Methods

ROC and DCA curve

  The “pROC” and “RMS” R packages are used to plot ROC and DCA curves for diagnostic model efficacy and clinical utility.

Gene Set Enrichment Analysis (GSEA)

  GSEA analysis is used to identify downstream signaling pathways of BTG2, DNAJB1, and CCNL1 using “Enrichplot” package

R Software Usage

  The “limma” R package was used for gene difference analysis. The “glmnet” R package was used to construct LASSO regression models. The “sva” R package is used for batch correction. 
Table S1 Candidate RNA binding proteins

ZSWIM9

ZSWIM8

ZSCAN25

ZRANB3

ZPR1
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WDR55
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TXNDC9
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TTLL7

TTI2

TTC7B
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TTC4

TTC32

TTC29

TTC27

TTC21B

TTC14
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TTBK2
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TSHZ3
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TRRAP

TRPS1

TRO

TRIP4
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TREX2

TRDN

TRAPPC3

TRANK1

TRAF3IP1
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TPPP3

TPPP
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TOM1L2
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TOB1
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TNC
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TMOD2
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TCHH
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TCEANC2

TCEAL6

TCEAL5

TCEAL3

TCEA3

TCEA2

TBX1
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TBP

TBL1Y

TBL1XR1

TBL1X

TBCB

TBC1D9

TBB6
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TATDN2

TAOK1
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TALDO1
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TAF7

