
Table S1. Differentially expressed genes related to fatty acid metabolism in gastric cancer (Top20)
	Gene
	baseMean
	log2FC
	lfcSE
	stat
	p-value
	padj

	CIDEA
	292.25813
	-7.664942
	1.2683825
	-6.043084
	1.51E-09
	1.21E-06

	CD36
	5336.7175
	-3.431209
	0.6680105
	-5.13646
	2.80E-07
	8.10E-05

	DPEP1
	7400.0432
	-7.785364
	1.6781243
	-4.639325
	3.50E-06
	0.0006111

	MAOA
	12753.533
	-3.106016
	0.6927826
	-4.483392
	7.35E-06
	0.0011311

	NUDT7
	160.51299
	-2.624286
	0.5988748
	-4.382027
	1.18E-05
	0.0016227

	THRSP
	42.239538
	-3.700692
	0.8547164
	-4.329731
	1.49E-05
	0.0019728

	ACSL6
	352.9751
	-3.001549
	0.7136425
	-4.205956
	2.60E-05
	0.0032081

	ACOX2
	1184.4589
	-3.181507
	0.759793
	-4.187333
	2.82E-05
	0.0034077

	EPHX2
	5082.6147
	-3.53402
	0.856012
	-4.128471
	3.65E-05
	0.0041409

	ACO2
	13816.496
	-2.051304
	0.5584073
	-3.673491
	0.0002393
	0.0148713

	CBR1
	13041.254
	-3.542999
	0.976857
	-3.626937
	0.0002868
	0.0175023

	AQP7
	1219.8693
	-3.788051
	1.0610612
	-3.570059
	0.0003569
	0.0205352

	ECI2
	2032.3115
	-1.877436
	0.6018235
	-3.119579
	0.0018111
	0.0635854

	ACADS
	5975.8802
	-2.749855
	0.8901909
	-3.089062
	0.0020079
	0.0684888

	CEL
	1021.3406
	-4.295173
	1.3923933
	-3.084741
	0.0020373
	0.0691279

	HADH
	6875.7011
	-1.679564
	0.5450397
	-3.081544
	0.0020593
	0.0691279

	PTGR1
	6813.2525
	-2.954166
	0.9916786
	-2.978956
	0.0028923
	0.0842691

	HACD1
	501.20452
	-3.804666
	1.294452
	-2.93921
	0.0032905
	0.0920353

	IL4I1
	592.15027
	2.4664522
	0.8456117
	2.9167667
	0.0035368
	0.0961987

	CYP1A1
	17.69888
	-4.072256
	1.4115471
	-2.884959
	0.0039146
	0.1009148
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Figure S1. The workflow of the study.
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