 7.83E-05 8.82E-05 0.987183347
SGK1 0.63848545  11.25319277 4.863914697 4.99E-06 9.30E-06 3.615949364
TMEM200,  0.638475529 7.533963855 5.434614703 4.83E-07 1.44E-06 5.866662963
KLF9 0.633022487  10.08446988 4.942418703 3.65E-06 7.30E-06 3.9174987

ST8SIAS 0.630474868  8.345084337 4.069981474  0.000102285 0.000111432  0.734226226
DNAJC12 0.624720238  8.255831325 4.056755466 0.000107282 0.000115006 0.689050528

TIMP1 0.622503968  10.81589157 5.037168104 2.49E-06 5.47E-06  4.285029984
S100A2 0.618425926 12.4913253 4.843721388 5.41E-06 9.94E-06 3.538827105
CEACAME 0.617789021  13.33422892 3.876461181 0.000203638 0.000203638 0.083369839
S100A14 0.617612434  11.28855422 6.291102589 1.19E-08 1.06E-07  9.460644022
CD44 0.613901455  10.06845783 4.702384526 9.45E-06 1.58E-05 3.004258825
SYT8 0.613776455  7.922373494 4.457113175 2.43E-05 3.40E-05 2.099262463
PNMT 0.611592593  6.763048193 4.469922694 2.32E-05 3.29E-05 2.145786341
NEK6 0.608561508  9.321373494 4.511834815 1.98E-05 2.85E-05 2.298591629
DNAJC1 0.604554233  9.849373494 7.271666467 1.38E-10 4.62E-09 13.80122778
TFF3 0.602265708  13.79803313 4.527830702 1.86E-05 271E-05 2.357143373
DDIT4 0.599490741  12.80373494 5.90171647 6.57E-08 2.75E-07 7.798809049
HISTIH1A  0.596140212 8.172289157 3.940851852  0.000162303 0.000164762 0.297488583
GRK5 0.59560119  7.796518072 5.109181738 1.86E-06 4.29E-06  4.566916364
IGF2BP3 0.59232672  8.654493976 3.926203049 0.000170934 0.000172219  0.248559992
MzB1 0.589689815  7.232048193 4.30391812 4.33E-05 5.69E-05 1.549444727
VsiG2 0.589027778  11.05963855 4.886284956 4.57E-06 8.75E-06 3.701599379
FKBP11 0.578280423  11.11831325 5.671902715 1.77E-07 6.40E-07  6.839089757
B3GNTé 0.570176257  7.260512048 4.988846378 3.03E-06 6.24E-06  4.097108468
PXDN 0.561693122  7.077566265 5.62482195 2.16E-07 7.24E-07 6.644597736
HOMER2 0.555236111  9.056506024 6.102412312 2.73E-08 1.53E-07 8.650080911
CIT 0.55305754  9.399036145 4.543589785 1.75E-05 2.58E-05 2.414953326
CLDN10 0.541451058  10.65768675 4.195435941 6.48E-05 7.60E-05 1.167651515
SDCBP2 0.54071627 8.31026506 5.096724975 1.96E-06 4.44E-06  4.518001735
DPYSL3 0.533910384  9.344487952 4.598038184 1.42E-05 2.14E-05 2615636058
PTTG1 0.532851852  10.15966265 4640768842 1.20E-05 1.85E-05 2774146463
UBE2C 0.530324074 7.86173494 4.014299924  0.000124953 0.00013081  0.544715212
KRT8 0.516102513  10.44234337 6.016269489 3.99E-08 2.05E-07 8.283268633
CEACAM3 0.514111111  8.633759036 3.954425145 0.000154679 0.000158222  0.342938064
KDELR3 0.509303571  8.255626506 4.709537508 9.19E-06 1.56E-05 3.03108964
CA12 0.5092333  7.210921687 4.276530648 4.80E-05 6.01E-05  1.452455924
NCKAPSL  -0.502294974 11.23036145  -4.992861606 2.98E-06 6.24E-06 4.11268552
PER2 -0.518453373  10.41564458  -6.128877999 2.43E-08 1.42E-07 8763193953
FPR3 -0.528472222 7.415662651 -3.970285988 0.000146205 0.000150703 0.396184716
OSBPL6 -0.530687831 12.45120482  -4.292015263 4.53E-05 5.86E-05 1.507243048
FOXA2 -0.536915564 8.288879518  -5.417688573 5.19E-07 1.48E-06 5.798063892
PER3 -0.539418651 7.717943775 -6.175772788 1.98E-08 1.26E-07  8.964090079
PRKAR2B  -0.546272487 7.867060241  -5.349350133 6.90E-07 1.81E-06 5.522178792
ALOXE3 -0.547573413  7.124108434  -5.565363273 2.78E-07 8.67E-07  6.400050439
AVPI -0.549820106 10.282  -4.930792299 3.82E-06 7.53E-06 3.872667771
ABCA13 -0.551474868 12.56421687  -4.577754069 1.53E-05 2.28E-05 2.540703342
MANBA -0.55785119  9.317951807  -5.923605688 5.97E-08 2.71E-07 7.891079987
GSTA1 -0.567645503 13.81108434  -4.366755028 3.43E-05 4.64E-05 1.773481782