TAF6

TAF5

TAF3

TAF2

TAF1L

TAF1D

TAF1A

TAF13

TAF11

TAF1

TADA3

TACC3

SYNPO2

SYNJ2

SYDE2

SWAP70

SUMO4

SUMO1P1

SUGT1

SUCLG2

STXBP3

STXBP2

STRN4

STRN3

STRIP1

STK19

STING1

STEEP1

STAR

STAM2

STAM

STAG1

STAC3

ST13P4

SSX1

SSR4

SSR3

SSR2

SRPK3

SRI

SREK1IP1

SRCIN1

SPRYD3

SPRTN

SPOP

SPINK5

SPIN3

SPIN2B

SPIN2A

SPIN1

SPG7

SPEF2

SPECC1

SPDYE6

SPCS1

SPATA6

SPATA5L1

SPATA5

SPAG7

SPAG1

SORBS3

SOD2

SOBP

SNX9

SNX6

SNX4

SNX3

SNX27

SNX15

SNAPC1

SNAP91

SMYD5

SMTN

SMC6

SMC4

SMARCAL1

SMARCAD1

SMARCA4

SMARCA2

SMARCA1

SLFN5

SLFN12L

SLC25A6

SLC25A4

SLC25A12

SIX4

SIR6

SIPA1L2

SHROOM3

SHPRH

SHMT1

SHE

SHCBP1L

SHCBP1

SHANK3

SHANK2

SH3K1

SH3GL3

SH3D21

SH3D19

SGF29

SETSIP

SETBP1

SERPINB8

SERPINB12

SERPINB10

SEPTIN2

SEPT9

SEPHS1

SENP6

SEC61G

SEC61A2

SEC16B

SEC11A

SCYL2

SCRN3

SCP2

SCIN

SCFD1

SCEL

SCD5

SCARA5

SCAI

SBNO2

SBNO1

SBF2

SAMD9L

SAMD9

S10A9

S100P

S100A6

S100A1

RYR3

RWDD2A

RWDD1

RUNX3

RTTN

RTEL1-TNFRSF6B

RTEL1

RSRP1

RSBN1L

RSBN1

RS7

RRN3

RPS10-NUDT3

RPRD1A

RPL13AP3

RPH3A

RPAP3

RPA3

ROBO1

RNF187

RMDN1

RLA1

RILPL2

RIC8B

RHOBTB1

RGPD8

RGPD6

RGPD4

RGPD3

RGPD2

RGPD1

RFC5

RFC4

RFC3

RFC2

REXO1L1P

REV3L

REST

RERE

RELCH

RCN1

RCAN2

RASA4

RASA3

RAP2B

RANG

RAI1

RAD54L2

RAD23A

RAD1

RABL6

RAB33B

RAB1A

RAB13

PYGM

PYCR2

PYCR1

PXDNL

PWWP2A

PWP1

PTMS

PTGES2

PSTPIP2

PSTPIP1

PSMG1

PSME3IP1

PSMD14

PSMD13

PSMD12

PSMC5

PSMC4

PSMB6

PSMA8

PSMA3

PSMA2

PRX

PRS4

PRR12

PRR11

PRPSAP2

PRPSAP1

PRPS1L1

PRODH

PRMT9

PRMT8

PRMT7

PRMT6

PRMT2

PRKAR2B

PRIMPOL

PRIM2

PRDM2

PRDM15

PRDM10

PRCC

PRAM1

PPP4R3B

PPP4R3A

PPP1R9B

PPP1R9A

PPP1R15A

PPP1R14B

PPP1R12C

PPP1CA

PPL

PPIL6

PPIL2

PPIL1

PPIC

PPIAL4D

PPFIA2

POSTN

POM121C

POM121

POLR3GL

POLR3D

POLR3B

POLR2C

POLR1B

POLK

POLI

POLG2

POLD3

POGK

PNP

PNMA8B

PNMA8A

PNMA3

PNLIPRP2

PMS2P5

PMP2

PLOD1

PLK1

PLEKHO1

PLEKHA6

PLEK2

PLCL2

PLCB4

PKIA

PITPNB

PIPSL

PIP4K2B

PIP4K2A

PIK3C3

PIK3C2B

PICK1

PIAS4

PHPT1

PHKB

PHF20

PHF2

PHEX

PHC1

PHB2

PGRMC2

PGM3

PGM2

PGM1

PGK2

PGBD3

PGAM5

PGAM2

PFKM

PFKL

PFDN2

PDZK1P1

PDZD9

PDZD2

PDXK

PDSS1

PDS5B

PDPR

PDK3

PDIA5

PDHX

PDHA2

PDHA1

PDF

PDCL3

PDCD5

PDCD2L

PDCD2

PCP4L1

PCP4

PCMTD2

PCMTD1

PCLO

PCK1

PCID2

PCDHA2

PCCB

PCCA

PBLD

PBDC1

PAXIP1

PAXBP1

PARVB

PARP9

PARP2

PARG

PARD3B

Par1b

PAPSS1

PALS2

PACSIN1

P4HA1

OTULIN

OTUD3

OSGIN2

OSBPL1A

ORC6

OGT

OGDHL

OGA

ODAD4

ODAD2

NY-CO-41

NXNL1

NWD1

NUSAP

NUP62

NUP54

NUP43

NUP37

NUP155

NUMBL

NUDCD1

NUDC3

NTHL1

NSMCE4A

NSMAF

NSD3

NSD2

NSD1

NRXN2

NRXN1

NRIP3

NRDE2

NRAP

NR5A2

NQO2

NPD011

NOS2

NOS1

NOMO2

NMT2

NMRAL1

NMNAT1

NME8

NLN

NKAPL

NKAPD1

NIN

NIBAN1

NHERF2

NFRKB

NFKBIL1

NFIA

NFATC2IP

NEXN

NEXMIF

NENF

NELFCD

NELFB

NELFA

NEK1

NEIL3

NEFH

NEDD9

NEDD8

NEDD4L

NEDD4

NEBL

NEB

NDRG3

NCOR2

NCOA6

NCOA3

NCOA2

NCKAP1L

NCAPD3

NBEAL1

NBEA

NAV3

NAV2

NAP1L2

NAMPT

NAE1

NACAD

NACA4P

NACA2

NACA

NABP2

NABP1

NAA35

N6AMT1

MYT1L

MYT1

MYOM1

MYO9B

MYO9A

MYO7B

MYO7A

MYO6

MYO5C

MYO5B

MYO3A

MYO1G

MYO1F

MYO1D

MYO1A

MYO15A

MYO10

MYLK

MYL6B

MYL1

MYH8

MYH7B

MYH7

MYH6

MYH3

MYH2

MYH15

MYH13

MYH11

MYH1

MYBPC2

MYBPC1

MXRA5

MUS81

MTRR

MTRES1

MTR

MTMR8

MTMR2

MTHFS

MTHFR

MTHFD2

MTERF2

MTDC

MSL2

MSL1

MSH4

MRTFB

MRTFA

MROH2B

MRGBP

MPRIP

MPLKIP

MPHOSPH8

MORF4L2

MORC2

MOK

MNDA

MMUT

MLLT3

MKRN4P

MIPEP

MIOS

MICAL3

MGME1

METTL25

METTL13

METAP1D

MET13

MEP1B

MEN1

MED31

MED26

MED17

MED1

ME2

ME1

MDM4

MCM9

MCM8

MCM10

MCCC2

MCCC1

MBP

MBD3

MATCAP2

MAP7D3

MAP7D2

MAP7D1

MAP6

MAP3K4

MAP1A

MAGT1

MAGI3

MAGI2

MAGI1

MAGEF1

MAGEE2

MAGED4B

MAGEB3

MAGEB10

MAGEB1

MACROH2A2

LYRM4

LRRIQ3

LRRCC1

LRRC7

LRRC49

LRRC18

LRP2BP

LRCH2

LONP2

LOC402287

LMOD3

LMCD1

LINC00467

LIN54

LIMS2

LIG1

LIAT1

LETM1

LENG8

LENG1

LDLRAP1

LDHD

LDHC

LDHAL6B

LDHAL6A

LDB3

LBHD1

LAP3

LACTB

L3MBTL2

KRT80

KRBA2

KPNA5

KPNA3

KMT5B

KMT5A

KLHL3

KIFAP3

KIF5C

KIF5A

KIF4B

KIF3C

KIF3B

KIF3A

KIF26B

KIF26A

KIF21B

KIF21A

KIF13A

KIAA2026

KIAA1143

KDM6B

KDM4B

KDM3A

KDM2B

KCTD20

KCNE4

KATNAL1

KAT6B

KAT6A

KAT2A

KANK1

KALRN

JMJD1C

JARID2

IVNS1ABP

ITGB7

ISYNA1

IST1

IRS4

IRF8

IRF2BPL

IQGAP2

IQGA2

IQCH

INTS15

INTS13

INPP4B

INO80B

INO80

IMUP

IMPACT

IGLL5

IFT88

IFT80

IFT172

IFT122

IFRD2

IDH3B

IDH3A

IDE

IBTK

HYDIN

HSPA7

HSPA6

HSPA4L

HSPA2

HSPA1L

HSPA14

HSP90AB3P

HSP90AB2P

HSP90AA5P

HSP90AA4P

HSP90AA2P

HSP76

HS71B

HRNR

HPRT1

HPF1

HOXB13

HMGXB4

HMGN4

HMGN1

HMGB1P1

HMGA2

HLA-B

HIVEP2

HIRA

HEL-S-69

HEL-S-30

HEL-S-271

HEL-S-123m

HELLS

HEL25

HEL2

HECW2

HEATR5A

HCLS1

hCG_21173

hCG_1984214

hCG_1744368

HCFC1

HBE1

HAL

H2BC5

H2BC26

H2BC18

H2BC13

H2AZ1

H2AC7

H2AC14

H1-6

H1-1

GZF1

GYS2

GULP1

GTF3C6

GTF3C5

GTF3C2

GTF2IRD1

GTF2H2C

GTF2F2

GTF2E1

GTF2A1

GSTM2

GSTCD

GSN

GRPEL1

GPT2

GPRIN1

GPRASP3

GPRASP2

GPN3

GPBP1L1

GPBP1

GPALPP1

GNB5

GNB1L

GNAS

GMPR

GMPPA

GMFG

GMEB2

GMEB1

GLYR1

GLUD1

GLOD4

GLG1

GLDC

GKAP1

GIPC3

GIPC2

GIGYF1

GDI1

GBB1

GATD3B

GATAD1

GAS2L3

GARIN3

GAPDHS

GAP43

GAMT

FZR1

FYB1

FSTL5

FSIP2

FSD1L

FRMPD2

FOLR1

FNTA

FMR1NB

FMNL3

FMNL2

FMNL1

FMN2

FLOT1

FLNC

FLJ00246

FLG2

FLG

FKBP9

FKBP1B

FKBP15

FKBP11

FKBP10

FILIP1

FIGNL1

FHOD3

FGF2

FGF17

FERMT3

FERMT1

FCHO2

FBXO21

FBXO18

FBRS

FBP2

FBLIM1

FBH1

FANK1

FAM9A

FAM8A1

FAM83G

FAM76B

FAM50B

FAM43A

FAM204A

FAM161A

FAM133A

FAM114A2

FAM114A1

FAM107B

FAM104A

FABP4

F8

EZH1

EXD2

ETNPPL

ETFB

ESCO1

ERICH3

ERICH1

ERGIC1

ERG

ERCC6L2

ERCC6L

ERCC6

ERCC5

ERCC4

ERCC2

EPS8

EPS15L1

EPM2A

EPB41L4A

EPB41L3

EPB41L1

EP300

ENO3

ENO2

ENKUR

EMSY

EMS1

EML6

EML5

EML1

EMID1

EMC2

ELP3

ELOA2

ELL3

ELL2

EL52

EIF4EBP3

EHHADH

EHBP1

EGLN1

EFR3B

EFR3A

EFCAB6

EFCAB12

EBF3

EAPP

EAF1

E2F7

DYRK2

DYNLRB2

DYNC2I1

DYNC1I1

DTD2

DPYSL5

DPYSL4

DPH5

DPH2

DPH1

DPF2

DOT1L

DOP1B

DOHH

DOCK9

DOCK8

DOCK5

DOCK4

DOCK2

DOCK11

DOCK10

DOCK1

DOC2B

DNMT3A

DNM3

DNM2

DNM1L

DNHD1

DNAJC6

DNAJC3

DNAJC11

DNAJC10

DNAJB6

DNAJB14

DNAJB11

DNAJB1

DNAJA4

DNAJA3

DNAI3

DNAI1

DNAH7

DNAH2

DNAH14

DNAH11

DNAH10

DNAAF4

DNAAF10

DNA2

DMD

DMAP1

DKFZp762F2011

DKFZp686N224

DKFZp686A01173

DKFZP586J0619

DKFZp547I014

DKFZp434K0435

DJC14

DIXDC1

DIC

DIAPH2

DHTKD1

DFFB

derp12

DEPDC7

DENND10P1

DDX11L8

DDX11

DDOST

DDI2

DDB2

DCTD

DCDC2

DAZAP2

DAW1

DAPL1

DAB2

DAB1

DAAM1

CYLC2

CXXC1

CUL9

CUL7

CUL5

CUL4A

CUL3

CUL1

CTPS2

CTNNBL1

CTNNB1

CTNNA2

CTDP1

CSTA

CSRP3

CSNK2B

CSNK2A2

CSNK1D

CRYBG1

CRMP1

CRIPT

CRIP1

CPNE4

CPNE1

CPLX1

CPB2

COTL1

CORO6

COPS7A

COPS4

COPS2

COPE

COMTD1

COL6A3

COL3A1

COG1

COA7

CNKSR2

CLTCL1

CLSPN

CLPX

CLPTM1

CLPB

CLIP4

CLIP3

CLIP2

CLIC6

CLIC5

CLIC2

CLGN

CLEC3A

CKMT2

CKM

CKAP2L

CK098

CIC

CHRAC1

CHL1

CHDH

CHD9

CHD7

CHD6

CHD5

CHAF1B

CFL2

CFAP97D1

CFAP46

CFAP44

CFAP299

CFAP210

CEP104

CENPV

CENPU

CENPN

CENPJ

CENPC

CENATAC

CEMIP

CDX1

CDKL2

CDCA8

CDADC1

CD99L2

CD302

CCT6B

CCNL2

CCNL1

CCNDBP1

CCNB2

CCM2

CCDC97

CCDC88C

CCDC88A

CCDC82

CCDC80

CCDC8

CCDC71

CCDC50

CCDC174

CCDC12

CC2D2A

CBX6

CBX4

CBX2

CBX1

CBSL

CBR1

CBLL1

CASZ1

CASQ2

CASP8AP2

CARMIL1

CAPZA2

CAPR1

CAND2

CAMSAP1

CAMKV

CALM2

CALM1

CADPS

CACNB2

CABIN1

CAB39L

C9orf78

C9orf43

C8orf30A

C21orf66

C1orf94

C1orf21

C19orf53

C16orf96

C16orf78

C15orf40

C10orf4

C10orf2

BXDC2

BTG3

BTG2

BTBD8

BSN

BRWD3

BROX

BRIP1

BRDT

BRD7

BLVRB

BLNK

BIN1

BICD1

BCO1

BCL9

BCKDHB

BCAS2

BCAS1

BCAR1

BBX

BAP18

BAP1

BAIAP2

BAHCC1

BAG2

AXIN1

AXDND1

AVIL

AVEN

AUTS2

AURKAIP1

ATXN7L2

ATP6V1H

ATP6V1C1

ATP6V1B1

ATP5PO

ATP5MF-PTCD1

ATP2A1

ATP1A4

ATP1A2

ATN1

ATG4A

ATG16L2

ATAD5

ATAD3A

ASXL3

ASXL2

ASPRV1

ASPDH

ASL

ASH2L

ASAP2

ASAP1

ARR3

ARPP21

ARPIN

ARPC4-TTLL3

ARPC1A

ARMCX3

ARMCX2

ARMCX1

ARMC2

ARID4A

ARID2

ARHGEF38

ARHGDIB

ARHGAP5

ARHGAP23

ARHGAP19

ARG1

ARFGEF3

ARF4

APLP2

APBB1IP

AP3B2

AP1G1

AOX1

ANXA5

ANXA4

ANXA2P2

ANP32C

ANO2

ANKRD44

ANKRD36B

ANKRD36

ANKRD26

ANKRD12

ANKRD11

ANKMY2

ANKEF1

ANK2

ANK1

AMPD1

AMER2

ALPK3

ALKBH3

ALDOB

ALDH5A1

ALDH1L1

ALDH1A3

ALDH1A1

AKAP7

AKAP4

AKAP3

AKAP11

AK9

AK7

AK2

AIM2

AHI1

AHDC1

AHCYL1

AGAP9

AFG3L2

ADT1

ADSS1

ADPRH

ADD2

ADA2

ADA

ACTR1A

ACTN3

ACSL5

ACSBG2

ACOXL

ACOX1

ACOT13

ACBG1

ACACB

ACAA1

ABITRAM

AASS

AAMP

A2ML1

2AAA

1433G

Table S2 Differentially expressed genes

	id
	logFC
	AveExpr
	t
	P.Value
	adj.P.Val
	B

	TNFAIP3
	2.087531302
	8.305590044
	17.56210007
	5.25E-37
	9.42E-33
	73.3388318

	PLK2
	1.919145001
	7.957434141
	16.95733025
	1.45E-35
	1.26E-31
	70.09552437

	DUSP5
	2.251480615
	7.517357952
	16.84368009
	2.71E-35
	1.26E-31
	69.48097284

	CCL2
	3.016618092
	7.617316304
	16.837584
	2.81E-35
	1.26E-31
	69.44796431

	IER5
	1.762152535
	7.004532986
	16.29946519
	5.60E-34
	2.01E-30
	66.51659427

	TIPARP
	1.686485048
	8.524611347
	15.26095326
	1.98E-31
	5.92E-28
	60.76528907

	MAFF
	2.741846741
	7.633261022
	14.83853962
	2.22E-30
	5.70E-27
	58.39304393

	DNAJB1
	2.270950805
	9.540907856
	14.61757215
	7.93E-30
	1.78E-26
	57.14512787

	MAP1LC3B
	1.459597717
	8.665570494
	14.55186882
	1.16E-29
	2.31E-26
	56.77318204

	SLC20A1
	2.244830594
	8.815281373
	14.46988548
	1.86E-29
	3.34E-26
	56.3085199

	ATF3
	2.856081259
	8.404553413
	13.90523971
	4.92E-28
	7.71E-25
	53.09236795

	BAG3
	2.127246798
	8.771424795
	13.89715287
	5.16E-28
	7.71E-25
	53.04611569

	ARL5B
	1.900342301
	8.852736191
	13.79232476
	9.50E-28
	1.31E-24
	52.44610078

	MYC
	2.163684738
	9.374345583
	13.59012234
	3.09E-27
	3.96E-24
	51.28641836

	SPRY2
	1.097866695
	7.671558928
	13.5524031
	3.86E-27
	4.61E-24
	51.06976417

	CXCL8
	3.254119763
	5.770194911
	13.52390565
	4.56E-27
	5.11E-24
	50.9060131

	CKS2
	1.824844694
	6.468988272
	13.38803875
	1.01E-26
	1.06E-23
	50.12454339

	WEE1
	1.914057528
	7.957346817
	13.23000099
	2.55E-26
	2.54E-23
	49.21404805

	TP53BP2
	1.320853388
	7.772902382
	13.21199311
	2.83E-26
	2.67E-23
	49.11020197

	CDKN1A
	1.927232524
	9.71234921
	13.18389842
	3.34E-26
	2.99E-23
	48.94814938

	MCL1
	1.214555056
	10.76354866
	13.06844883
	6.58E-26
	5.62E-23
	48.28174238

	ICAM1
	2.215166262
	9.145873969
	13.04496744
	7.55E-26
	6.16E-23
	48.14610874

	RALGDS
	2.151630983
	8.04802524
	12.9447125
	1.36E-25
	1.06E-22
	47.56667684

	TRIB1
	1.832699489
	9.630080797
	12.883577
	1.95E-25
	1.46E-22
	47.21308022

	IL1RN
	2.246200065
	9.213848887
	12.85616868
	2.29E-25
	1.64E-22
	47.05449412

	NFIL3
	1.505565651
	9.475147849
	12.83020349
	2.67E-25
	1.84E-22
	46.90422392

	CCNL1
	1.038843792
	9.225266247
	12.81159121
	2.98E-25
	1.98E-22
	46.79648764

	TSC22D2
	1.456740136
	7.802019474
	12.79551401
	3.28E-25
	2.10E-22
	46.70341219

	JUND
	1.489401274
	9.373612595
	12.78974787
	3.39E-25
	2.10E-22
	46.67002737

	SERTAD1
	1.628925065
	7.270435289
	12.69298646
	6.00E-25
	3.58E-22
	46.10956893

	PPP1R15A
	1.676023977
	8.247763634
	12.68570304
	6.26E-25
	3.62E-22
	46.0673651

	FOSL2
	1.492308978
	8.416192923
	12.67089457
	6.83E-25
	3.72E-22
	45.98155018

	KLF4
	1.758314418
	7.674273186
	12.67061536
	6.84E-25
	3.72E-22
	45.97993203

	NFKBIA
	0.982346464
	9.871257601
	12.5733706
	1.21E-24
	6.40E-22
	45.416168

	ADRB2
	1.58748286
	6.906686787
	12.56249246
	1.29E-24
	6.63E-22
	45.35307931

	C11orf96
	2.440456544
	8.52791318
	12.50096837
	1.86E-24
	9.27E-22
	44.99617842

	RND1
	2.323040267
	8.776267017
	12.40385076
	3.30E-24
	1.60E-21
	44.43251485

	TNFRSF10B
	0.791516608
	8.588388605
	12.21291584
	1.02E-23
	4.81E-21
	43.32344063

	WTAP
	0.644884791
	7.964195188
	12.1416028
	1.55E-23
	7.14E-21
	42.90894281

	RIPK2
	0.978545024
	6.46002182
	12.13536691
	1.61E-23
	7.23E-21
	42.87269147

	RIPK4
	1.542942795
	8.246001557
	12.07615576
	2.29E-23
	1.00E-20
	42.52843196

	KLHL15
	1.443056057
	7.662781501
	12.05787866
	2.55E-23
	1.09E-20
	42.42215144

	JUN
	2.353306943
	9.427214297
	12.02389439
	3.12E-23
	1.30E-20
	42.22451605

	COQ10B
	0.795584425
	7.740339014
	11.9826383
	3.98E-23
	1.62E-20
	41.98456126

	ADAMTS1
	1.82353075
	8.276774842
	11.93488843
	5.27E-23
	2.10E-20
	41.70679942

	TGIF1
	1.200303609
	7.567604613
	11.92127271
	5.72E-23
	2.23E-20
	41.62758967

	ADM
	1.493083993
	8.374341093
	11.91010081
	6.11E-23
	2.33E-20
	41.56259479

	CCL20
	3.779262674
	5.184157749
	11.77598096
	1.35E-22
	5.05E-20
	40.7821955

	HSPH1
	1.827457375
	8.761276879
	11.74657189
	1.61E-22
	5.88E-20
	40.61104784

	MAP3K8
	1.1048627
	6.324554155
	11.71533389
	1.93E-22
	6.93E-20
	40.42924909

	ELMSAN1
	1.621928422
	8.170698899
	11.70285109
	2.08E-22
	7.32E-20
	40.35659981

	MAFK
