[bookmark: _Hlk47446823]Supplemental table 1 The primers for ADGRG6 gene amplification and sequencing.
	Gene
	SNP
	1st-PCR primer 
	2nd-PCR primer
	UEP-DIR
	[bookmark: _Hlk47446801]UEP-SEQ

	ADGRG6
	rs9399401
	ACGTTGGATGGTTTGTCTAAGATGACTACG
	ACGTTGGATGAGTCCTTGGAAGCTATGATG
	R
	cctTGTTAAATGTTAACTCTTTTGC

	
	rs116955726
	ACGTTGGATGTTGGGAGCTTCTTCAATGTC
	ACGTTGGATGCCTAACGACTACCCAAACAG
	F
	CAGGCTTGCATGTGGA

	
	rs35699755
	ACGTTGGATGCCTAACGACTACCCAAACAG
	ACGTTGGATGTTGGGAGCTTCTTCAATGTC
	R
	TTAAATGTTATCTGAATGATATAACC

	
	rs11155242
	ACGTTGGATGCAGAGCTGTTCAAAGCTTTC
	ACGTTGGATGAGAGTGGCTACTTTCTATCC
	F
	cCTTTCTATCCATTTCTGATTCA

	
	rs2143390
	ACGTTGGATGCAAAGAGATTCCAGAGCACG
	ACGTTGGATGTCAAGGTTCCTACCTGATCC
	F
	gaaaTGGCCAGCTGTGCAGA

	
	rs6937121
	ACGTTGGATGGAGAGTAAAGATTCTCAGGC
	ACGTTGGATGAAATTCTGATAGCCAAGAG
	R
	ggTAGCCAAGAGTTAAAAGGA


SNP, single nucleotide polymorphism; UEP-DIR, Unique extension primer-direction; UEP-SEQ, Unique extension primer-sequencing.


Supplemental Table 2 The FPRP and statistical power values of all the positive results in this study.
	SNP ID
	Model
	Genotype
	OR (95%CI)
	p
	Power a
	Prior probability b

	
	
	
	
	
	
	0.25
	0.1
	0.01

	Overall analysis
	
	
	
	
	
	
	
	

	rs11155242
	Allele
	C
	0.57 (0.36-0.91)
	0.017 
	70.8 
	0.073*
	0.190*
	0.721

	
	Codominant
	CA
	0.53 (0.32-0.90)
	0.018 
	58.5 
	0.088*
	0.224
	0.760

	
	Dominant
	CA-CC
	0.53 (0.32-0.87)
	0.011 
	59.1 
	0.058*
	0.155*
	0.669

	
	Overdominant
	CA
	0.54 (0.32-0.90)
	0.018 
	61.6 
	0.081*
	0.209
	0.744

	
	Log-additive
	-
	0.57 (0.36-0.90)
	0.013 
	71.3 
	0.063*
	0.167*
	0.688

	Male
	
	
	
	
	
	
	
	

	rs11155242
	Dominant
	CA-CC
	0.53 (0.29-0.95)
	0.032 
	57.8 
	0.146*
	0.339
	0.850

	
	Log-additive
	-
	0.55 (0.32-0.94)
	0.025 
	63.6 
	0.120*
	0.289
	0.818

	≤ 71years old
	
	
	
	
	
	
	
	

	rs11155242
	Codominant
	CA
	0.35 (0.13-0.91)
	0.032 
	23.2 
	0.288
	0.548
	0.930

	
	Overdominant
	CA
	0.35 (0.13-0.91)
	0.020 
	23.2 
	0.288
	0.548
	0.930

	Non-smoking
	
	
	
	
	
	
	
	

	rs11155242
	Allele
	C
	0.46 (0.25-0.86)
	0.014 
	39.7 
	0.102*
	0.254
	0.789

	
	Codominant
	CA
	0.44 (0.21-0.92)
	0.030 
	36.7 
	0.192*
	0.417
	0.887

	
	Dominant
	CA-CC
	0.42 (0.20-0.85)
	0.014 
	31.4 
	0.132*
	0.313
	0.833

	
	Log-additive
	-
	0.46 (0.24-0.87)
	0.013 
	39.9 
	0.113*
	0.276
	0.808

	Non-drinking
	
	
	
	
	
	
	
	

	rs11155242
	Dominant
	CA-CC
	0.47 (0.22-0.99)
	0.042 
	43.5 
	0.245
	0.493
	0.914

	
	Overdominant
	CA
	0.45 (0.21-0.98)
	0.040 
	39.5 
	0.252
	0.502
	0.917

	BMI < 24 kg/m2
	
	
	
	
	
	
	
	

	rs11155242
	Allele
	C
	0.56 (0.33-0.94)
	0.026 
	66.6 
	0.113*
	0.276
	0.808

	
	Codominant
	CA
	0.50 (0.28-0.91)
	0.024 
	50.0 
	0.123*
	0.295
	0.822

	
	Dominant
	CA-CC
	0.51 (0.29-0.90)
	0.019 
	52.7 
	0.103*
	0.256
	0.791

	
	Overdominant
	CA
	0.51 (0.28-0.92)
	0.023 
	52.6 
	0.126*
	0.302
	0.826

	
	Log-additive
	-
	0.56 (0.34-0.94)
	0.025 
	66.6 
	0.113*
	0.276
	0.808


FPRP: false-positive report probability. 
The bold text represents the significant results with a p-value less than 0.05 in this study;
a Statistical power was calculated using the number of observations in the subgroup and the OR and p values in this table;
b The level of false-positive report probability threshold was set at 0.2;
‘*’ indicates noteworthy findings.
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