BCL3 -0.570092593 11.54795181  -4.803765216 6.34E-06 1.15E-05  3.386770514
TXLNB -0.572993386 9.678216867  -4.684280992 1.01E-05 1.66E-05 2.936460776
FABP6 -0.579074074 12.82337349  -4.654863546 1.14E-05 1.77E-05  2.826624852
GSTA2 -0.589199735 14.45506024  -4.735912954 8.29E-06 1.42E-05 3.130232088
GEM -0.595275794 7.196590361  -5.638911671 2.04E-07 6.99E-07  6.702724437
cLu -0.602579365 13.82566265 -4.676776573 1.04E-05 1.67E-05 2.908402258
CYP2A13 -0.621417989  9.323433735  -4.192978879 6.54E-05 7.60E-05 1.159078471
SLC13A3 -0.624970899  11.11351807  -4.328982123 3.95E-05 5.24E-05 1.638556532
GSTA3 -0.626388889 13.40626506  -4.658623185 1.12E-05 1.77E-05 2.840639138
CYP2F1 -0.631174272 1273377711 -4.336152756 3.84E-05 5.15E-05 1.664112184
KCTD12 -0.632582011 9.787493976  -5.677921786 1.72E-07 6.40E-07  6.864008308
TGM7 -0.652166005 6.89713253  -6.667623223 2.19E-09 3.26E-08  11.10434292
TNFAIP2 -0.654775132  12.16192771  -4.060146369 0.000105979 0.000114525 0.7006232
SCGN -0.670122354 7.512795181  -4.176019048 6.96E-05 7.90E-05 1.099994099
FCER1A -0.682312169 7.984385542  -4.429955582 2.70E-05 3.73E-05 2.000904158
AMY1C -0.684728836 13.40542169  -4.286432539 4.63E-05 5.90E-05 1.487475602
THEG -0.685337963 7.185566265  -5.418864574 5.16E-07 1.48E-06 5.802826642
SLAMF9 -0.687433862 8.603337349  -5.381471038 6.03E-07 1.68E-06 5.651635064
GSTAS -0.723816138  14.43349398  -5.191179092 1.33E-06 3.36E-06  4.890484023
NCOA7 -0.726438051 9.560638554  -5.375999781 6.17E-07 1.69E-06 5.629557001
PROS1 -0.726961199 10.8351004  -4.628233037 1.26E-05 1.92E-05 2.727552773
MAOCB -0.742216601 9.078542169 -5.66039173 1.86E-07 6.55E-07  6.791468731
CCL15 -0.748338624  7.707578313 -6.36333552 8.60E-09 8.87E-08 9.773377851
PCDH17 -0.748938492 9.03746988  -4.782727145 6.89E-06 1.23E-05 3.307001398
DDC -0.749546958 7.587096386  -4.271669128 4.89E-05 6.06E-05 1.435281666
DNASE1L: -0.754695106 7.944771084 -4.777348716 7.04E-06 1.24E-05  3.286640928
STEAP4 -0.758007275 9.091277108  -5.708531936 1.51E-07 5.79E-07 6.990918154
CXCLé -0.759876323 9.271349398  -4.191285057 6.58E-05 7.60E-05 1.153170419
SYT13 -0.767228175  7.144240964 -6.26208528 1.35E-08 1.06E-07  9.335383942
WNK4 -0.772548611 6.835373494  -8.526600038 3.84E-13 5.14E-11  19.55352275
CRABP2 -0.780607143 7.628325301  -5.598657839 2.42E-07 7.90E-07 6.536837772
PTGIR -0.788524802 8.222427711  -6.865753074 8.91E-10 1.71E-08  11.98164299
EPHA10 -0.807010582 7.549807229  -4.947045541 3.58E-06 7.27E-06  3.935356037
CNTD1 -0.83003836 9.124048193  -6.497107039 4.73E-09 5.28E-08  10.35589403
BHLHE22  -0.858011905 8.741433735 -5.926934946 5.89E-08 271E-07 7.905126645
KCNA1 -0.872270833 7.382313253  -6.274859104 1.28E-08 1.06E-07  9.390498611
PIP -0.874823413  11.85531325  -4.290828412 4.55E-05 5.86E-05 1.503039217
ACHE -0.899650132  8.555710843 -4.09437335 9.36E-05 0.000102861 0.817802449
SLAMF7 -0.911030423 9.849180723  -5.555688578 2.90E-07 8.83E-07 6.360375047
HCRT -0.965228175 11.8376506 -5.912773 6.26E-08 271E-07 7.845398238
c3 -1.02890873 12.64024096  -4.240664732 5.48E-05 6.56E-05 1.326053235
TMEM45A  -1.135154762  9.380445783  -4.902330314 4.29E-06 8.32E-06 3.763170306
CSH1 -1.138152116  9.917349398  -6.248163528 1.44E-08 1.07E-07  9.275364257
GPR156 -1.240062169  10.17407229  -6.981801428 5.24E-10 1.17E-08 12.4989867
LTF -1.291222884 10.11655422  -6.043951312 3.53E-08 1.89E-07  8.400913601
SCGB1A1  -1.300694444 17.69686747  -5.115383823 1.81E-06 4.26E-06  4.591294306
SCGB3A1  -1.345615079 17.13433735 -4.676416373 1.05E-05 1.67E-05 2.907056169