	1.264722333
	8.161965534
	11.67469577
	2.46E-22
	8.48E-20
	40.19273394

	PTGS2
	2.653833055
	4.835939885
	11.66436993
	2.61E-22
	8.84E-20
	40.1326358

	LDLR
	1.593423104
	9.748771891
	11.61488862
	3.50E-22
	1.16E-19
	39.84464045

	UPP1
	1.302141276
	7.41997482
	11.58793788
	4.11E-22
	1.34E-19
	39.68777675

	SDC4
	1.411526266
	10.87481682
	11.50352631
	6.77E-22
	2.17E-19
	39.19646766

	UGCG
	0.968410913
	7.762832331
	11.48708496
	7.46E-22
	2.35E-19
	39.10077385

	GADD45B
	1.480287178
	10.24900209
	11.43996187
	9.86E-22
	3.05E-19
	38.82650844

	PELI1
	1.162201449
	7.420479583
	11.4287468
	1.05E-21
	3.20E-19
	38.76123631

	IRF1
	1.445586522
	8.059501277
	11.40244649
	1.23E-21
	3.68E-19
	38.60817048

	BHLHE40
	1.576059525
	10.04636992
	11.33473621
	1.84E-21
	5.37E-19
	38.21412736

	SOCS3
	2.13373499
	8.862453006
	11.33298161
	1.86E-21
	5.37E-19
	38.20391697

	RGCC
	2.394897712
	5.130200233
	11.3254572
	1.94E-21
	5.53E-19
	38.16013118

	MXD1
	1.365309698
	7.463833617
	11.31570721
	2.06E-21
	5.76E-19
	38.10339532

	THBS1
	1.817169728
	9.011528533
	11.28777421
	2.43E-21
	6.70E-19
	37.94085744

	CCDC71L
	1.391247284
	8.146328592
	11.27967601
	2.55E-21
	6.92E-19
	37.89373702

	PPP1R15B
	0.823046422
	9.41266186
	11.25057064
	3.02E-21
	8.09E-19
	37.72439114

	CSRNP1
	1.614505064
	9.005817784
	11.23601177
	3.30E-21
	8.69E-19
	37.63968678

	DNTTIP2
	0.638725194
	8.173319
	11.19242288
	4.27E-21
	1.11E-18
	37.38610405

	BIRC3
	2.282194308
	7.041364436
	11.12896239
	6.21E-21
	1.59E-18
	37.0169767

	KLF6
	1.780013918
	10.19187757
	11.120479
	6.53E-21
	1.65E-18
	36.9676378

	CH25H
	2.894715508
	4.339855487
	11.08944631
	7.84E-21
	1.94E-18
	36.78716668

	BTG3
	1.094808652
	5.513763753
	11.08825007
	7.90E-21
	1.94E-18
	36.78021035

	CCL4
	2.168147794
	4.544661627
	11.0475947
	1.00E-20
	2.43E-18
	36.54381261

	CD83
	2.16468518
	5.978830244
	11.04262568
	1.03E-20
	2.44E-18
	36.51492211

	PIGA
	1.096900355
	6.43512017
	11.04241454
	1.04E-20
	2.44E-18
	36.51369452

	IFRD1
	0.966852307
	7.259267013
	10.97286126
	1.56E-20
	3.59E-18
	36.10937098

	SERPINB9
	1.387668323
	7.214831704
	10.97268491
	1.56E-20
	3.59E-18
	36.10834599

	EPHA2
	1.722529699
	8.151270296
	10.9576148
	1.71E-20
	3.88E-18
	36.02075894

	EMP1
	1.844889614
	6.900334039
	10.94114858
	1.88E-20
	4.22E-18
	35.9250653

	FOSB
	3.687609399
	8.561569633
	10.93919044
	1.91E-20
	4.22E-18
	35.91368607

	PIM3
	1.094618263
	9.188953075
	10.92370237
	2.09E-20
	4.57E-18
	35.82368533

	PHLDA1
	1.570283093
	9.18627265
	10.90174226
	2.38E-20
	5.14E-18
	35.69608869

	FRMD4B
	1.074098825
	7.694985905
	10.88841438
	2.57E-20
	5.49E-18
	35.61865609

	KDM6B
	1.324254751
	8.439160826
	10.86675023
	2.92E-20
	6.17E-18
	35.49280386

	ETS2
	1.012526807
	10.47321875
	10.85824417
	3.07E-20
	6.41E-18
	35.44339449

	PFKFB3
	1.403159311
	8.711194483
	10.81128811
	4.06E-20
	8.36E-18
	35.17068546

	C5AR1
	1.171718062
	7.541022163
	10.80052183
	4.32E-20
	8.81E-18
	35.1081689

	NOP58
	0.823670774
	8.678146112
	10.76769003
	5.25E-20
	1.06E-17
	34.91755181

	RND3
	1.057843858
	9.437695498
	10.75976994
	5.50E-20
	1.09E-17
	34.87157507

	G0S2
	1.862699579
	9.97054361
	10.75838149
	5.54E-20
	1.09E-17
	34.86351529

	VPS37B
	0.862114416
	6.981521206
	10.74950829
	5.84E-20
	1.14E-17
	34.81200917

	RGS2
	1.45859451
	7.616986636
	10.73150039
	6.50E-20
	1.25E-17
	34.70748888

	BCL2A1
	1.769091911
	4.854165399
	10.71680748
	7.08E-20
	1.35E-17
	34.62221918

	MAPRE1
	0.646763427
	7.766366098
	10.67717746
	8.95E-20
	1.69E-17
	34.39227389

	DUSP6
	1.39998311
	9.396744468
	10.64974356
	1.05E-19
	1.97E-17
	34.23313483

	NCOA7
	1.605573161
	8.5212308
	10.61953161
	1.26E-19
	2.32E-17
	34.05792086

	MIDN
	1.112648935
	8.569807465
	10.57249468
	1.66E-19
	3.04E-17
	33.7852178

	SPSB1
	1.453082446
	8.470152506
	10.54677652
	1.93E-19
	3.50E-17
	33.63615994

	TM4SF1
	1.803885404
	8.575802607
	10.53341061
	2.09E-19
	3.75E-17
	33.55870698

	ITPKC
	1.480099645
	7.587366513
	10.51222619
	2.37E-19
	4.18E-17
	33.43596652

	SERPINE1
	2.920498203
	9.717835037
	10.51070017
	2.39E-19
	4.18E-17
	33.42712582

	GEM
	1.481898164
	5.73326975
	10.50974758
	2.40E-19
	4.18E-17
	33.42160723

	KIAA0100
	-0.774269379
	8.691714072
	-10.46805886
	3.07E-19
	5.29E-17
	33.18014356

	LIF
	3.183721827
	4.842087075
	10.4567318
	3.28E-19
	5.60E-17
	33.11455328

	IER3
	1.805956656
	5.572197219
	10.43736026
	3.68E-19
	6.22E-17
	33.00239769

	SLC2A3
	1.633882313
	6.824260089
	10.40201211
	4.53E-19
	7.55E-17
	32.79779884

	ODC1
	1.488189477
	9.699252225
	10.40129212
	4.55E-19
	7.55E-17
	32.79363224

	ZBTB43
	0.811174469
	7.132462634
	10.35966064
	5.81E-19
	9.52E-17
	32.55276335

	GNA13
	0.944526215
	8.196417861
	10.33995179
	6.52E-19
	1.05E-16
	32.43877075

	GPCPD1
	1.155697948
	7.33669471
	10.32054108
	7.31E-19
	1.17E-16
	32.3265268

	NDEL1
	0.757464696
	8.164573058
	10.31396522
	7.60E-19
	1.21E-16
	32.2885069

	JMJD6
	0.710987771
	6.873566348
	10.31201305
	7.69E-19
	1.21E-16
	32.27722056

	CHSY1
	0.79639973
	7.11329871
	10.30249973
	8.13E-19
	1.27E-16
	32.22222329

	GJA1
	1.669760228
	5.673805411
	10.28225657
	9.16E-19
	1.42E-16
	32.10521601

	TSC22D1
	0.696654863
	8.829851174
	10.20755751
	1.42E-18
	2.16E-16
	31.67369171

	DNAJA4
	2.060770436
	6.366764753
	10.19618959
	1.52E-18
	2.29E-16
	31.60805571

	PLAUR
	1.803039811
	6.138395248
	10.15732211
	1.91E-18
	2.83E-16
	31.38371449

	RHOU
	0.880714193
	8.671616524
	10.1170134
	2.42E-18
	3.53E-16
	31.15117444

	EIF4EBP2
	-0.586025294
	9.42156122
	-10.11687158
	2.42E-18
	3.53E-16
	31.15035651

	IRF8
	0.873728784
	7.556624217
	10.1057258
	2.58E-18
	3.73E-16
	31.08607902

	ZBTB21
	1.383850352
	8.068178516
	10.10186234
	2.64E-18
	3.79E-16
	31.06380079

	CDC37L1
	0.80971961
	8.437866672
	10.09661503
	2.72E-18
	3.88E-16
	31.03354462

	KLHDC10
	-0.648731553
	8.053633896
	-10.09115527
	2.81E-18
	3.97E-16
	31.00206575

	DLC1
	0.726910606
	8.540162036
	10.07966152
	3.01E-18
	4.21E-16
	30.93580492

	FOSL1
	2.870011883
	5.532623449
	10.04396108
	3.71E-18
	5.15E-16
	30.73006186

	PLK3
	1.719495552
	6.568947693
	10.03522892
	3.90E-18
	5.38E-16
	30.67975393

	NAMPT
	1.040947725
	10.84666447
	10.02841916
	4.06E-18
	5.56E-16
	30.64052576

	FEM1C
	0.973923137
	7.916337873
	9.988515742
	5.13E-18
	6.97E-16
	30.41073723

	GIMAP7
	-0.889025234
	5.62225572
	-9.935474425
	7.00E-18
	9.43E-16
	30.10550502

	ATRN
	-0.695533897
	8.923330102
	-9.91358733
	7.95E-18
	1.06E-15
	29.979626

	GPR183
	1.2232304
	4.827403639
	9.911542258
	8.05E-18
	1.07E-15
	29.96786641

	AKAP12
	1.472124397
	8.422360059
	9.904317058
	8.40E-18
	1.11E-15
	29.92632305

	VMP1
	0.832977164
	8.62385755
	9.900571548
	8.58E-18
	1.12E-15
	29.90478904

	NFKBIZ
	1.351829215
	9.180909478
	9.889987127
	9.13E-18
	1.18E-15
	29.84394315

	HBEGF
	1.703510552
	5.936895604
	9.862618452
	1.07E-17
	1.37E-15
	29.686659

	PNRC1
	0.944949384
	10.23860529
	9.861276161
	1.08E-17
	1.37E-15
	29.67894683

	UBC
	0.717254183
	11.50398866
	9.848811563
	1.16E-17
	1.47E-15
	29.60733932

	RASD1
	2.334365852
	9.003248384
	9.834152268
	1.27E-17
	1.59E-15
	29.52314247

	IER2
	1.35611947
	9.326296876
	9.813342915
	1.43E-17
	1.78E-15
	29.40365777

	ZNF165
	1.664255773
	4.730716176
	9.810047513
	1.46E-17
	1.80E-15
	29.38473985

	TNFRSF10D
	1.175699396
	7.592724273
	9.793662569
	1.60E-17
	1.96E-15
	29.29069453

	MYADM
	0.978589651
	8.680261126
	9.793100335
	1.61E-17
	1.96E-15
	29.28746792

	NFKB2
	1.002976831
	7.015656573
	9.784927448
	1.69E-17
	2.04E-15
	29.24056803

	OIP5-AS1
	-0.681291245
	8.466132783
	-9.760004927
	1.95E-17
	2.35E-15
	29.09759196

	SAMSN1
	1.233130008
	6.256739587
	9.748745488
	2.08E-17
	2.49E-15
	29.0330191

	RNF19A
	0.834449626
	8.335334394
	9.747478837
	2.10E-17
	2.49E-15
	29.02575566

	TNFRSF1B
	0.878974275
	8.431418721
	9.703758733
	2.71E-17
	3.17E-15
	28.77514997

	NFKB1
	0.642049256
	7.857472267
	9.697636173
	2.81E-17
	3.27E-15
	28.74007105

	TNFRSF12A
	1.982474859
	7.622297682
	9.686072309
	3.00E-17
	3.47E-15
	28.67382723

	RYBP
	0.672568018
	7.73932913
	9.679327388
	3.12E-17
	3.59E-15
	28.63519536

	IL15RA
	0.829072679
	7.456810011
	9.67303664
	3.24E-17
	3.70E-15
	28.59916917

	CCNH
	0.674124771
	7.995749424
	9.659569058
	3.50E-17
	3.97E-15
	28.52205656

	ZFP36
	1.260885104
	10.94414015
	9.658642979
	3.52E-17
	3.97E-15
	28.51675474

	GIMAP8
	-0.730695932
	6.337182779
	-9.610418455
	4.66E-17
	5.23E-15
	28.24079781

	IL6
	2.614105028
	3.451825682
	9.589301132
	5.27E-17
	5.87E-15
	28.12003853

	PPRC1
	1.104678533
	7.4845669
	9.580435565
	5.55E-17
	6.15E-15
	28.06935582

	IL1B
	2.153994333
	5.196116431
	9.535618315
	7.20E-17
	7.88E-15
	27.81328198

	BMP2
	1.177357995
	6.244340638
	9.529969592
	7.44E-17
	8.09E-15
	27.78102319

	DNAJA1
	0.688254396
	9.991152818
	9.523620101
	7.72E-17
	8.34E-15
	27.74476691

	GLA
	0.753424881
	6.906924833
	9.516855178
	8.03E-17
	8.63E-15
	27.70614368

	PER2
	1.14980565
	7.257163414
	9.511799792
	8.27E-17
	8.83E-15
	27.6772843

	ATP1B3
	0.869161587
	6.758101709
	9.492789969
	9.24E-17
	9.80E-15
	27.56879125

	ARID5B
	1.027359836
	7.069847388
	9.443858948
	1.23E-16
	1.29E-14
	27.28973199

	FILIP1L
	1.012890948
	6.874184478
	9.417595584
	1.43E-16
	1.50E-14
	27.14007027

	FAM110C
	0.852267347
	7.650793606
	9.40742616
	1.52E-16
	1.58E-14
	27.08214296

	TGFB3
	1.400289888
	6.72652566
	9.397391026
	1.61E-16
	1.67E-14
	27.02499337

	CYR61
	1.92488767
	8.579361772
	9.374168737
	1.84E-16
	1.88E-14
	26.89279268

	APOLD1
	1.703685703
	6.914841381
	9.36505408
	1.94E-16
	1.97E-14
	26.8409233

	PGM2
	0.674201878
	7.261815506
	9.321528946
	2.49E-16
	2.53E-14
	26.59338089

	JOSD1
	0.600809226
	8.02142507
	9.317417126
	2.55E-16
	2.57E-14
	26.57000842

	ANXA1
	0.977253055
	6.972207569
	9.311344851
	2.64E-16
	2.65E-14
	26.53549642

	PLEKHB2
	0.663159759
	7.745616868
	9.299090964
	2.84E-16
	2.83E-14
	26.46586594

	DDX21
	1.043514969
	9.42714837
	9.280281959
	3.16E-16
	3.13E-14
	26.35902641

	FLRT3
	1.102136846
	7.187420117
	9.257392045
	3.61E-16
	3.56E-14
	26.22907105

	CREM
	0.839794558
	7.101700723
	9.245079931
	3.88E-16
	3.80E-14
	26.15919985

	CD55
	0.930873431
	7.875347917
	9.238421405
	4.03E-16
	3.93E-14
	26.12142144

	HSPA6
	2.409466873
	5.59770046
	9.2363062
	4.08E-16
	3.95E-14
	26.10942171

	ITPRIP
	0.936520399
	7.546508493
	9.23016754
	4.23E-16
	4.07E-14
	26.07460012

	SGMS2
	1.60987715
	7.889886033
	9.200900964
	5.00E-16
	4.80E-14
	25.90865768

	MAP3K14
	1.279512426
	6.990375915
	9.178468484
	5.69E-16
	5.38E-14
	25.78154672

	DCUN1D3
	0.653918112
	7.467283267
	9.165562733
	6.13E-16
	5.76E-14
	25.70845042

	ELF3
	1.40268199
	8.189411863
	9.158810502
	6.38E-16
	5.96E-14
	25.67021633

	KLF10
	1.156158482
	9.207684774
	9.156793261
	6.45E-16
	6.00E-14
	25.6587951

	HSPD1
	0.611258342
	10.64250839
	9.099791628
	8.96E-16
	8.20E-14
	25.33630898

	MID1IP1
	1.081702832
	8.613462169
	9.081405538
	9.96E-16
	9.02E-14
	25.23239261

	THAP9-AS1
	0.66070559
	6.317383645
	9.073740097
	1.04E-15
	9.33E-14
	25.18908332

	HAS2
	2.051588588
	3.197271789
	9.073718661
	1.04E-15
	9.33E-14
	25.18896222

	TRAF4
	0.686559987
	7.988090092
	9.064375896
	1.10E-15
	9.80E-14
	25.13618819

	ELL2
	0.809941059
	9.488994726
	9.043786006
	1.24E-15
	1.10E-13
	25.01993001

	STK17A
	0.985564868
	6.172034235
	9.037065658
	1.29E-15
	1.14E-13
	24.9819985

	RELB
	1.487117266
	5.80305379
	8.990344281
	1.68E-15
	1.46E-13
	24.71848379

	KRT18
	0.75718557
	10.77903938
	8.95138143
	2.10E-15
	1.81E-13
	24.49899136

	STX11
	1.000693874
	5.71916557
	8.946724748
	2.16E-15
	1.85E-13
	24.47277476

	LINC-PINT
	0.973654121
	4.944563046
	8.944831872
	2.18E-15
	1.86E-13
	24.46211909

	B3GNT5
	1.720425403
	4.99652306
	8.884240396
	3.09E-15
	2.62E-13
	24.12133665

	ARL14
	2.410172519
	3.002994526
	8.87584303
	3.24E-15
	2.74E-13
	24.07415543

	LMNA
	0.614342913
	9.178806654
	8.869159197
	3.36E-15
	2.83E-13
	24.03661025

	RLIM
	0.60216643
	7.569726654
	8.859814514
	3.55E-15
	2.96E-13
	23.98413079

	CHORDC1
	1.033890694
	6.813971967
	8.85418722
	3.67E-15
	3.04E-13
	23.95253516

	UNC119B
	-0.688522465
	6.802757765
	-8.853058802
	3.69E-15
	3.05E-13
	23.94620007

	JUNB
	1.378421807
	9.577152783
	8.827254552
	4.28E-15
	3.52E-13
	23.8013903

	ISG20
	0.917635844
	6.55814451
	8.825750201
	4.31E-15
	3.53E-13
	23.7929516

	NOLC1
	0.852345191
	8.620994889
	8.805259739
	4.85E-15
	3.93E-13
	23.67804841

	IFNGR1
	0.720755007
	9.095667694
	8.789004712
	5.32E-15
	4.30E-13
	23.5869476

	MAVS
	-0.594312936
	8.223113848
	-8.768358533
	5.98E-15
	4.81E-13
	23.4713031

	MTHFD2
	1.181051634
	5.047184466
	8.756261572
	6.41E-15
	5.11E-13
	23.40357973

	BTG2
	1.433846777
	7.364838562
	8.724089577
	7.70E-15
	6.08E-13
	23.22359507

	CALCA
	2.600182642
	5.871071766
	8.718491137
	7.95E-15
	6.25E-13
	23.19229378

	CCNT1
	0.63028413
	7.496968997
	8.682440253
	9.76E-15
	7.64E-13
	22.99086639

	SLC19A2
	1.040565816
	8.033905375
	8.670971364
	1.04E-14
	8.12E-13
	22.92683586

	ERBB3
	-0.652716811
	9.012714623
	-8.642227515
	1.23E-14