C7orf26 -1.449072751 11.6193494 -7.795786657 1.20E-11 8.05E-10 16.18568834
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CCDC3  blue
CCDC74B blue
CCDC8  blue
CCDC81  blue
CCDC88B blue
CCDC89 blue
CccK blue
CCND1  blue
CCND2  blue
ccs blue
CD209 blue
CD36 blue
CD44 blue
CD59 blue
CDC16  blue
CDC42BPiblue
CDC42EP: blue
CDC42SE blue
CDCA3  blue
CDCA7L  blue
CDH3 blue
CDKN1C  blue
CDS1 blue
CELSR1  blue
CEP68 blue
CEPT1 blue
CERK blue

id

DPH2
DPP3
DPYSL3
Dax1
DRD1
DSCAML1
DTD1
DTX4
DUOXA2
DUSP22
DYDC1
DYM
DYNC2H1
DYNLRB2
DYRK3
E2F2
E2F5
ECE2
ECHDC3
ECHs1
ECI2
EDARADD
EFEMP1
EFHC2
EFHD1
EFHD2
EFNAS
EFNB2
EGLN3
EID2B
EIF1B
EIF2AK4
EIF2D
EIF4E2
ELAC1
ELAVL1
ELP2
ELP3
EMB
EML1
EMP2
ENC1
ENDOV
ENO1
ENOX1
ENPP5
ENTPD4
EPB41L1
EPB41L2
EPDR1
EPHB1
ERAP2
ESD
ESRRA
ESRRG
ETFA
EXOc4
EXO0sC1
EYA2
F12
FA2H
FABP6
FADS1
FADS3
FAF2
FAM110A
FAM110C
FAM117A
FAM120B
FAM122A
FAM166B
FAM167A
FAM171A1
FAM171B
FAM174B
FAM3B
FAM3D
FAM50B
FAM76A
FAMB83F
FAM86C1
FAMBA1
FAR2
FBXO2
FBXO8
FCF1
FECH
FER
FGF14
FGF8
FGFBP2
FGFR1
FHOD1
FJx1
FKBP4
FKBPS
FLAD1
FLNB
FMN2
FOLR1
FOLR3
FOXA2
FOXo1
FRA10AC1
FSTL1
FTsJ3
FUT2
FUT3
FUTS
FXYD&
Fyco1
FzZD5
GAB1
GAB2
GABRB3
GALNT10
GALNT14
GAPDH
GAPVD1
GAS6
GATA6
GATM
GCNT3
GCOoM1
GEMIN4
GEN1
GJBS
GLIPR1L2
GLIS1
GLIS3
GLOD4
GLTP
GLYATL2
GMDS
GNA15
GNG7
GNPAT
GOT1
GPBP1L1
GPM6B
GPR143
GPR87
GPRASP1
GPRASP2
GPT2
GRAP
GRB10
GRB14
GRHL3
GRK5
GRSF1
GSDMC
GSTA1
GSTA2
GSTA3
GSTAS
GTPBP1
GXYLT2
GYG2
GZF1
HADH
HCAR1
HEY2
HHLA2
HIBADH
HINT3
HIRIP3
HIST1H4A
HIST1H4E
HIST1H4H
HIST1H4I
HIST2H4B
HMCN1
HMGN3
HNF1A
HNRNPD
HNRNPF
HOMER3
HOOK1
HPs4
HPS6
HSD11B2
HSD17B11
HSD17B2
HSDL1
HSDL2
HSF2
HSP90AB1
HSPA12A
HSPA1L
HSPB8
HYAL2
ICA1