	9.52E-13
	22.7664663

	ADAMTS4
	2.135894384
	6.617748051
	8.603085083
	1.53E-14
	1.18E-12
	22.54832836

	REL
	1.031050375
	6.058402743
	8.59679485
	1.59E-14
	1.22E-12
	22.51330033

	MMP19
	1.275022872
	7.043205357
	8.589340926
	1.66E-14
	1.26E-12
	22.47180187

	CHD1
	0.730650576
	7.908528871
	8.533987042
	2.27E-14
	1.72E-12
	22.16396283

	DCP1B
	-0.667639559
	6.169573465
	-8.520922237
	2.44E-14
	1.85E-12
	22.09139257

	SPHK1
	1.708208649
	5.618651261
	8.482504354
	3.03E-14
	2.27E-12
	21.87819051

	TDG
	0.726692447
	6.638042626
	8.471320424
	3.23E-14
	2.39E-12
	21.81618

	ZSWIM6
	0.790082219
	7.222788414
	8.460238467
	3.44E-14
	2.54E-12
	21.75475971

	RRAGC
	0.596025394
	6.433694518
	8.457120554
	3.50E-14
	2.57E-12
	21.73748356

	VNN3
	1.281907227
	6.85749404
	8.447229415
	3.70E-14
	2.70E-12
	21.68269043

	PIM1
	1.427804629
	8.370822254
	8.433915146
	3.99E-14
	2.89E-12
	21.60896589

	TMEM185B
	0.657477919
	6.073597949
	8.429287631
	4.10E-14
	2.95E-12
	21.58335062

	CDC42EP2
	1.01108619
	6.217970266
	8.415162956
	4.44E-14
	3.18E-12
	21.50519167

	GRAMD4
	1.3889163
	8.972944739
	8.405472289
	4.68E-14
	3.34E-12
	21.45159209

	FBXO5
	0.675666227
	5.100841834
	8.405009043
	4.70E-14
	3.34E-12
	21.44903034

	DNAJB4
	1.240511761
	7.266635272
	8.404558467
	4.71E-14
	3.34E-12
	21.4465387

	ICAM4
	2.337410239
	3.600043004
	8.399909478
	4.83E-14
	3.41E-12
	21.42083267

	PPP1R3E
	-0.585467201
	6.185811754
	-8.37452177
	5.58E-14
	3.90E-12
	21.28053371

	PRNP
	0.652951079
	8.84397222
	8.36723147
	5.81E-14
	4.02E-12
	21.24027056

	USP36
	0.629926364
	7.453447875
	8.357853252
	6.12E-14
	4.21E-12
	21.18849261

	SERPINB1
	0.882380969
	8.083763771
	8.357772366
	6.13E-14
	4.21E-12
	21.18804612

	ELL
	0.633849494
	7.015479652
	8.350479656
	6.38E-14
	4.37E-12
	21.14779539

	DUSP2
	1.410175768
	4.975432822
	8.349885746
	6.41E-14
	4.37E-12
	21.14451792

	KLHL21
	0.903655461
	8.379384031
	8.330657479
	7.14E-14
	4.85E-12
	21.03844769

	HSP90AB1
	0.835253973
	10.62883635
	8.317085976
	7.70E-14
	5.21E-12
	20.96362977

	ZNF331
	1.155322274
	6.88811174
	8.290915029
	8.92E-14
	6.02E-12
	20.81946464

	B4GALT5
	0.975018945
	8.328394664
	8.280885621
	9.44E-14
	6.34E-12
	20.76425603

	NKIRAS1
	0.588519221
	7.185429691
	8.229559048
	1.26E-13
	8.33E-12
	20.48206532

	ZKSCAN1
	-0.757672047
	8.947194658
	-8.224966251
	1.29E-13
	8.51E-12
	20.45684279

	ZNF217
	0.736305641
	7.846650229
	8.216570966
	1.35E-13
	8.89E-12
	20.41075008

	IL1RL1
	1.245950591
	7.79991589
	8.197773969
	1.50E-13
	9.80E-12
	20.30760604

	DYRK3
	0.912206835
	5.872301921
	8.168006649
	1.78E-13
	1.15E-11
	20.14442828

	NXT1
	0.778283272
	6.25199924
	8.152242997
	1.94E-13
	1.26E-11
	20.05809727

	EGR4
	1.476710972
	2.560918535
	8.14328261
	2.04E-13
	1.32E-11
	20.00905035

	NR4A3
	2.294381328
	5.723723713
	8.134091889
	2.15E-13
	1.38E-11
	19.95876188

	CMTM4
	-0.655740946
	6.177749459
	-8.111610601
	2.43E-13
	1.56E-11
	19.83583453

	CCRL2
	0.964803116
	4.967864999
	8.106960162
	2.50E-13
	1.59E-11
	19.81042069

	MLKL
	0.781134167
	6.571296714
	8.103096348
	2.55E-13
	1.62E-11
	19.78930947

	IFFO2
	0.847014907
	6.722002471
	8.090522629
	2.74E-13
	1.73E-11
	19.72063307

	YBX3
	1.069655524
	7.856063626
	8.085099351
	2.82E-13
	1.78E-11
	19.69102314

	CXCL1
	1.322829455
	4.899220092
	8.072436393
	3.03E-13
	1.90E-11
	19.62191318

	PDGFA
	0.919295113
	5.654156935
	8.045431561
	3.52E-13
	2.20E-11
	19.47465758

	RELL1
	0.932362449
	5.8824654
	8.037471922
	3.67E-13
	2.29E-11
	19.43128746

	TUBB6
	0.971979076
	7.09888469
	7.978299663
	5.10E-13
	3.14E-11
	19.10935306

	CASP4
	0.803135792
	8.135823593
	7.970901734
	5.32E-13
	3.25E-11
	19.06916384

	SLC46A1
	-0.592863901
	8.064759078
	-7.958931937
	5.68E-13
	3.47E-11
	19.00416658

	AEN
	0.949100955
	7.220268243
	7.948427469
	6.02E-13
	3.65E-11
	18.94715546

	CSF3
	2.087097108
	3.442001324
	7.917911048
	7.13E-13
	4.25E-11
	18.78168921

	EHD4
	0.913496211
	7.535498437
	7.917816593
	7.13E-13
	4.25E-11
	18.78117742

	EGR3
	1.94804285
	4.794282275
	7.915995796
	7.20E-13
	4.27E-11
	18.77131212

	NR2F2
	-0.593130353
	7.658786279
	-7.915676288
	7.22E-13
	4.27E-11
	18.76958107

	LONRF1
	0.589820283
	6.567200676
	7.896571946
	8.02E-13
	4.72E-11
	18.6661234

	EGR2
	2.310172018
	5.775805913
	7.889546103
	8.34E-13
	4.89E-11
	18.6280989

	CXCL3
	1.631049425
	4.140467182
	7.882798362
	8.65E-13
	5.04E-11
	18.59159134

	GBP1
	0.856044094
	8.263794502
	7.844677723
	1.07E-12
	6.16E-11
	18.38556487

	TBC1D16
	-0.610381036
	7.801400668
	-7.830488769
	1.15E-12
	6.62E-11
	18.30897514

	THBD
	0.902265345
	7.706845987
	7.812043162
	1.28E-12
	7.28E-11
	18.20948702

	RNF19B
	0.684331401
	6.747086983
	7.810076539
	1.29E-12
	7.33E-11
	18.1988851

	TP53INP2
	0.70407032
	8.658287502
	7.786498663
	1.47E-12
	8.32E-11
	18.07185768

	ODF3L1
	1.817552826
	3.258437129
	7.779441069
	1.53E-12
	8.62E-11
	18.03386293

	GRHL1
	0.851986831
	7.014538253
	7.775361726
	1.56E-12
	8.79E-11
	18.0119077

	PNP
	0.763451927
	8.515012455
	7.757520552
	1.72E-12
	9.67E-11
	17.91593763

	TIFA
	0.776628866
	6.398829527
	7.752589639
	1.77E-12
	9.90E-11
	17.88942857

	VCAN
	1.225282826
	6.521057543
	7.739810652
	1.90E-12
	1.06E-10
	17.82075784

	NFKBIE
	0.677330473
	5.930019112
	7.729958731
	2.01E-12
	1.11E-10
	17.76784634

	CLCF1
	1.774886565
	5.564985264
	7.718413981
	2.14E-12
	1.18E-10
	17.70587655

	GADD45A
	0.83174904
	8.913405503
	7.716166822
	2.16E-12
	1.19E-10
	17.69381847

	ARL4A
	0.638633292
	6.514877036
	7.691380876
	2.48E-12
	1.36E-10
	17.56091018

	CCDC9
	0.739532013
	7.033614169
	7.686336602
	2.55E-12
	1.39E-10
	17.5338821

	PRKAB2
	-0.79529352
	8.198718394
	-7.667952747
	2.82E-12
	1.53E-10
	17.43543744

	IRF4
	2.077371226
	5.942068221
	7.666930593
	2.83E-12
	1.53E-10
	17.42996659

	TICAM1
	0.636642101
	7.368457171
	7.660239091
	2.94E-12
	1.58E-10
	17.39415895

	SERPINB8
	0.846111717
	6.837459003
	7.650451844
	3.10E-12
	1.66E-10
	17.34180766

	KLF5
	1.157777156
	5.397088991
	7.649134583
	3.12E-12
	1.67E-10
	17.33476375

	SOCS1
	1.568637262
	5.869364103
	7.631316584
	3.44E-12
	1.83E-10
	17.23953149

	HIF1A
	0.867466176
	9.370762829
	7.630636472
	3.45E-12
	1.83E-10
	17.23589824

	LINC01089
	-0.830728022
	5.729972356
	-7.629249758
	3.48E-12
	1.84E-10
	17.22849062

	SGK1
	0.847066847
	9.802542358
	7.627709666
	3.51E-12
	1.85E-10
	17.22026431

	RELT
	0.89007599
	5.930833398
	7.61877576
	3.68E-12
	1.93E-10
	17.17255749

	FSTL3
	0.905636298
	6.849739775
	7.616410581
	3.73E-12
	1.95E-10
	17.15993125

	SOX17
	1.553773793
	4.962101721
	7.609051687
	3.89E-12
	2.02E-10
	17.1206567

	TLE3
	1.018529569
	7.175082838
	7.607851068
	3.91E-12
	2.03E-10
	17.11425042

	NR4A2
	1.834325986
	6.66332961
	7.598041826
	4.13E-12
	2.13E-10
	17.0619254

	C2CD4B
	1.603580231
	4.508780289
	7.573639333
	4.71E-12
	2.42E-10
	16.93187461

	PDLIM3
	0.885585385
	5.892507138
	7.558768433
	5.11E-12
	2.62E-10
	16.85270485

	HSPB1
	0.959896247
	9.612286567
	7.553847666
	5.25E-12
	2.68E-10
	16.82652161

	IL4R
	0.693809946
	9.32334802
	7.547998251
	5.42E-12
	2.76E-10
	16.79540612

	ZFP36L2
	0.815234588
	9.572117466
	7.515561125
	6.46E-12
	3.28E-10
	16.62303897

	RBM38
	0.641796776
	6.612878333
	7.509679111
	6.67E-12
	3.37E-10
	16.59181537

	SOX7
	1.098294492
	5.089222698
	7.505103867
	6.84E-12
	3.44E-10
	16.5675355

	CD274
	1.236665425
	5.657746772
	7.503407351
	6.90E-12
	3.47E-10
	16.558534

	CDC42EP1
	0.698613281
	9.072700498
	7.492649934
	7.31E-12
	3.64E-10
	16.50147612

	ARHGEF5
	0.696081003
	6.077494103
	7.471669537
	8.19E-12
	4.04E-10
	16.39029296

	SPRY4
	0.676675825
	7.505701889
	7.46326175
	8.57E-12
	4.19E-10
	16.34577339

	C14orf132
	-0.69002712
	5.8931184
	-7.442020578
	9.62E-12
	4.65E-10
	16.2333941

	BAZ1A
	0.633686436
	7.41383501
	7.433530832
	1.01E-11
	4.84E-10
	16.18851562

	ADCY1
	-0.751833996
	8.189779648
	-7.430645187
	1.02E-11
	4.90E-10
	16.17326646

	HCAR3
	1.582214156
	3.413436566
	7.428896535
	1.03E-11
	4.94E-10
	16.16402693

	C9orf72
	0.650790245
	6.58022942
	7.41167058
	1.13E-11
	5.36E-10
	16.07305763

	LRRC32
	0.719655905
	7.599474617
	7.398007113
	1.22E-11
	5.76E-10
	16.00096534

	ALAS1
	0.70024582
	10.71723282
	7.385813796
	1.30E-11
	6.13E-10
	15.93667781

	C2CD4A
	2.136773026
	4.02720123
	7.380999395
	1.34E-11
	6.28E-10
	15.91130703

	MGC12916
	1.139562604
	4.627346974
	7.33351645
	1.73E-11
	8.00E-10
	15.66146371

	TACSTD2
	1.099082002
	5.196568325
	7.309159581
	1.97E-11
	9.09E-10
	15.53357464

	IGIP
	-0.696590652
	5.784409719
	-7.30839189
	1.97E-11
	9.10E-10
	15.52954678

	PTP4A1
	0.595250149
	11.13620641
	7.300511034
	2.06E-11
	9.45E-10
	15.48820882

	CRISPLD2
	0.743510052
	7.489782883
	7.295305391
	2.12E-11
	9.64E-10
	15.460914

	RFX2
	1.056984432
	5.356488623
	7.293834444
	2.13E-11
	9.69E-10
	15.4532029

	CCL8
	1.397025368
	2.510898657
	7.276166193
	2.35E-11
	1.06E-09
	15.36063448

	ERN1
	0.643000561
	8.411374921
	7.274581268
	2.37E-11
	1.07E-09
	15.35233547

	CLDN4
	1.166150126
	4.846342471
	7.255961904
	2.61E-11
	1.17E-09
	15.2549001

	IRF2BPL
	0.617634043
	8.884212944
	7.234153758
	2.94E-11
	1.30E-09
	15.14091815

	SDE2
	0.642106261
	7.269139705
	7.225488176
	3.08E-11
	1.35E-09
	15.09566908

	F3
	0.833808295
	5.614348266
	7.21172592
	3.31E-11
	1.45E-09
	15.02385636

	HSP90AA1
	0.734037605
	11.45471869
	7.18791911
	3.76E-11
	1.63E-09
	14.8997748

	ZNF267
	0.595899664
	5.55453137
	7.158004434
	4.41E-11
	1.91E-09
	14.74412061

	PSMG3-AS1
	-0.597281306
	5.659887229
	-7.14608004
	4.70E-11
	2.03E-09
	14.68215657

	TMPRSS2
	0.837238798
	8.028432553
	7.133221733
	5.03E-11
	2.16E-09
	14.6153921

	GDF15
	1.432180392
	6.142286714
	7.129588286
	5.13E-11
	2.18E-09
	14.59653599

	CEBPD
	0.781254412
	9.670681647
	7.110683778
	5.67E-11
	2.39E-09
	14.49850007

	NFATC1
	0.650786327
	5.91962963
	7.102775083
	5.91E-11
	2.48E-09
	14.45752211

	RGS16
	1.285787867
	5.464064562
	7.095219196
	6.15E-11
	2.58E-09
	14.41839173

	IER5L
	1.197358751
	6.459697222
	7.090413998
	6.31E-11
	2.63E-09
	14.39351656

	SBNO2
	0.618951984
	7.214986249
	7.080400867
	6.65E-11
	2.76E-09
	14.3417063

	ARG2
	1.180842921
	5.342463005
	7.0628807
	7.30E-11
	3.00E-09
	14.25113423

	RPRD1B
	1.015723379
	8.84535947
	7.043973466
	8.07E-11
	3.30E-09
	14.15350829

	SOCS2
	1.002854265
	8.25528634
	7.03184175
	8.60E-11
	3.49E-09
	14.09093131

	RASL11A
	1.007298995
	6.287099211
	7.025403453
	8.90E-11
	3.59E-09
	14.05774217

	KIAA0040
	0.746475797
	7.474411657
	7.021174209
	9.10E-11
	3.67E-09
	14.03594834

	RBBP8
	0.689297316
	7.523093814
	7.016985751
	9.30E-11
	3.74E-09
	14.01437074

	ARRDC4
	0.838474298
	7.629988842
	6.986647052
	1.09E-10
	4.34E-09
	13.85825596

	PHLDA2
	1.345741848
	2.768372009
	6.985709755
	1.10E-10
	4.34E-09
	13.85343795

	METRNL
	0.847954646
	5.234829703
	6.971483812
	1.18E-10
	4.65E-09
	13.78034955

	SOWAHC
	0.809171777
	8.905895681
	6.933587598
	1.44E-10
	5.62E-09
	13.58599605

	PHACTR1
	0.885003677
	4.909268455
	6.931558696
	1.46E-10
	5.67E-09
	13.57560492

	TUFT1
	0.902958876
	6.080718709
	6.910372872
	1.63E-10
	6.30E-09
	13.46718756

	FRMD6
	0.936511586
	6.555315851
	6.899843283
	1.72E-10
	6.61E-09
	13.41336221

	PMAIP1
	1.206717975
	3.401276054
	6.897275473
	1.74E-10
	6.67E-09
	13.40024202

	RNF122
	0.898711355
	5.955701154
	6.88491648
	1.86E-10
	7.10E-09
	13.33712688

	ANKRD37
	1.215214515
	6.479916587
	6.871198916
	2.00E-10
	7.58E-09
	13.26713785

	TMEM88
	0.847523158
	5.805081942
	6.844143485
	2.30E-10
	8.69E-09
	13.12929572

	AREG
	1.494263088
	4.031751807
	6.829699847
	2.48E-10
	9.30E-09
	13.05581677

	EFNB2
	0.766598708
	6.864056463
	6.825747508
	2.53E-10
	9.47E-09
	13.03572332

	HAPLN3
	1.034441416
	4.326449407
	6.818447801
	2.63E-10
	9.81E-09
	12.99862702

	ZYX
	0.637237371
	8.867618447
	6.811422501
	2.73E-10
	1.01E-08
	12.96294363

	SERPINH1
	0.846659565
	8.129782589
	6.800179943
	2.89E-10
	1.06E-08
	12.90587728

	SNHG17
	0.629030251
	6.527595616
	6.79311533
	3.00E-10
	1.09E-08
	12.87004162

	PLSCR1
	0.646115165
	8.085203946
	6.792811688
	3.01E-10
	1.09E-08
	12.86850179

	KRT8
	0.628160218
	10.30621615
	6.778531845
	3.24E-10
	1.18E-08
	12.79612423

	PLEK
	0.779469089
	6.931967593
	6.764459904
	3.48E-10
	1.26E-08
	12.72487424

	SLCO4A1
	0.803690079
	6.465878406
	6.755336789
	3.65E-10
	1.32E-08
	12.67872076

	HIVEP1
	0.629875205
	7.618826576
	6.740202255
	3.95E-10
	1.42E-08
	12.60222419

	NEURL3
	1.091344222
	4.280771747
	6.718357442
	4.42E-10
	1.57E-08
	12.4919622

	SLC38A2
	0.651706523
	11.33286288
	6.693716458
	5.02E-10
	1.75E-08
	12.36780231

	HAND2-AS1
	-0.617090086
	5.390010804
	-6.682722134
	5.32E-10
	1.84E-08
	12.31247885

	FHL2
	1.129109921
	6.692771528
	6.678694672
	5.43E-10
	1.87E-08
	12.29222416

	HES4
	0.931084933
	4.911244454
	6.673342116
	5.58E-10
	1.92E-08
	12.26531495

	ZFAND2A
	0.705246889
	8.043004054
	6.671834995
	5.63E-10
	1.93E-08
	12.25774008

	TNFAIP8
	0.741073285
	5.698384118
	6.662206115
	5.91E-10
	2.02E-08
	12.20936537

	ARC
	1.564718301
	3.716688044
	6.640050514