IDE

D1
IGFBP2
IGFBP3
IGFBP5
IGFBP7

moduleColor
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue
blue

id moduleCol id moduleCol id
MAP2 blue SERPINI1 blue ZNF239
MAP3K6 blue SERTAD4 blue ZNF250
MAPK13  blue SESN1 blue ZNF274
MAPK4  blue SEZ6L2  blue ZNF285
MARCKS blue SFXN1 blue ZNF287
MAT2A  blue SFXNS blue ZNF304
MBP blue SGCE blue ZNF329
MCM6 blue SGK1 blue ZNF382
MDC1 blue SH2D4A  blue ZNF396
MEAF6  blue SH3BGRL blue ZNF473
MECP2  blue SH3GL3  blue ZNF516
MED17  blue SH3GLB1 blue ZNF527
MED21  blue SH3KBP1 blue ZNF529
MED8 blue SHANK2  blue ZNF540
METRN  blue SHMT2  blue ZNF554
METTL1 blue SHPK blue ZNF561
METTL7A blue SHQ1 blue ZNF564
MFSD2A  blue SIAH1 blue ZNF57
MGP blue SIAH3 blue ZNF593
MICALT  blue SIK2 blue ZNF598
MID1 blue SIK3 blue ZNF619
MIOS blue SIPA1L2  blue ZNF627
MLF1 blue SLC11A2 blue ZNF667
MMP1 blue SLC12A4 blue ZNF671
MOSPD1 blue SLC13A3 blue ZNF709
MPPE1  blue SLC16A12 blue ZRANB1
MPV17L2 blue SLC19A2 blue ZSCAN21
MREG blue SLC20A2 blue ZSCAN4
MRM1 blue SLC22A15 blue

MRPL15  blue SLC22A4 blue

MRPS12  blue SLC22A5 blue

MRPS18B blue SLC23A1 blue

MRPS34 blue SLC25A17 blue

MSL2 blue SLC25A38 blue

MSLN blue SLC25A44 blue

MSMO1  blue SLC25A46 blue

MSRB3  blue SLC25A5 blue

MT1A blue SLC27A2 blue

MT1B blue SLC2A12 blue

MT1H blue SLC2A8  blue

MTHFD2 blue SLC37A1 blue

MTMR2  blue SLC38A7 blue

MTMRS8  blue SLC4A4  blue

MTUS2  blue SLC5A1  blue

MUC15  blue SLC5A8  blue

Muc2 blue SLC6A16 blue

MUCL1  blue SLC6A8  blue

MVP blue SLC7A2  blue

MYCBPAP blue SLCO3A1 blue

MYCT1  blue SLIT1 blue

MYO5B  blue SLIT2 blue

N4BP2L1 blue SLITRKS5  blue

NAAA blue SMAD2  blue

NACAD  blue SMAP1  blue

NAGPA  blue SMARCD3 blue

NAGS blue SMC1A  blue

NAV1 blue SMO blue

NAV3 blue SNCAIP  blue

NCAPD2 blue SNRK blue

NDN blue SNRNP40 blue

NDNF blue SNRPE  blue

NEDDA4L  blue SNTB2  blue

NEGR1  blue SNTG2  blue

NEK11 blue SNTN blue

NEK6 blue SOD3 blue

NEK9 blue SORL1 blue

NELL2 blue SOX12 blue

NEO1 blue SOX7 blue

NFATC2 blue SOX9 blue

NFE2L3  blue SPAG6  blue

NFIB blue SPAG7  blue

NFIC blue SPATA17 blue

NGEF blue SPATA18 blue

NIPSNAP1 blue SPATA24 blue

NKIRAS1 blue SPATS1  blue

NLRP14  blue SPEN blue

NME1 blue SPHK1 blue

NME2 blue SPHK2  blue

NNMT blue SPICE1  blue

NOP10  blue SPIN2B  blue

NOTCH4 blue SPOCK3  blue

NPHP4  blue SPRED1  blue

NPNT blue SPRR1A  blue

NPR3 blue SPRR1B  blue

NR2F1 blue SPRR3  blue

NRXN3  blue SPRY4  blue

NT5DC2 blue SQLE blue

NUBPL  blue SRA1 blue

NUDT14 blue SRD5A3  blue

NUP153  blue SRGAP2 blue

OAT blue SRI blue

OAZ1 blue SRPX2  blue

ODF1 blue SSBP2  blue

OPRL1 blue SSPN blue

OSBPL10 blue SSR2 blue

OSBPL3  blue ST13 blue

OSBPL6  blue ST14 blue

OTUD6A  blue ST3GAL5 blue

OXTR blue STE6GALN:/ blue

PACSIN3  blue ST7L blue

PAIP2B  blue ST8SIA4  blue

PAPPA  blue STAG3  blue

PARM1  blue STARDS blue

PAXIP1  blue STBD1 blue

PCDH7  blue STC1 blue

PCDHB5  blue STEAP1  blue

PCID2 blue STK17A  blue

PCYT1B blue STK39 blue

PDE4DIP blue STOM blue

PDE6A  blue STOX1 blue

PDLIM3  blue STX18 blue

PDPK1 blue STX1B blue

PDSS2  blue STX4 blue

PEG10  blue STX7 blue

PER2 blue STXBP1 blue

PEX11A  blue SULF1 blue

PEX14 blue SUMF1  blue

PFAS blue SUMF2  blue

PFDN5  blue SURF4  blue

PGM5 blue SUSD2  blue

PGRMC1 blue SVIL blue

PHC1 blue SYNM blue

PHEX blue SYT17 blue

PHF2 blue SYTS blue

PHLDA2  blue TACC1 blue

PHLDB2 blue TADA1 blue

PHTF1 blue TAF4 blue

PIGP blue TAF6 blue

PIGT blue TAGLN3  blue

PIGU blue TAPT1 blue

PIGV blue TARS blue

PIK3C2A blue TASP1 blue

PIK3R3  blue TBC1D1 blue

PIP blue TBC1D16 blue

PIWIL4 blue TBC1D24 blue

PKD2 blue TBC1D2B blue

PKIB blue TBC1D7 blue

PLATA blue TBL1Y blue

PLA2G10 blue TCEAL4  blue

PLA2G16 blue TCP10L  blue

PLAC8 blue TCTN2  blue

PLAG1 blue TEKT2  blue

PLAT blue TEKT3  blue

PLCE1 blue TEP1 blue

PLCH1 blue TFCP2L1 blue

PLDé blue TFDP2  blue

PLEK2 blue TGFBR3 blue

PLEKHAS blue TGM3 blue

PLEKHG4I blue THBS4  blue

PLSCR4  blue THRA blue

PLXNA2  blue THSD4  blue

PNCK blue TIGDé blue

PNMA2  blue TIMM10  blue

PNRC1  blue TIMM8A  blue

POGK blue TIMMDC1 blue

POLR1B  blue TLE1 blue

POLR1E blue TLRS blue

POLR2G blue TM9SF4  blue

POLR3F  blue TMED3  blue

POLR3H blue TMEM104 blue