	6.62E-10
	2.24E-08
	12.09819244

	NR4A1
	1.636850758
	8.354566904
	6.621636825
	7.28E-10
	2.44E-08
	12.00593973

	MREG
	-0.663227875
	4.990021632
	-6.598462503
	8.20E-10
	2.69E-08
	11.89002309

	ARL4C
	0.630107835
	6.631176177
	6.591300582
	8.51E-10
	2.78E-08
	11.8542419

	RCAN1
	0.600158736
	9.267070481
	6.58240483
	8.90E-10
	2.90E-08
	11.80982636

	PDE4B
	0.827069408
	6.116337841
	6.552008256
	1.04E-09
	3.37E-08
	11.65829416

	MLF1
	0.970465423
	3.712551851
	6.514713179
	1.26E-09
	4.05E-08
	11.47287134

	KLF2
	0.964896553
	7.291963235
	6.507262856
	1.31E-09
	4.19E-08
	11.43589644

	SNAI1
	0.793371263
	5.7149066
	6.48843653
	1.44E-09
	4.57E-08
	11.34256326

	KRT19
	0.907608345
	4.931923052
	6.484554091
	1.47E-09
	4.65E-08
	11.32333345

	HSPB8
	0.593669251
	5.017005529
	6.483328039
	1.48E-09
	4.67E-08
	11.31726206

	DDIT3
	0.783910444
	7.21686619
	6.442954706
	1.81E-09
	5.61E-08
	11.11767367

	FOS
	1.959562569
	9.51160883
	6.437842094
	1.86E-09
	5.74E-08
	11.0924464

	PANX1
	0.683260772
	7.286016932
	6.437001651
	1.87E-09
	5.75E-08
	11.08830041

	BTBD19
	0.731322999
	6.371640391
	6.429242074
	1.94E-09
	5.95E-08
	11.05003525

	RRAD
	1.39913009
	4.108978498
	6.406862393
	2.17E-09
	6.62E-08
	10.93981164

	GPR4
	0.6809666
	6.098313105
	6.404317564
	2.20E-09
	6.65E-08
	10.92729099

	GPR34
	-0.859524489
	5.745068447
	-6.396264068
	2.29E-09
	6.89E-08
	10.8876851

	HILPDA
	0.768293599
	5.273369492
	6.387691059
	2.40E-09
	7.17E-08
	10.8455538

	FAM107A
	0.751260499
	6.277025644
	6.384067257
	2.44E-09
	7.24E-08
	10.8277541

	HAS1
	1.321169916
	2.66514606
	6.382953666
	2.45E-09
	7.27E-08
	10.82228536

	MAK16
	0.596007657
	7.350386614
	6.31285245
	3.49E-09
	1.00E-07
	10.47906756

	ACTRT3
	0.776898191
	5.43024648
	6.268679817
	4.35E-09
	1.23E-07
	10.26386234

	MTMR4
	-0.608966533
	8.778069698
	-6.244371871
	4.92E-09
	1.37E-07
	10.14579199

	RANGAP1
	0.610196691
	8.390398339
	6.230169745
	5.28E-09
	1.46E-07
	10.07692617

	SRGN
	0.631343957
	8.841322159
	6.229764855
	5.29E-09
	1.46E-07
	10.07496414

	TSPYL2
	0.769552681
	7.784071887
	6.229496777
	5.29E-09
	1.46E-07
	10.07366512

	PRSS22
	1.289598034
	4.664350797
	6.226050399
	5.39E-09
	1.48E-07
	10.05696786

	BATF3
	0.962710616
	4.580598766
	6.223714568
	5.45E-09
	1.49E-07
	10.04565398

	ADORA3
	-0.959262338
	5.144154138
	-6.222521155
	5.48E-09
	1.50E-07
	10.03987445

	TADA1
	-0.594569755
	6.885570652
	-6.218555409
	5.59E-09
	1.52E-07
	10.02067336

	LAMC2
	1.246122893
	3.818067205
	6.17977699
	6.78E-09
	1.82E-07
	9.833279473

	LITAF
	0.636331512
	9.293999787
	6.161902693
	7.41E-09
	1.96E-07
	9.747124966

	PPARD
	0.654440777
	7.73061188
	6.156960494
	7.59E-09
	2.01E-07
	9.723328286

	LIMK2
	0.774184482
	7.058705925
	6.150274122
	7.85E-09
	2.07E-07
	9.691150579

	TEAD4
	0.801459068
	5.532061245
	6.122658672
	8.99E-09
	2.33E-07
	9.558462974

	FPR1
	0.700564599
	7.271545915
	6.089081878
	1.06E-08
	2.71E-07
	9.397590031

	HSPA4L
	0.794011932
	6.446185267
	6.074655961
	1.14E-08
	2.90E-07
	9.328628035

	FOXQ1
	1.711139035
	4.521968564
	6.072252201
	1.15E-08
	2.92E-07
	9.317146164

	NEURL1B
	-0.651420706
	7.199218898
	-6.064876883
	1.20E-08
	3.01E-07
	9.28193328

	KRT80
	1.185233524
	3.317322601
	6.055939084
	1.25E-08
	3.12E-07
	9.239293434

	CREB5
	0.733281427
	5.190034604
	6.002256062
	1.62E-08
	3.99E-07
	8.983951279

	GK
	0.736443404
	7.206702392
	5.993660101
	1.69E-08
	4.13E-07
	8.943187382

	GFPT2
	0.879980829
	4.572924126
	5.989192088
	1.73E-08
	4.21E-07
	8.922012547

	FAM102A
	0.602407861
	8.19497288
	5.987861402
	1.74E-08
	4.23E-07
	8.915707932

	FGF19
	1.531232019
	2.628381645
	5.983051663
	1.78E-08
	4.29E-07
	8.892926842

	MSX1
	0.912579134
	3.63813139
	5.980112063
	1.81E-08
	4.34E-07
	8.879008833

	ADAMTS9
	0.758437188
	6.227667347
	5.966978996
	1.93E-08
	4.58E-07
	8.816877077

	EVA1C
	0.594640671
	5.45467841
	5.961946506
	1.98E-08
	4.68E-07
	8.793089865

	FANCL
	-0.635904386
	5.754132929
	-5.94428792
	2.15E-08
	5.06E-07
	8.709715729

	ID1
	0.737294657
	8.821790309
	5.909992682
	2.54E-08
	5.91E-07
	8.548208923

	RRP12
	0.668550791
	6.719636721
	5.903342417
	2.63E-08
	6.05E-07
	8.516954746

	GIMAP2
	-0.689922758
	5.235177129
	-5.891048288
	2.79E-08
	6.38E-07
	8.459231125

	PTX3
	1.327827943
	2.888503815
	5.879525922
	2.95E-08
	6.71E-07
	8.405196029

	YPEL2
	0.745729106
	8.160290177
	5.878382404
	2.96E-08
	6.73E-07
	8.399836839

	RHOB
	0.593368929
	11.37792957
	5.855751573
	3.31E-08
	7.41E-07
	8.293903571

	LINC00909
	-0.68084765
	5.335750401
	-5.836419785
	3.63E-08
	8.07E-07
	8.203606492

	GBP2
	0.718968915
	7.967705112
	5.831247252
	3.72E-08
	8.26E-07
	8.179476417

	EGR1
	1.470896663
	10.29954299
	5.808709075
	4.15E-08
	9.08E-07
	8.074485157

	NPTX2
	1.169922609
	4.470168074
	5.805092564
	4.22E-08
	9.23E-07
	8.05766091

	EREG
	1.131640129
	3.174986603
	5.802359543
	4.27E-08
	9.34E-07
	8.044950913

	INHBB
	0.848236693
	6.935787158
	5.800048391
	4.32E-08
	9.43E-07
	8.034205648

	HMGA1
	0.611000433
	6.955273346
	5.797523088
	4.37E-08
	9.52E-07
	8.022467691

	KCNK1
	1.048113304
	5.845676703
	5.781378241
	4.73E-08
	1.02E-06
	7.9474973

	ARNTL2
	0.767758484
	5.948942771
	5.767629952
	5.05E-08
	1.08E-06
	7.883755541

	FCN1
	0.837061508
	6.089946361
	5.747971333
	5.54E-08
	1.17E-06
	7.792771841

	P2RY13
	-0.611182082
	6.024723512
	-5.747412192
	5.56E-08
	1.17E-06
	7.790186806

	SOX4
	0.739065924
	5.485339435
	5.732102716
	5.98E-08
	1.25E-06
	7.719467198

	FAM43A
	0.6702398
	6.280531008
	5.73025376
	6.03E-08
	1.26E-06
	7.710934054

	HIVEP2
	0.677019961
	6.894047927
	5.726842591
	6.13E-08
	1.28E-06
	7.69519554

	CXCL5
	1.029222441
	2.284150171
	5.705354718
	6.79E-08
	1.40E-06
	7.596186489

	FJX1
	0.910584305
	4.908545274
	5.704550241
	6.82E-08
	1.41E-06
	7.59248416

	TREM1
	0.979084385
	4.852513249
	5.699162194
	6.99E-08
	1.44E-06
	7.567695807

	OLR1
	1.195675283
	3.222545985
	5.698580581
	7.01E-08
	1.44E-06
	7.565020886

	PRR26
	0.651710005
	6.24755496
	5.684260968
	7.50E-08
	1.54E-06
	7.499216049

	NABP1
	0.693063973
	7.266833532
	5.68170307
	7.60E-08
	1.55E-06
	7.487472141

	PLOD2
	0.770751966
	8.822175312
	5.674472041
	7.86E-08
	1.60E-06
	7.454290455

	SEMA6B
	0.705068391
	6.609363333
	5.672551715
	7.93E-08
	1.61E-06
	7.445482863

	SNAPC1
	0.600012187
	4.879256415
	5.653115767
	8.70E-08
	1.75E-06
	7.356443606

	ZFAND5
	0.644299935
	10.06865856
	5.634829134
	9.48E-08
	1.89E-06
	7.272842707

	KCNE4
	1.059595265
	4.777737638
	5.627099551
	9.83E-08
	1.95E-06
	7.237556085

	PTGER2
	0.615704031
	4.589818507
	5.610965694
	1.06E-07
	2.10E-06
	7.164000109

	ANGPTL4
	0.649740202
	9.317048831
	5.605797819
	1.09E-07
	2.13E-06
	7.140467112

	GPR84
	1.164006868
	2.991314934
	5.592671773
	1.16E-07
	2.27E-06
	7.080755946

	CHAC1
	1.370564359
	5.976648534
	5.582303528
	1.21E-07
	2.36E-06
	7.033652218

	S100A12
	1.158745559
	6.139289543
	5.573387063
	1.27E-07
	2.45E-06
	6.99318795

	MB21D2
	0.754484153
	4.477017155
	5.538988963
	1.49E-07
	2.84E-06
	6.837466258

	ANXA2
	0.663465033
	8.806785824
	5.516983814
	1.65E-07
	3.13E-06
	6.738167956

	ZSCAN12P1
	1.213310558
	3.962218289
	5.506561966
	1.73E-07
	3.25E-06
	6.691226919

	SPATA6L
	0.633551923
	5.658843954
	5.490165738
	1.87E-07
	3.49E-06
	6.617491081

	F2RL1
	0.797008148
	6.495462436
	5.479285131
	1.96E-07
	3.64E-06
	6.568637101

	KRT7
	0.612536035
	5.926497224
	5.466670573
	2.08E-07
	3.84E-06
	6.512075258

	LRRC8B
	0.668893276
	6.02344397
	5.457425999
	2.17E-07
	3.99E-06
	6.470676963

	ZNF460
	0.62714356
	4.623814561
	5.397393397
	2.87E-07
	5.12E-06
	6.202942296

	STC2
	1.200593405
	3.325568552
	5.370273603
	3.25E-07
	5.72E-06
	6.082621804

	ZNF367
	0.736191169
	5.656964671
	5.323349834
	4.02E-07
	6.95E-06
	5.875372536

	SDS
	0.834872105
	11.52734356
	5.321702287
	4.05E-07
	6.99E-06
	5.868117417

	LINC00939
	-0.800401627
	4.828974638
	-5.30505476
	4.37E-07
	7.47E-06
	5.794891343

	ACKR3
	1.201082258
	6.327291221
	5.282468603
	4.84E-07
	8.18E-06
	5.695785097

	SLC22A25
	-0.599965833
	6.893861123
	-5.279532339
	4.91E-07
	8.28E-06
	5.682921502

	XIRP1
	0.983255534
	2.46181198
	5.273552271
	5.04E-07
	8.49E-06
	5.656737799

	SOD2
	0.882937814
	11.39023399
	5.242724746
	5.80E-07
	9.59E-06
	5.522071619

	OSM
	1.147432929
	3.889699139
	5.225245072
	6.28E-07
	1.03E-05
	5.445946978

	BDKRB2
	0.953019483
	3.559097231
	5.203289424
	6.93E-07
	1.13E-05
	5.350569604

	GPR3
	0.994634227
	3.42092524
	5.202269748
	6.96E-07
	1.13E-05
	5.34614656

	LIME1
	-0.776908098
	6.077366857
	-5.188871643
	7.39E-07
	1.20E-05
	5.288083561

	FPR2
	0.750516211
	5.361722972
	5.161602914
	8.35E-07
	1.34E-05
	5.17022032

	INSIG1
	0.613674849
	11.63469629
	5.157265033
	8.52E-07
	1.36E-05
	5.151509277

	HAND2
	-0.705231482
	5.688170515
	-5.147177328
	8.91E-07
	1.42E-05
	5.108037912

	FOXC1
	0.715105635
	4.772015828
	5.113134652
	1.04E-06
	1.63E-05
	4.961761257

	LPAL2
	-0.600626943
	6.014462415
	-5.08643221
	1.17E-06
	1.80E-05
	4.847485672

	TRIM15
	0.852126164
	4.729519714
	5.086237704
	1.17E-06
	1.80E-05
	4.846654758

	SERPINA3
	0.738147496
	11.1095697
	5.084471093
	1.18E-06
	1.81E-05
	4.83910894

	RPS16P5
	0.695515066
	2.216631535
	5.079589915
	1.20E-06
	1.84E-05
	4.818269004

	DUSP10
	0.594651606
	8.136950371
	5.079560568
	1.20E-06
	1.84E-05
	4.818143749

	TXNIP
	-0.676688926
	10.05721684
	-5.072703745
	1.24E-06
	1.89E-05
	4.788892073

	MCAM
	0.654110538
	6.889466441
	5.070272175
	1.25E-06
	1.91E-05
	4.778525311

	TFPI2
	0.886931939
	5.973427177
	5.066667433
	1.27E-06
	1.94E-05
	4.763163087

	PLAU
	0.875699572
	4.749735985
	5.033055539
	1.48E-06
	2.21E-05
	4.620280463

	DLGAP1-AS2
	0.840568251
	3.613535872
	5.013141708
	1.61E-06
	2.39E-05
	4.535935868

	MOGAT2
	-0.590130769
	8.816651937
	-5.010610674
	1.63E-06
	2.41E-05
	4.525232219

	GPAM
	-0.729505714
	9.557265274
	-4.979887207
	1.87E-06
	2.71E-05
	4.395601561

	MMP10
	1.014855419
	2.104189542
	4.974056747
	1.92E-06
	2.77E-05
	4.371063546

	TNFSF10
	-0.58839333
	7.960717099
	-4.942649802
	2.20E-06
	3.15E-05
	4.239227994

	HMOX1
	0.58997746
	9.962456254
	4.926427801
	2.36E-06
	3.35E-05
	4.171361344

	GPLD1
	-0.605321428
	7.746574405
	-4.922736073
	2.40E-06
	3.39E-05
	4.155938311

	CD3EAP
	0.635209364
	5.787355774
	4.899180099
	2.65E-06
	3.71E-05
	4.057718332

	ADAM19
	0.594489178
	7.199040503
	4.882452012
	2.85E-06
	3.94E-05
	3.98816876

	KLF13
	-0.60115035
	5.667514687
	-4.875316694
	2.94E-06
	4.03E-05
	3.958553435

	PPARGC1A
	0.620796915
	8.863714402
	4.856072184
	3.20E-06
	4.33E-05
	3.878830651

	TSLP
	0.623007932
	5.226484868
	4.855219282
	3.21E-06
	4.34E-05
	3.875302539

	SLC7A1
	1.054870496
	5.872259069
	4.83341325
	3.53E-06
	4.73E-05
	3.785248538

	PCK1
	0.67806605
	12.79287321
	4.833051054
	3.53E-06
	4.73E-05
	3.783755172

	LINC01127
	-0.651132508
	5.885489519
	-4.817505011
	3.78E-06
	5.02E-05
	3.719732143

	DUSP1
	0.650761547
	10.6596688
	4.8076383
	3.94E-06
	5.22E-05
	3.679174131

	C3orf52
	0.936762432
	2.881100617
	4.803785388
	4.00E-06
	5.30E-05
	3.663352419

	HOXB3
	-0.591872
	5.315740571
	-4.79714086
	4.12E-06
	5.42E-05
	3.636088331

	RIN1
	0.629141812
	5.055507102
	4.790418787
	4.24E-06
	5.56E-05
	3.60853338

	HES1
	0.693710053
	7.633946674
	4.787601967
	4.29E-06
	5.62E-05
	3.596994926

	TTC22
	0.74318038
	5.770222161
	4.783607784
	4.36E-06
	5.71E-05
	3.580641965

	TGM2
	0.683290439
	10.6341025
	4.779186127
	4.45E-06
	5.80E-05
	3.562550189

	SMOX
	0.697516636
	5.934956783
	4.767445679
	4.68E-06
	6.05E-05
	3.514570606

	TNFAIP6
	0.913373932
	3.029638382
	4.764924427
	4.73E-06
	6.09E-05
	3.504278024

	NOD2
	0.725103774
	4.477207759
	4.719424394
	5.73E-06
	7.27E-05
	3.319202782

	SLITRK3
	0.808721307
	6.666323872
	4.692172051
	6.43E-06
	8.02E-05
	3.208963449

	FAM57A
	0.623978207
	4.937287514
	4.665591547
	7.19E-06
	8.84E-05
	3.101886352

	ARRDC3
	0.753826566
	8.312356395
	4.664095999
	7.24E-06
	8.88E-05
	3.095874769

	SLC25A34
	-0.588836767
	5.736594352
	-4.662085255
	7.30E-06
	8.95E-05
	3.087794482

	GADD45G
	0.718205737
	8.38721517
	4.630397448
	8.34E-06
	0.0001006
	2.960789663

	USP2
	0.743712577
	6.842379976
	4.548072951
	1.17E-05
	0.000136565
	2.633795063

	DCSTAMP
	0.802672493
	2.052735435
	4.451385694
	1.74E-05
	0.000193228
	2.25528936

	S100A9
	0.701517968
	9.020854506
	4.438521626
	1.84E-05
	0.000201861
	2.205386376

	ANKRD33B
	0.618950681
	4.718334099
	4.438098613
	1.84E-05
	0.000202084
	2.203747233

	SELL
	0.613965465
	6.244390406
	4.431834888
	1.89E-05
	0.000206155
	2.179489483

	RNF43
	-0.5975902
	6.558042064
	-4.428865957
	1.91E-05
	0.000208147
	2.168000557

	INHBA
	0.696327884
	6.261499058
	4.378751789
	2.34E-05
	0.000250321
	1.974945544

	IL32
	0.849983606
	8.853898845
	4.370062801
	2.42E-05
	0.00025815
	1.941641181

	DUSP4
	0.624659702
	4.467102865
	4.341003452
	2.72E-05
	0.000285612
	1.830621711

	NRIP3
	0.835025053
	3.263947276
	4.339621296
	2.74E-05
	0.000286742
	1.825355232

	C15orf48
	0.863098297
	2.979977494
	4.321560147
	2.94E-05
	0.000305176
	1.756653134

	MMP9
	0.837387166
	6.429015557
	4.294498093
	3.28E-05
	0.000335634
	1.65412058

	ALOXE3
	0.721436221
	1.980496297
	4.244175142
	4.00E-05
	0.000400689
	1.464765176

	SPRED3
	0.814757956
	4.065650578
	4.240606166
	4.06E-05
	0.000405233
	1.451400741

	IFNG
	0.713296358
	2.028979372
	4.216425353
	4.46E-05
	0.000441233
	1.361080472

	MAB21L3
	0.834132452
	4.086818041
	4.215624095
	4.48E-05
	0.000442135
	1.35809441

	RTP3
	-0.708138716
	7.093577544
	-4.211468022
	4.55E-05
	0.000448415
	1.342612915

	CBX4
	0.594829817
	7.421035608
	4.210230419
	4.57E-05
	0.000450349
	1.338005079

	IL4I1
	0.710477609
	3.408744516
	4.192753304
	4.90E-05
	0.000477262
	1.273045885

	CD69
	0.62646611
	3.792554338
	4.183925458
	5.07E-05
	0.000490543
	1.240313712

	STC1
	0.836924512
	4.054020768
	4.142171762
	5.96E-05
	0.000563085
	1.086222098

	MT1M
	0.825928242
	9.573813865
	4.072331746
	7.80E-05
	0.000710467
	0.831169395

	SFN
	0.928521742
	4.242130146
	4.03875667
	8.87E-05
	0.000795599
	0.709763888

	CCL7
	0.791764477
	2.157066283
	4.01644025
	9.66E-05
	0.000854476
	0.629506582

	PRR7
	0.602523106
	3.693039878
	4.007243318
	0.000100011
	0.000879216
	0.596533395

	GPRC5A
	0.866065858
	4.235829788
	3.996895706
	0.000104007
	0.000906786
	0.559506131

	FAM167A
	0.735429384
	3.705957594
	3.931552049
	0.000132981
	0.001121241
	0.327438618

	ANKRD33
	0.797330556
	2.174870844
	3.915432049
	0.000141231
	0.001178062
	0.270656749

	C6orf141
	0.731562249
	4.315212431
	3.865081745
	0.000170252
	0.001374121
	0.0945025

	TNFSF9
	0.824793238
	2.799170015
	3.863653845
	0.000171152
	0.001379526
	0.089533544

	FCAMR
	0.886184604
	4.540811537
	3.836198363
	0.000189373
	0.001506078
	-0.005721785

	GCNT3
	0.75970509
	3.027374034
	3.827231074
	0.000195713
	0.001546897
	-0.036714799

	FABP5
	0.770303023
	4.365469297
	3.802836147
	0.000213996
	0.001670791
	-0.120732953

	TNFRSF9
	0.909790815
	2.999821394
	3.786685337
	0.000226981
	0.001756872
	-0.176118622

	GZMB
	0.822995685
	3.554943392
	3.783210621
	0.00022987
	0.001775526
	-0.188009446

	ICAM5
	0.917664928
	3.862445223
	3.778171433
	0.000234123
	0.001801613
	-0.205238325

	MAMSTR
	0.585786725
	3.262629964
	3.724160239
	0.000284644
	0.002127889
	-0.388728861

	MUC13
	0.772376651
	3.66758981
	3.717793872
	0.000291237
	0.002171747
	-0.410215298

	S100A8
	0.657544606
	8.501000213
	3.706353968
	0.00030345
	0.002246009
	-0.448749434

	SOX8
	0.686989375
	2.535451094
	3.636774311
	0.000388825
	0.002788512
	-0.681023719

	IGFBP1
	0.904991276
	10.59427462
	3.619673504
	0.00041304
	0.00293714
	-0.737556082

	MEDAG
	0.859311877
	3.384866488
	3.599976787
	0.000442695
	0.00312202
	-0.802397495

	PPP1R3C
	-0.683279598
	8.470901241
	-3.575241664
	0.000482785
	0.003359223
	-0.883410645

	SERPINB2
	0.682543207
	1.950242832
	3.50035473
	0.000626039
	0.004201864
	-1.125850404

	LYPD5
	0.715164334
	2.810175255
	3.459496984
	0.000720188
	0.004734552
	-1.256315744

	CILP2
	0.617147599
	2.676127668
	3.454681535
	0.000732122
	0.004804198
	-1.271607656

	PNPLA5
	0.908514523
	2.931997324
	3.419409584
	0.00082536
	0.00532638
	-1.38307101

	CHI3L1
	1.031999101
	9.296177503
	3.417403423
	0.000830985
	0.005356894
	-1.389381764

	ANKRD1
	0.735723309
	2.406182333
	3.413503587
	0.000842021
	0.005422193
	-1.4016405

	MMP1
	0.883353031
	2.13856049
	3.35969626
	0.001009018
	0.006329392
	-1.569570808

	TNIP3
	0.810346155
	2.682879474
	3.324333049
	0.001135139
	0.00694798
	-1.67870601

	OSR1
	0.937392884
	2.883008214
	3.285289135
	0.00129142
	0.007740754
	-1.798058444

	CCDC177
	0.737908785
	3.206942919
	3.191888855
	0.001750345
	0.009965295
	-2.078670745

	FGF21
	0.869677872
	5.882006999
	3.151913345
	0.001989745
	0.011075134
	-2.196644066

	THRSP
	-0.652590649
	8.854269352
	-3.11185974
	0.002259789
	0.012329496
	-2.313557528

	UCA1
	0.677231914
	4.008961445
	3.087637694
	0.002439173
	0.013191835
	-2.383630199

	TAC1
	0.604490927
	1.644284917
	3.008255027
	0.003123492
	0.016185122
	-2.609931128

	SH2D5
	0.71699366
	3.047572616
	2.839924781
	0.005195139
	0.024748768
	-3.072627088

	LCN2
	0.6646523
	7.015471944
	2.778770264
	0.006216804
	0.028684824
	-3.234869324

	CRP
	0.650334966
	13.08395239
	2.677289073
	0.008321794
	0.036303344
	-3.497118139

	CXCL10
	0.590263824
	3.60185758
	2.598738416
	0.010372662
	0.043677698
	-3.694072349


Table S3 GO analysis

	ONTOLOGY
	ID
	pvalue

	BP
	GO:0032496
	5.27E-16

	BP
	GO:0002237
	8.90E-16

	BP
	GO:0071356
	1.13E-13

	BP
	GO:0034612
	2.03E-13

	BP
	GO:0060326
	2.43E-13

	BP
	GO:0045444
	3.65E-13

	BP
	GO:0001819
	5.06E-13

	BP
	GO:0007159
	2.31E-12

	BP
	GO:0071216
	2.34E-12

	BP
	GO:0071222
	5.24E-12

	BP
	GO:0030595
	7.01E-12

	BP
	GO:0070371
	7.72E-12

	BP
	GO:0070555
	8.63E-12

	BP
	GO:0071219
	1.96E-11

	BP
	GO:0071347
	3.07E-11

	BP
	GO:0050863
	3.41E-11

	BP
	GO:0022407
	3.61E-11

	BP
	GO:0019221
	5.34E-11

	BP
	GO:0006986
	6.06E-11

	BP
	GO:0070372
	7.81E-11

	BP
	GO:0071621
	8.46E-11

	BP
	GO:0030593
	1.05E-10

	BP
	GO:0001667
	1.46E-10

	BP
	GO:1903037
	1.48E-10

	BP
	GO:0035966
	1.79E-10

	BP
	GO:0032602
	2.57E-10

	BP
	GO:0097193
	3.53E-10

	BP
	GO:0050867
	3.70E-10

	BP
	GO:0002696
	4.40E-10

	BP
	GO:0050727
	5.33E-10

	BP
	GO:0022409
	5.86E-10

	BP
	GO:0043410
	6.45E-10

	BP
	GO:0002274
	6.64E-10

	BP
	GO:1903039
	9.61E-10

	BP
	GO:0097529
	1.06E-09

	BP
	GO:0032103
	1.06E-09

	BP
	GO:0048659
	1.18E-09

	BP
	GO:0032642
	1.73E-09

	BP
	GO:1903131
	1.84E-09

	BP
	GO:0051090
	1.97E-09

	BP
	GO:0050870
	2.37E-09

	BP
	GO:0009266
	2.53E-09

	BP
	GO:0097530
	3.37E-09

	BP
	GO:0030728
	3.54E-09

	BP
	GO:1990266
	3.81E-09

	BP
	GO:0048660
	4.12E-09

	BP
	GO:0044703
	5.09E-09

	BP
	GO:2001233
	6.45E-09

	BP
	GO:0032722
	6.99E-09

	BP
	GO:0033002
	7.43E-09

	BP
	GO:0050900
	8.58E-09

	BP
	GO:0070663
	1.07E-08

	BP
	GO:0007249
	1.15E-08

	BP
	GO:0044706
	1.17E-08

	BP
	GO:0007565
	1.73E-08

	BP
	GO:0032944
	2.29E-08

	BP
	GO:0001659
	2.89E-08

	BP
	GO:0051251
	3.32E-08

	BP
	GO:0051101
	4.61E-08

	BP
	GO:0002573
	5.26E-08

	BP
	GO:0070661
	5.35E-08

	BP
	GO:0001503
	5.46E-08

	BP
	GO:0043122
	5.96E-08

	BP
	GO:0050670
	6.97E-08

	BP
	GO:1903706
	7.10E-08

	BP
	GO:0002548
	7.35E-08

	BP
	GO:0070374
	8.00E-08

	BP
	GO:1990868
	8.95E-08

	BP
	GO:1990869
	8.95E-08

	BP
	GO:1902105
	8.99E-08

	BP
	GO:0001933
	9.91E-08

	BP
	GO:0045936
	1.00E-07

	BP
	GO:0010563
	1.06E-07

	BP
	GO:0045785
	1.09E-07

	BP
	GO:0009408
	1.16E-07

	BP
	GO:0042326
	1.19E-07

	BP
	GO:0032623
	1.48E-07

	BP
	GO:0032663
	1.48E-07

	BP
	GO:0106106
	1.60E-07

	BP
	GO:0120161
	1.60E-07

	BP
	GO:0010631
	1.62E-07

	BP
	GO:0030099
	1.62E-07

	BP
	GO:0031349
	1.67E-07

	BP
	GO:0045429
	1.78E-07

	BP
	GO:0090132
	1.94E-07

	BP
	GO:0070098
	1.96E-07
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	0.00933218

	BP
	GO:0072539
	0.00933218

	BP
	GO:1901798
	0.00933218

	BP
	GO:1903203
	0.00933218

	BP
	GO:1901617
	0.009376318

	BP
	GO:0003170
	0.00956114

	BP
	GO:0040014
	0.00956114

	BP
	GO:1905330
	0.00956114

	BP
	GO:1905953
	0.00956114

	BP
	GO:0046633
	0.009817433

	BP
	GO:0070849
	0.009817433

	BP
	GO:0090199
	0.009817433

	BP
	GO:0006879
	0.010275639

	BP
	GO:0033692
	0.010275639

	BP
	GO:0007611
	0.010281642

	BP
	GO:0005996
	0.010362295

	BP
	GO:0033077
	0.010362961

	BP
	GO:0033273
	0.010362961

	BP
	GO:0009267
	0.010419601

	BP
	GO:0001945
	0.010482578

	BP
	GO:0035767
	0.010482578

	BP
	GO:0060055
	0.010482578

	BP
	GO:0061437
	0.010482578

	BP
	GO:0061440
	0.010482578

	BP
	GO:0072006
	0.010570666

	CC
	GO:0034774
	8.80E-07

	CC
	GO:0060205
	1.05E-06

	CC
	GO:0031983
	1.18E-06

	CC
	GO:0005925
	1.49E-05

	CC
	GO:1905286
	1.58E-05

	CC
	GO:0030055
	2.28E-05

	CC
	GO:0062023
	2.37E-05

	CC
	GO:0090575
	5.61E-05

	CC
	GO:1905370
	0.000154034

	CC
	GO:0044194
	0.000319556

	CC
	GO:0000164
	0.001227336

	CC
	GO:0042581
	0.001476172

	MF
	GO:0001228
	1.51E-12

	MF
	GO:0001216
	2.03E-12

	MF
	GO:0005125
	5.54E-11

	MF
	GO:0048018
	3.49E-10

	MF
	GO:0030546
	5.38E-10

	MF
	GO:0008330
	1.07E-07

	MF
	GO:0019887
	3.77E-07

	MF
	GO:0005126
	3.94E-07

	MF
	GO:0140297
	4.44E-07

	MF
	GO:0019207
	7.99E-07

	MF
	GO:0017017
	8.12E-07

	MF
	GO:0008009
	1.10E-06

	MF
	GO:0061629
	1.25E-06

	MF
	GO:0008083
	4.67E-06

	MF
	GO:0042379
	5.58E-06

	MF
	GO:0005525
	5.82E-06

	MF
	GO:0140677
	6.50E-06

	MF
	GO:0033549
	7.76E-06

	MF
	GO:0001664
	1.21E-05

	MF
	GO:0019001
	1.66E-05

	MF
	GO:0032561
	1.66E-05

	MF
	GO:0004857
	3.40E-05

	MF
	GO:0002020
	5.05E-05

	MF
	GO:0070851
	5.47E-05

	MF
	GO:0045236
	0.000123307

	MF
	GO:0050786
	0.000125467

	MF
	GO:0044389
	0.000150206

	MF
	GO:0031625
	0.000171496

	MF
	GO:0004860
	0.000176526

	MF
	GO:0008138
	0.000243327

	MF
	GO:0031072
	0.000250405

	MF
	GO:0051082
	0.000250405

	MF
	GO:0019210
	0.000270949

	MF
	GO:0001227
	0.000484019

	MF
	GO:0030295
	0.000496176

	MF
	GO:0001217
	0.000568271

	MF
	GO:0003924
	0.00066498

	MF
	GO:0036041
	0.000726903

	MF
	GO:0044183
	0.000737924

	MF
	GO:0019209
	0.000762826

	MF
	GO:0050700
	0.000947222

	MF
	GO:0019955
	0.000970262

	MF
	GO:0140662
	0.001070724

	MF
	GO:0001221
	0.001220225

	MF
	GO:0005539
	0.001493408

	MF
	GO:0098641
	0.001521268

	MF
	GO:0004867
	0.002099253

	MF
	GO:0048020
	0.002210307

	MF
	GO:0070888
	0.002742419

	MF
	GO:1990756
	0.003119058

	MF
	GO:0051087
	0.003359885

	
	