POMC blue TMEM117 blue

POTEE  blue TMEM121 blue

PPIB blue TMEM131 blue

PPIE blue TMEM132,blue

PPM1H  blue TMEM14A blue

PPP1R13L blue TMEM151Iblue
PPP1R14(blue TMEM159 blue

PPP1R36 blue TMEM165 blue

PPP2CB  blue TMEM167.blue

PPP3CA blue TMEM19 blue

PPP4R4  blue TMEM200, blue

PQLC3  blue TMEM208 blue

PRDX6  blue TMEM209 blue

PREB blue TMEM218 blue

PREP blue TMEM25 blue

PRICKLE2 blue TMEM41B blue

PRKAA1  blue TMEM43  blue

PRKAR1A blue TMEM44  blue

PRKCE  blue TMEM45B blue

PRMT6  blue TMEMS0B blue

PRMT8  blue TMEMS59  blue

PROM1  blue TMEMSSL blue

PROM2  blue TMEME1  blue

PROS1  blue TMEM67 blue

PRPS1 blue TMEME8 blue

PRPSAP2 blue TMEMS80 blue

PRR15L  blue TMEM97 blue
PRR5-ARFblue TMEM98 blue

PRRT3  blue TMPRSS1 blue

PRSS16  blue TMPRSS1 blue

PRSS23  blue TMPRSS4 blue

PRSS50 blue TMSB10 blue

PRSS8  blue TNC blue

PRTFDC1 blue TNFRSF1¢blue

PRUNE2 blue TNFSF4  blue

PSCA blue TNKS2  blue

PSMA7  blue TNNC1  blue

PSMC1  blue TNNT3  blue

PSME4  blue TNS3 blue

moduleCol id moduleColor
blue ASCL1 darkolivegreen
blue BEX1 darkolivegreen
blue CALCA  darkolivegreen
blue CDH18  darkolivegreen
blue CHGB darkolivegreen
blue CHRMS  darkolivegreen
blue CRMP1  darkolivegreen
blue CRYBB1 darkolivegreen
blue DBH darkolivegreen
blue DDC darkolivegreen
blue DISP2 darkolivegreen
blue DPP10 darkolivegreen
blue DPYSL5 darkolivegreen
blue DUSP26 darkolivegreen
blue EBF2 darkolivegreen
blue ELAVL4  darkolivegreen
blue FAM155A darkolivegreen
blue FEZF2 darkolivegreen
blue GGTLC1 darkolivegreen
blue GP2 darkolivegreen
blue GRP darkolivegreen
blue HOXB5  darkolivegreen
blue IL1R1 darkolivegreen
blue INA darkolivegreen
blue INSM1 darkolivegreen
blue KCNA4  darkolivegreen
blue KCNC1  darkolivegreen
blue KCNH2  darkolivegreen
KCNJ5 darkolivegreen
KIF1A darkolivegreen

MIA darkolivegreen
MID2 darkolivegreen
MORN4  darkolivegreen
NDST4  darkolivegreen
NEB darkolivegreen

NELL1 darkolivegreen
NOL4 darkolivegreen
NPTX1 darkolivegreen
NXT1 darkolivegreen
OLFM1  darkolivegreen
ORS51E1  darkolivegreen
PCDH8  darkolivegreen
PCSK1 darkolivegreen

PDZRN3 darkolivegreen

PEX5L darkolivegreen
QPCT darkolivegreen
RNF182  darkolivegreen
SCG5 darkolivegreen
SCGN darkolivegreen
SGPP2  darkolivegreen

SH3BGR darkolivegreen
SLC26A9 darkolivegreen
SLC35D3 darkolivegreen
SLC44A5 darkolivegreen
SPHKAP  darkolivegreen
SPOCK1 darkolivegreen
SRRM4  darkolivegreen
SUCNR1 darkolivegreen

sv2B darkolivegreen
SYT1 darkolivegreen
SYT13 darkolivegreen
SYT4 darkolivegreen
TFPI2 darkolivegreen
TPH1 darkolivegreen
TUBB2B darkolivegreen
ZNF772  darkolivegreen
ACHE darkturquoise
ACPP darkturquoise
ADAM9  darkturquoise
AGPAT4  darkturquoise
ALOXE3 darkturquoise

AMOTL2 darkturquoise
ANKRDS darkturquoise
AQP8 darkturquoise
ARMCX3 darkturquoise
ATCAY  darkturquoise
ATP6V1B1 darkturquoise
ATP6V1G: darkturquoise
AZGP1 darkturquoise
B3GAT1 darkturquoise
BHLHE22 darkturquoise
BPIFA1  darkturquoise
C120rf54 darkturquoise
C160rf54 darkturquoise

Cc3 darkturquoise
C70rf26  darkturquoise
CA8 darkturquoise
CALML5 darkturquoise

CCDC169 darkturquoise
CCL15 darkturquoise
CD300LB darkturquoise
CDH12  darkturquoise
CDK14  darkturquoise
CEACAMS darkturquoise
CGN darkturquoise