	
	


Table S4 KEGG analysis

	ID
	Description
	pvalue

	hsa04657
	IL-17 signaling pathway
	2.31E-20

	hsa04668
	TNF signaling pathway
	8.62E-16

	hsa04060
	Cytokine-cytokine receptor interaction
	3.62E-13

	hsa04064
	NF-kappa B signaling pathway
	3.04E-10

	hsa04010
	MAPK signaling pathway
	1.23E-08

	hsa05417
	Lipid and atherosclerosis
	2.26E-08

	hsa04621
	NOD-like receptor signaling pathway
	2.27E-08

	hsa04380
	Osteoclast differentiation
	1.74E-07

	hsa05202
	Transcriptional misregulation in cancer
	1.98E-07

	hsa04061
	Viral protein interaction with cytokine and cytokine receptor
	2.80E-07

	hsa04210
	Apoptosis
	9.37E-07

	hsa05142
	Chagas disease
	2.01E-06

	hsa05323
	Rheumatoid arthritis
	3.34E-06

	hsa04659
	Th17 cell differentiation
	4.18E-06

	hsa04933
	AGE-RAGE signaling pathway in diabetic complications
	7.99E-06

	hsa05166
	Human T-cell leukemia virus 1 infection
	8.25E-06

	hsa05167
	Kaposi sarcoma-associated herpesvirus infection
	1.19E-05

	hsa04625
	C-type lectin receptor signaling pathway
	1.27E-05

	hsa04630
	JAK-STAT signaling pathway
	1.65E-05

	hsa05134
	Legionellosis
	1.86E-05

	hsa05418
	Fluid shear stress and atherosclerosis
	2.32E-05

	hsa05164
	Influenza A
	2.47E-05

	hsa05210
	Colorectal cancer
	3.69E-05

	hsa05144
	Malaria
	4.57E-05

	hsa05146
	Amoebiasis
	4.68E-05

	hsa05235
	PD-L1 expression and PD-1 checkpoint pathway in cancer
	5.22E-05

	hsa05321
	Inflammatory bowel disease
	7.08E-05

	hsa05222
	Small cell lung cancer
	7.27E-05

	hsa05161
	Hepatitis B
	0.000149461

	hsa04068
	FoxO signaling pathway
	0.000168496

	hsa05169
	Epstein-Barr virus infection
	0.00021734

	hsa05133
	Pertussis
	0.000269701

	hsa04148
	Efferocytosis
	0.000321541

	hsa05219
	Bladder cancer
	0.000455781

	hsa04115
	p53 signaling pathway
	0.000974107

	hsa05132
	Salmonella infection
	0.001021135

	hsa04620
	Toll-like receptor signaling pathway
	0.00124508

	hsa04931
	Insulin resistance
	0.00124508

	hsa05140
	Leishmaniasis
	0.001298711

	hsa05215
	Prostate cancer
	0.001874756

	hsa04920
	Adipocytokine signaling pathway
	0.002759688

	hsa05120
	Epithelial cell signaling in Helicobacter pylori infection
	0.002759688