CNN3 darkturquoise
CNTD1  darkturquoise
CNTF darkturquoise

COMTD1 darkturquoise

COPZ2  darkturquoise
CPXM1  darkturquoise
CRABP2 darkturquoise

CSGALNA darkturquoise

CSH1 darkturquoise
CX3CL1 darkturquoise
CXCL6 darkturquoise

CYP24A1 darkturquoise
CYP2A13 darkturquoise
CYP2A6 darkturquoise
CYP2A7  darkturquoise
CYP2F1  darkturquoise
DEFB1 darkturquoise
DIRAS2  darkturquoise
DKK1 darkturquoise
DMBT1  darkturquoise
DNAJC1  darkturquoise
DNAJC17 darkturquoise

EBF4 darkturquoise
EGFL6 darkturquoise
EIF2AK3 darkturquoise

ELL3 darkturquoise

EPHA10 darkturquoise
ERBB2  darkturquoise
ERP27 darkturquoise
ESPNL  darkturquoise

FAM181A darkturquoise

FAM81A  darkturquoise
FBXL7 darkturquoise
FDPS darkturquoise
FGD6é darkturquoise
FGFR2  darkturquoise
GAD1 darkturquoise
GALM darkturquoise
GALNTS darkturquoise
GGPS1  darkturquoise
GHRHR  darkturquoise
GHRL darkturquoise
GJB7 darkturquoise

GNPNAT 1 darkturquoise
GPR156  darkturquoise
GPR89B darkturquoise
GRIK2 darkturquoise
GSR darkturquoise

HAP1 darkturquoise
HCRT darkturquoise
HNMT darkturquoise

HOMER2 darkturquoise

HPN darkturquoise
IL36RN  darkturquoise
IRX6 darkturquoise

KCNMA1 darkturquoise
KLK10 darkturquoise
KMO darkturquoise
KRTAP1-1 darkturquoise

LATS2 darkturquoise
LCN12 darkturquoise
LGALS7 darkturquoise

LGALS7B darkturquoise

LiMSs2 darkturquoise
LRRC8D darkturquoise
Lss darkturquoise
LTF darkturquoise
MAL darkturquoise
MALL darkturquoise

MANBA  darkturquoise
MCAM darkturquoise
MDFI darkturquoise
MED31  darkturquoise
MINK1 darkturquoise
MMP16  darkturquoise
MT1G darkturquoise
MUC5B  darkturquoise

MVK darkturquoise
MYOG darkturquoise
NBL1 darkturquoise
NCKAPSL darkturquoise
NDUFB3 darkturquoise
NGF darkturquoise

NOVA1 darkturquoise
NOX1 darkturquoise
NPY2R  darkturquoise
NTSE darkturquoise
OR5P2  darkturquoise
PCDH17  darkturquoise
PCDH20 darkturquoise

PCDHB7 darkturquoise
PDE4A  darkturquoise
PDK1 darkturquoise
PGLYRP4 darkturquoise
PIAS1 darkturquoise
PLA2G4A darkturquoise
PLAGL2 darkturquoise
PLXDC1 darkturquoise
PNMA3  darkturquoise
PPAN-P2F darkturquoise
PPP1R3F darkturquoise
PRKAR2B darkturquoise
PRKG1  darkturquoise
PRKX darkturquoise

id moduleCol
AACS lightyellow
AADAC  lightyellow
ABHD2  lightyellow
ACLY lightyellow
ADAM28  lightyellow
ADAMT SL. lightyellow
ADI lightyellow
ADRA2A  lightyellow
AGPS lightyellow
AGR2 lightyellow
AHSG lightyellow
ALG14 lightyellow
ALOX15  lightyellow
ALPL lightyellow
ANG lightyellow
ANKRD6 lightyellow
ANO1 lightyellow
ANO7 lightyellow
ARF4 lightyellow

ARHGAP2: lightyellow
ARHGAP4 lightyellow

ASPHD2 lightyellow
BACE2 lightyellow
BEND7 lightyellow
BMP8A  lightyellow
BMX lightyellow
BPIFB1  lightyellow
C1orf35 lightyellow
Céorf58  lightyellow
C8A lightyellow
CADPS2 lightyellow
CANT1 lightyellow
CAP1 lightyellow
CAPN13  lightyellow
CCDC68 lightyellow
CCL26 lightyellow
CCPG1 lightyellow
CD200R1 lightyellow
CD63 lightyellow
CDH26 lightyellow

CEACAM2 lightyellow
CEACAMS lightyellow
CEACAMS lightyellow
CEACAM? lightyellow

CEP72 lightyellow
CGREF1 lightyellow
CHAD lightyellow
CHDH lightyellow
CHI3L1  lightyellow
CHMP3  lightyellow
CHPF lightyellow
CKAP4  lightyellow
CLCA1 lightyellow
CLDN10 lightyellow
CLIC5 lightyellow
CLPTM1L lightyellow
CMYAS  lightyellow
CNPY2  lightyellow
CNRIP1  lightyellow
COG5 lightyellow
COPB2 lightyellow
CPA3 lightyellow
CPNE3 lightyellow
CPNE4 lightyellow
CREB3L4 lightyellow
CSsT1 lightyellow
CSsT2 lightyellow
CTsC lightyellow
CTSG lightyellow
CXCL17  lightyellow
DHRS7  lightyellow
DHTKD1 lightyellow
DHX35 lightyellow

DNAJC10 lightyellow
DNAJC12 lightyellow

EDEM3 lightyellow
ELOVL5 lightyellow
ENTPD3 lightyellow
EPAS1 lightyellow
ERGIC1 lightyellow
ERLEC1 lightyellow
F2R lightyellow

FAM114At1 lightyellow
FAM1558B lightyellow

FAM83D lightyellow
FAMB83E lightyellow
FBLIM1  lightyellow
FBXO32 lightyellow
FETUB lightyellow
FGF13 lightyellow
FHL1 lightyellow
FKBP10 lightyellow
FKBP11 lightyellow
FMOD lightyellow
FNBP1 lightyellow
FOLH1 lightyellow
FOXA3 lightyellow
FUT8 lightyellow
FXYD3 lightyellow
GALE lightyellow
GALNT12 lightyellow
GALNT4 lightyellow
GALNT6 lightyellow
GALNT7 lightyellow
GATA2  lightyellow
GFPT1 lightyellow
GGH lightyellow
GJB1 lightyellow
GLB1 lightyellow
GLRX3  lightyellow
GNE lightyellow
GOLM1  lightyellow
GORASP2 lightyellow
GOSR2 lightyellow
GSN lightyellow
GUCA2B lightyellow
GYG1 lightyellow
HDC lightyellow
HK2 lightyellow
HM13 lightyellow
HMGCS2 lightyellow
HPCA lightyellow
HPCAL1 lightyellow
HPGDS lightyellow
HRH1 lightyellow
HS6ST2 lightyellow
IL1RL1 lightyellow
ITLN1 lightyellow
JTB lightyellow
KAZALD1 lightyellow
KCTD14 lightyellow
KDELR2 lightyellow
KDELR3 lightyellow
KEL lightyellow
KIF16B lightyellow
KIT lightyellow
KLHDCBA lightyellow
LARP1B lightyellow
LASP1 lightyellow
LMAN1 lightyellow
LOXL4 lightyellow
LRRC31 lightyellow
LRRC59 lightyellow
LYPD2 lightyellow

LYSMD4 lightyellow
MAGED1 lightyellow
MAGEDA4B lightyellow
MAGT1  lightyellow
MANF lightyellow
MAPRE2 lightyellow
MCOLN2 lightyellow

MCTP2  lightyellow
MIA3 lightyellow
MITF lightyellow
MOCS1 lightyellow
MORC4 lightyellow

MORF4L2 lightyellow
MPPED2 lightyellow

MPZL1 lightyellow
MS4A2  lightyellow
MUCS5AC  lightyellow
MUM1L1  lightyellow
MXRA7  lightyellow
MzB1 lightyellow
NAIP lightyellow
NEU4 lightyellow
NNT lightyellow
NOS2 lightyellow
NPDC1  lightyellow
NRAP lightyellow
NTRK2  lightyellow
NUS1 lightyellow
0sTC lightyellow
P2RX4 lightyellow
P4HB lightyellow

PACSIN2 lightyellow
PDGFRL lightyellow

PDIA3 lightyellow
PDIA4 lightyellow
PDIAS lightyellow
PGM3 lightyellow
PHKB lightyellow
PHYH lightyellow
POC1B lightyellow
POLA2 lightyellow
PON3 lightyellow
POSTN lightyellow
PPIC lightyellow
PRB1 lightyellow
PRB2 lightyellow
PRB3 lightyellow
PRB4 lightyellow
PRDX4  lightyellow
PRH2 lightyellow
PROCR lightyellow
PRR4 lightyellow
PRRC1  lightyellow
PTGS1  lightyellow
PTS lightyellow
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