	hsa04610
	Complement and coagulation cascades
	0.002822913

	hsa04151
	PI3K-Akt signaling pathway
	0.003234269

	hsa04928
	Parathyroid hormone synthesis, secretion and action
	0.003614571

	hsa04936
	Alcoholic liver disease
	0.003743029

	hsa04350
	TGF-beta signaling pathway
	0.004136021

	hsa03320
	PPAR signaling pathway
	0.00425014

	hsa04658
	Th1 and Th2 cell differentiation
	0.004453464

	hsa05220
	Chronic myeloid leukemia
	0.004611091

	hsa05145
	Toxoplasmosis
	0.00502777

	hsa04623
	Cytosolic DNA-sensing pathway
	0.007837413

	hsa04218
	Cellular senescence
	0.007880395

	hsa04915
	Estrogen signaling pathway
	0.007897047

	hsa05221
	Acute myeloid leukemia
	0.008201342

	hsa05143
	African trypanosomiasis
	0.008474011

	hsa05216
	Thyroid cancer
	0.008474011


Table S5 BTG2 co-expression gene

	TG
	RBP
	r_pearson
	pval_pearson

	A1BG
	BTG2
	0.815552317
	7.56E-17

	A1BG-AS1
	BTG2
	0.791506523
	2.56E-15

	A1CF
	BTG2
	0.770492917
	3.89E-14

	A2M
	BTG2
	0.766798557
	6.10E-14

	A2M-AS1
	BTG2
	0.764752856
	7.79E-14

	A2ML1
	BTG2
	0.754448686
	2.58E-13

	A2MP1
	BTG2
	0.753835605
	2.77E-13

	A4GALT
	BTG2
	0.741320962
	1.09E-12

	A4GNT
	BTG2
	0.729564337
	3.70E-12

	AA06
	BTG2
	0.726760802
	4.91E-12

	AAAS
	BTG2
	0.721280739
	8.43E-12

	AACS
	BTG2
	0.721200528
	8.50E-12

	AACSP1
	BTG2
	0.711061282
	2.24E-11

	AADAC
	BTG2
	0.7057364
	3.65E-11

	AADACL2
	BTG2
	0.70180175
	5.22E-11

	AADACP1
	BTG2
	0.696948355
	8.04E-11

	AADAT
	BTG2
	0.6943414
	1.01E-10

	AAGAB
	BTG2
	0.690043823
	1.46E-10

	AAK1
	BTG2
	0.689112475
	1.59E-10

	AAMDC
	BTG2
	0.680788226
	3.19E-10

	AAMP
	BTG2
	0.67900626
	3.69E-10

	AANAT
	BTG2
	0.676394637
	4.57E-10

	AAR2
	BTG2
	0.674054983
	5.52E-10

	AARS
	BTG2
	0.669029553
	8.24E-10

	AARS2
	BTG2
	0.663052787
	1.31E-09

	AASDH
	BTG2
	0.662216901
	1.40E-09

	AASDHPPT
	BTG2
	0.65823471
	1.90E-09

	AASS
	BTG2
	0.644171352
	5.36E-09

	AATF
	BTG2
	0.640504718
	6.97E-09

	AATK
	BTG2
	0.634066059
	1.09E-08

	ABAT
	BTG2
	0.632916146
	1.19E-08

	ABCA1
	BTG2
	0.632331323
	1.23E-08

	ABCA11P
	BTG2
	0.631114726
	1.34E-08

	ABCA12
	BTG2
	0.629375609
	1.51E-08

	ABCA13
	BTG2
	0.622081369
	2.47E-08

	ABCA17P
	BTG2
	0.620932986
	2.66E-08

	ABCA2
	BTG2
	0.62077235
	2.69E-08

	ABCA3
	BTG2
	0.620726145
	2.70E-08

	ABCA4
	BTG2
	0.616722892
	3.51E-08

	ABCA5
	BTG2
	0.614291008
	4.11E-08

	ABCA6
	BTG2
	0.611250309
	5.00E-08

	ABCA7
	BTG2
	0.610135883
	5.37E-08

	ABCA8
	BTG2
	0.609751955
	5.50E-08

	ABCA9
	BTG2
	0.606928143
	6.58E-08

	ABCB1
	BTG2
	0.604824637
	7.51E-08

	ABCB10
	BTG2
	0.602718365
	8.57E-08

	ABCB11
	BTG2
	0.601867481
	9.03E-08

	ABCB4
	BTG2
	0.597226258
	1.20E-07

	ABCB5
	BTG2
	0.596744154
	1.24E-07

	ABCB6
	BTG2
	0.590634909
	1.79E-07

	ABCB7
	BTG2
	0.58845791
	2.03E-07

	ABCB8
	BTG2
	0.588065012
	2.08E-07

	ABCB9
	BTG2
	0.587939971
	2.10E-07

	ABCC1
	BTG2
	0.582647272
	2.86E-07

	ABCC10
	BTG2
	0.577905723
	3.76E-07

	ABCC11
	BTG2
	0.572512169
	5.10E-07

	ABCC12
	BTG2
	0.569939239
	5.89E-07

	ABCC13
	BTG2
	0.568355879
	6.43E-07

	ABCC2
	BTG2
	0.564631253
	7.89E-07

	ABCC3
	BTG2
	0.564596955
	7.90E-07

	ABCC4
	BTG2
	0.563526435
	8.38E-07

	ABCC5
	BTG2
	0.562648338
	8.79E-07

	ABCC6P1
	BTG2
	0.560957002
	9.63E-07

	ABCC8
	BTG2
	0.559089509
	1.06E-06

	ABCC9
	BTG2
	0.556802292
	1.20E-06

	ABCD1
	BTG2
	0.554831505
	1.34E-06

	ABCD2
	BTG2
	0.553919427
	1.40E-06

	ABCD3
	BTG2
	0.552486243
	1.51E-06

	ABCD4
	BTG2
	0.551820931
	1.57E-06

	ABCE1
	BTG2
	0.551137673
	1.62E-06

	ABCF1
	BTG2
	0.549926001
	1.73E-06

	ABCF2
	BTG2
	0.548876598
	1.83E-06

	ABCF3
	BTG2
	0.546374221
	2.08E-06

	ABCG1
	BTG2
	0.545089779
	2.22E-06

	ABCG2
	BTG2
	0.545042777
	2.23E-06

	ABCG4
	BTG2
	0.537695618
	3.23E-06

	ABCG5
	BTG2
	0.537690553
	3.23E-06

	ABCG8
	BTG2
	0.536248411
	3.47E-06

	ABHD1
	BTG2
	0.535879239
	3.54E-06

	ABHD10
	BTG2
	0.53497584
	3.70E-06

	ABHD11
	BTG2
	0.534610199
	3.77E-06

	ABHD12
	BTG2
	0.534240557
	3.84E-06

	ABHD13
	BTG2
	0.533738202
	3.93E-06

	ABHD14B
	BTG2
	0.531669491
	4.36E-06

	ABHD15
	BTG2
	0.530459863
	4.62E-06

	ABHD16A
	BTG2
	0.530185315
	4.68E-06

	ABHD16B
	BTG2
	0.523514035
	6.47E-06

	ABHD17A
	BTG2
	0.523222149
	6.56E-06

	ABHD17B
	BTG2
	0.522868837
	6.67E-06

	ABHD17C
	BTG2
	0.521402534
	7.16E-06

	ABHD2
	BTG2
	0.520322952
	7.53E-06

	ABHD3
	BTG2
	0.518067307
	8.38E-06

	ABHD4
	BTG2
	0.517207576
	8.73E-06

	ABHD5
	BTG2
	0.516678602
	8.94E-06

	ABHD6
	BTG2
	0.515223941
	9.57E-06

	ABHD8
	BTG2
	0.511833858
	1.12E-05

	ABI1
	BTG2
	0.508520052
	1.30E-05

	ABI2
	BTG2
	0.505969201
	1.47E-05

	ABI3
	BTG2
	0.504754443
	1.55E-05

	ABI3BP
	BTG2
	0.504515983
	1.56E-05

	ABL1
	BTG2
	0.501962324
	1.75E-05

	ABL2
	BTG2
	0.501824298
	1.77E-05

	ABLIM1
	BTG2
	0.500589943
	1.87E-05

	ABLIM2
	BTG2
	0.499795018
	1.93E-05

	ABLIM3
	BTG2
	0.498068051
	2.09E-05

	ABO
	BTG2
	0.497992785
	2.09E-05

	ABR
	BTG2
	0.497592701
	2.13E-05

	ABRA
	BTG2
	0.495069547
	2.38E-05

	ABRACL
	BTG2
	0.494755823
	2.41E-05

	ABT1
	BTG2
	0.492163322
	2.70E-05

	ABTB1
	BTG2
	0.491833409
	2.74E-05

	ABTB2
	BTG2
	0.491112
	2.83E-05

	AC005224.2
	BTG2
	0.490805908
	2.87E-05

	AC005256.1
	BTG2
	0.490757172
	2.87E-05

	AC005498.3
	BTG2
	0.488849064
	3.12E-05

	AC005523.2
	BTG2
	0.48878717
	3.13E-05

	AC005785.2
	BTG2
	0.488165919
	3.21E-05

	AC005838.2
	BTG2
	0.487707818
	3.27E-05

	AC006538.1
	BTG2
	0.485468236
	3.60E-05

	AC007292.3
	BTG2
	0.484532266
	3.75E-05

	AC007389.3
	BTG2
	0.484251378
	3.79E-05

	AC007787.2
	BTG2
	0.483546851
	3.91E-05

	AC009120.6
	BTG2
	0.482560151
	4.07E-05

	AC012499.1
	BTG2
	0.48153746
	4.25E-05

	AC016999.2
	BTG2
	0.478322909
	4.86E-05

	AC017002.2
	BTG2
	0.478209059
	4.89E-05

	AC024560.2
	BTG2
	0.477887111
	4.95E-05

	AC067956.1
	BTG2
	0.477788568
	4.97E-05

	AC068138.1
	BTG2
	0.474490592
	5.70E-05

	AC068831.3
	BTG2
	0.474260077
	5.75E-05

	AC083843.1
	BTG2
	0.47359657
	5.91E-05

	AC083949.1
	BTG2
	0.472281336
	6.24E-05

	AC087501.1
	BTG2
	0.471847239
	6.35E-05

	AC091133.1
	BTG2
	0.469320587
	7.03E-05

	AC092192.1
	BTG2
	0.469221466
	7.06E-05

	AC092620.2
	BTG2
	0.466271672
	7.95E-05

	AC092660.1
	BTG2
	0.466266416
	7.95E-05

	AC106801.1
	BTG2
	0.466180592
	7.98E-05

	AC112198.1
	BTG2
	0.465457309
	8.21E-05

	AC144652.1
	BTG2
	0.459342562
	0.000104631

	ACAA1
	BTG2
	0.458966186
	0.000106185

	ACAA2
	BTG2
	0.45865743
	0.000107475

	ACACA
	BTG2
	0.45792585
	0.000110591

	ACACB
	BTG2
	0.457772489
	0.000111254

	ACAD10
	BTG2
	0.457747601
	0.000111362

	ACAD8
	BTG2
	0.457415338
	0.000112814

	ACAD9
	BTG2
	0.457098028
	0.000114216

	ACADL
	BTG2
	0.45667542
	0.000116109

	ACADM
	BTG2
	0.456070638
	0.000118867

	ACADS
	BTG2
	0.455462712
	0.000121701

	ACADSB
	BTG2
	0.45433507
	0.000127123

	ACADVL
	BTG2
	0.45374705
	0.000130038

	ACAN
	BTG2
	0.450826628
	0.000145445

	ACAP1
	BTG2
	0.45070016
	0.000146148

	ACAP2
	BTG2
	0.450671981
	0.000146306

	ACAP3
	BTG2
	0.450344933
	0.000148142

	ZNF827
	BTG2
	-0.450062951
	0.000149742

	ZNF829
	BTG2
	-0.450439552
	0.000147608

	ZNF83
	BTG2
	-0.450634092
	0.000146517

	ZNF830
	BTG2
	-0.45075596
	0.000145838

	ZNF831
	BTG2
	-0.451280265
	0.000142946

	ZNF835
	BTG2
	-0.452009898
	0.000139011

	ZNF836
	BTG2
	-0.452231012
	0.000137838

	ZNF837
	BTG2
	-0.453661167
	0.000130468

	ZNF839
	BTG2
	-0.453839349
	0.000129576

	ZNF84
	BTG2
	-0.454246142
	0.00012756

	ZNF843
	BTG2
	-0.455798016
	0.000120131

	ZNF844
	BTG2
	-0.45580176
	0.000120113

	ZNF85
	BTG2
	-0.455807732
	0.000120085

	ZNF850
	BTG2
	-0.456917423
	0.000115021

	ZNF852
	BTG2
	-0.457278517
	0.000113416

	ZNF853
	BTG2
	-0.457893533
	0.00011073

	ZNF862
	BTG2
	-0.458675953
	0.000107397

	ZNF865
	BTG2
	-0.459318741
	0.000104729

	ZNF876P
	BTG2
	-0.459585252
	0.00010364

	ZNF879
	BTG2
	-0.462131063
	9.38E-05

	ZNF880
	BTG2
	-0.4621894
	9.35E-05

	ZNF883
	BTG2
	-0.463165856
	9.00E-05

	ZNF891
	BTG2
	-0.463331568
	8.94E-05

	ZNF90
	BTG2
	-0.463436475
	8.90E-05

	ZNF91
	BTG2
	-0.464724797
	8.46E-05

	ZNF92
	BTG2
	-0.466360624
	7.92E-05

	ZNF93
	BTG2
	-0.467406114
	7.60E-05

	ZNF99
	BTG2
	-0.467407636
	7.60E-05

	ZNFX1
	BTG2
	-0.468976435
	7.13E-05

	ZNHIT1
	BTG2
	-0.469384986
	7.02E-05

	ZNHIT2
	BTG2
	-0.470576795
	6.69E-05

	ZNHIT3
	BTG2
	-0.470935844
	6.59E-05

	ZNHIT6
	BTG2
	-0.472031219
	6.30E-05

	ZNRD1
	BTG2
	-0.472940767
	6.07E-05

	ZNRF1
	BTG2
	-0.474445428
	5.71E-05

	ZNRF2
	BTG2
	-0.475103237
	5.56E-05

	ZNRF2P1
	BTG2
	-0.47619102
	5.31E-05

	ZNRF3
	BTG2
	-0.477339096
	5.07E-05

	ZNRF4
	BTG2
	-0.478147282
	4.90E-05

	ZP1
	BTG2
	-0.478491366
	4.83E-05

	ZP2
	BTG2
	-0.479037902
	4.72E-05

	ZP4
	BTG2
	-0.479097768
	4.71E-05

	ZPBP
	BTG2
	-0.479414843
	4.65E-05

	ZPBP2
	BTG2
	-0.480214181
	4.50E-05

	ZPLD1
	BTG2
	-0.480857728
	4.38E-05

	ZPR1
	BTG2
	-0.480965356
	4.36E-05

	ZRANB1
	BTG2
	-0.481829386
	4.20E-05

	ZRANB2
	BTG2
	-0.48304204
	3.99E-05

	ZRANB2-AS1
	BTG2
	-0.486088844
	3.51E-05

	ZRANB3
	BTG2
	-0.487713391
	3.27E-05

	ZRSR2
	BTG2
	-0.487965884
	3.24E-05

	ZSCAN1
	BTG2
	-0.488464113
	3.17E-05

	ZSCAN10
	BTG2
	-0.489670869
	3.01E-05

	ZSCAN12
	BTG2
	-0.490146157
	2.95E-05

	ZSCAN12P1
	BTG2
	-0.490219093
	2.94E-05

	ZSCAN16
	BTG2
	-0.49057765
	2.89E-05

	ZSCAN16-AS1
	BTG2
	-0.492884712
	2.62E-05

	ZSCAN18
	BTG2
	-0.493026131
	2.60E-05

	ZSCAN2
	BTG2
	-0.493363587
	2.56E-05

	ZSCAN20
	BTG2
	-0.494100139
	2.48E-05

	ZSCAN21
	BTG2
	-0.495335441
	2.35E-05

	ZSCAN22
	BTG2
	-0.495600392
	2.33E-05

	ZSCAN23
	BTG2
	-0.496093869
	2.28E-05

	ZSCAN25
	BTG2
	-0.498498358
	2.05E-05

	ZSCAN26
	BTG2
	-0.498551635
	2.04E-05

	ZSCAN29
	BTG2
	-0.501190333
	1.82E-05

	ZSCAN30
	BTG2
	-0.505142538
	1.52E-05

	ZSCAN31
	BTG2
	-0.505455541
	1.50E-05

	ZSCAN32
	BTG2
	-0.505913687
	1.47E-05

	ZSCAN4
	BTG2
	-0.506073835
	1.46E-05

	ZSCAN5A
	BTG2
	-0.511445036
	1.14E-05

	ZSCAN9
	BTG2
	-0.513166692
	1.05E-05

	ZSWIM1
	BTG2
	-0.520060441
	7.63E-06

	ZSWIM2
	BTG2
	-0.521500157
	7.12E-06

	ZSWIM3
	BTG2
	-0.522808007
	6.69E-06

	ZSWIM4
	BTG2
	-0.523763772
	6.39E-06

	ZSWIM5
	BTG2
	-0.526239283
	5.68E-06

	ZSWIM6
	BTG2
	-0.526916808
	5.49E-06

	ZSWIM7
	BTG2
	-0.529719199
	4.79E-06

	ZSWIM8
	BTG2
	-0.540757838
	2.77E-06

	ZW10
	BTG2
	-0.543060307
	2.46E-06

	ZWILCH
	BTG2
	-0.548356283
	1.88E-06

	ZWINT
	BTG2
	-0.550003239
	1.72E-06

	ZXDA
	BTG2
	-0.556190097
	1.24E-06

	ZXDB
	BTG2
	-0.569671109
	5.97E-07

	ZXDC
	BTG2
	-0.571623742
	5.36E-07

	ZYG11A
	BTG2
	-0.574039335
	4.68E-07

	ZYG11B
	BTG2
	-0.588894801
	1.98E-07

	ZYX
	BTG2
	-0.595632721
	1.32E-07

	ZZEF1
	BTG2
	-0.638765948
	7.88E-09


Table S6 CCNL1 co-expression gene

	TG
	RBP
	r_pearson

	A1BG
	CCNL1
	0.806723421

	A1BG-AS1
	CCNL1
	0.775145272

	A1CF
	CCNL1
	0.758111413

	A2M
	CCNL1
	0.741012013

	A2M-AS1
	CCNL1
	0.728107296

	A2ML1
	CCNL1
	0.727435939

	A2MP1
	CCNL1
	0.725566657

	A4GALT
	CCNL1
	0.709255055

	A4GNT
	CCNL1
	0.700496167

	AA06
	CCNL1
	0.699527331

	AAAS
	CCNL1
	0.696122598

	AACS
	CCNL1
	0.689787471

	AACSP1
	CCNL1
	0.688557693

	AADAC
	CCNL1
	0.680433953

	AADACL2
	CCNL1
	0.679675329

	AADACP1
	CCNL1
	0.678022041

	AADAT
	CCNL1
	0.675962496

	AAGAB
	CCNL1
	0.670978037

	AAK1
	CCNL1
	0.670050343

	AAMDC
	CCNL1
	0.669658103

	AAMP
	CCNL1
	0.667055706

	AANAT
	CCNL1
	0.664777768

	AAR2
	CCNL1
	0.647859284

	AARS
	CCNL1
	0.645496511

	AARS2
	CCNL1
	0.640465861

	AASDH
	CCNL1
	0.63855059

	AASDHPPT
	CCNL1
	0.634258838

	AASS
	CCNL1
	0.628862276

	AATF
	CCNL1
	0.628767387

	AATK
	CCNL1
	0.628482563

	ABAT
	CCNL1
	0.623641349

	ABCA1
	CCNL1
	0.620047234

	ABCA11P
	CCNL1
	0.618719882

	ABCA12
	CCNL1
	0.616285813

	ABCA13
	CCNL1
	0.616220253

	ABCA17P
	CCNL1
	0.615534819

	ABCA2
	CCNL1
	0.614101424

	ABCA3
	CCNL1
	0.61051562

	ABCA4
	CCNL1
	0.610135883

	ABCA5
	CCNL1
	0.609776427

	ABCA6
	CCNL1
	0.609481173

	ABCA7
	CCNL1
	0.608562208

	ABCA8
	CCNL1
	0.607327394

	ABCA9
	CCNL1
	0.607010282

	ABCB1
	CCNL1
	0.604789114

	ABCB10
	CCNL1
	0.604155429

	ABCB11
	CCNL1
	0.603553188

	ABCB4
	CCNL1
	0.603056271

	ABCB5
	CCNL1
	0.60215273

	ABCB6
	CCNL1
	0.595799378

	ABCB7
	CCNL1
	0.595073931

	ABCB8
	CCNL1
	0.59451978

	ABCB9
	CCNL1
	0.593589937

	ABCC1
	CCNL1
	0.593360404

	ABCC10
	CCNL1
	0.591505462

	ABCC11
	CCNL1
	0.591294458

	ABCC12
	CCNL1
	0.591210808

	ABCC13
	CCNL1
	0.59071527

	ABCC2
	CCNL1
	0.589251085

	ABCC3
	CCNL1
	0.589018209

	ABCC4
	CCNL1
	0.587935434

	ABCC5
	CCNL1
	0.587731932

	ABCC6P1
	CCNL1
	0.586737809

	ABCC8
	CCNL1
	0.586368661

	ABCC9
	CCNL1
	0.584728056

	ABCD1
	CCNL1
	0.583927904

	ABCD2
	CCNL1
	0.583077489

	ABCD3
	CCNL1
	0.57883968

	ABCD4
	CCNL1
	0.577814026

	ABCE1
	CCNL1
	0.575844567

	ABCF1
	CCNL1
	0.575416804

	ABCF2
	CCNL1
	0.575022108

	ABCF3
	CCNL1
	0.57401995

	ABCG1
	CCNL1
	0.571594816

	ABCG2
	CCNL1
	0.571374211

	ABCG4
	CCNL1
	0.570802151

	ABCG5
	CCNL1
	0.570540548

	ABCG8
	CCNL1
	0.56910568

	ABHD1
	CCNL1
	0.566865054

	ABHD10
	CCNL1
	0.566860068

	ABHD11
	CCNL1
	0.566441774

	ABHD12
	CCNL1
	0.564473473

	ABHD13
	CCNL1
	0.563626872

	ABHD14B
	CCNL1
	0.561858305

	ABHD15
	CCNL1
	0.561731131

	ABHD16A
	CCNL1
	0.56088417

	ABHD16B
	CCNL1
	0.55969994

	ABHD17A
	CCNL1
	0.558594469

	ABHD17B
	CCNL1
	0.558153484

	ABHD17C
	CCNL1
	0.55684792

	ABHD2
	CCNL1
	0.556399396

	ABHD3
	CCNL1
	0.55522079

	ABHD4
	CCNL1
	0.550935799

	ABHD5
	CCNL1
	0.549549939

	ABHD6
	CCNL1
	0.549385564

	ABHD8
	CCNL1
	0.54818903

	ABI1
	CCNL1
	0.548174358

	ABI2
	CCNL1
	0.54737347

	ABI3
	CCNL1
	0.54657815

	ABI3BP
	CCNL1
	0.546224883

	ABL1
	CCNL1
	0.545886552

	ABL2
	CCNL1
	0.545200148

	ABLIM1
	CCNL1
	0.544269637

	ABLIM2
	CCNL1
	0.543320932

	ABLIM3
	CCNL1
	0.541283916

	ABO
	CCNL1
	0.539510744

	ABR
	CCNL1
	0.538652722

	ABRA
	CCNL1
	0.538448692

	ABRACL
	CCNL1
	0.537720541

	ABT1
	CCNL1
	0.537585646

	ABTB1
	CCNL1
	0.537404431

	ABTB2
	CCNL1
	0.536855293

	AC005224.2
	CCNL1
	0.536439295

	AC005256.1
	CCNL1
	0.535677277

	AC005498.3
	CCNL1
	0.534494495

	AC005523.2
	CCNL1
	0.53375521

	AC005785.2
	CCNL1
	0.532763444

	AC005838.2
	CCNL1
	0.529663545

	AC006538.1
	CCNL1
	0.529541237

	AC007292.3
	CCNL1
	0.52876427

	AC007389.3
	CCNL1
	0.528019642

	AC007787.2
	CCNL1
	0.527882925

	AC009120.6
	CCNL1
	0.526930382

	AC012499.1
	CCNL1
	0.526562032

	AC016999.2
	CCNL1
	0.524326693

	AC017002.2
	CCNL1
	0.523959658

	AC024560.2
	CCNL1
	0.523657626

	AC067956.1
	CCNL1
	0.521132552

	AC068138.1
	CCNL1
	0.521093821

	AC068831.3
	CCNL1
	0.52087615

	AC083843.1
	CCNL1
	0.52048901

	AC083949.1
	CCNL1
	0.519512944

	AC087501.1
	CCNL1
	0.519284257

	AC091133.1
	CCNL1
	0.518178011

	AC092192.1
	CCNL1
	0.516668902

	AC092620.2
	CCNL1
	0.516431341

	AC092660.1
	CCNL1
	0.515597312

	AC106801.1
	CCNL1
	0.514799367

	AC112198.1
	CCNL1
	0.514231373

	AC144652.1
	CCNL1
	0.513742015

	ACAA1
	CCNL1
	0.513559611

	ACAA2
	CCNL1
	0.512138092

	ACACA
	CCNL1
	0.510434539

	ACACB
	CCNL1
	0.51000234

	ACAD10
	CCNL1
	0.509324354

	ACAD8
	CCNL1
	0.508928302

	ACAD9
	CCNL1
	0.507972842

	ACADL
	CCNL1
	0.506537847

	ACADM
	CCNL1
	0.506306918

	ACADS
	CCNL1
	0.502455269

	ACADSB
	CCNL1
	0.502256788

	ACADVL
	CCNL1
	0.501856791

	ACAN
	CCNL1
	0.500073116

	ACAP1
	CCNL1
	0.499807333

	ACAP2
	CCNL1
	0.499632545

	ACAP3
	CCNL1
	0.498860116

	ACAT1
	CCNL1
	0.498119264

	ACAT2
	CCNL1
	0.497157613

	ACBD3
	CCNL1
	0.496942839

	ACBD4
	CCNL1
	0.496438809

	ACBD5
	CCNL1
	0.495727748

	ACBD6
	CCNL1
	0.495368196

	ACCS
	CCNL1
	0.49450608

	ACD
	CCNL1
	0.493546005

	ACE
	CCNL1
	0.493151044

	ACE2
	CCNL1
	0.49282381

	ACER1
	CCNL1
	0.492503378

	ACER3
	CCNL1
	0.492312878

	ACHE
	CCNL1
	0.49209566

	ACIN1
	CCNL1
	0.492048586

	ACKR1
	CCNL1
	0.491992539

	ACKR2
	CCNL1
	0.491870053

	ACKR3
	CCNL1
	0.491762037

	ACKR4
	CCNL1
	0.491357872

	ACLY
	CCNL1
	0.491318648

	ACMSD
	CCNL1
	0.490717959

	ACO1
	CCNL1
	0.490658566

	ACO2
	CCNL1
	0.490499012

	ACOT11
	CCNL1
	0.490153832

	ACOT12
	CCNL1
	0.489783069

	ACOT13
	CCNL1
	0.489369477

	ACOT4
	CCNL1
	0.488372599

	ACOT6
	CCNL1
	0.486824997

	ACOT7
	CCNL1
	0.486373241

	ACOT8
	CCNL1
	0.484695518

	ACOT9
	CCNL1
	0.484487065

	ACOX1
	CCNL1
	0.484325787

	ACOX2
	CCNL1
	0.483741536

	ACOX3
	CCNL1
	0.483418766

	ACOXL
	CCNL1
	0.483186761

	ACP1
	CCNL1
	0.482706229

	ACP2
	CCNL1
	0.481238421

	ACP5
	CCNL1
	0.48100126

	ACP6
	CCNL1
	0.480433973

	ACPP
	CCNL1
	0.479331902

	ACR
	CCNL1
	0.479289294

	ACRBP
	CCNL1
	0.479243618

	ACRV1
	CCNL1
	0.478483237

	ACSBG1
	CCNL1
	0.478225067

	ACSBG2
	CCNL1
	0.477971283

	ACSF2
	CCNL1
	0.477197459

	ACSF3
	CCNL1
	0.4770925

	ACSL1
	CCNL1
	0.476066067

	ACSL3
	CCNL1
	0.475722707

	ACSL4
	CCNL1
	0.474911719

	ACSL5
	CCNL1
	0.474177651

	ACSL6
	CCNL1
	0.474021639

	ACSM1
	CCNL1
	0.47400003

	ACSM2A
	CCNL1
	0.471774276

	ACSM2B
	CCNL1
	0.471743901

	ACSM3
	CCNL1
	0.470836626

	ACSM5
	CCNL1
	0.470786771

	ACSS1
	CCNL1
	0.46989783

	ACSS2
	CCNL1
	0.469835356

	ACSS3
	CCNL1
	0.469797547

	ACTA1
	CCNL1
	0.469553118

	ACTA2
	CCNL1
	0.469005361

	ACTA2-AS1
	CCNL1
	0.468857734

	ACTB
	CCNL1
	0.468315761

	ACTC1
	CCNL1
	0.467826442

	ACTG2
	CCNL1
	0.467075811

	ACTL10
	CCNL1
	0.466638091

	ACTL6A
	CCNL1
	0.466404813

	ACTL6B
	CCNL1
	0.46513689

	ACTL7A
	CCNL1
	0.464687435

	ACTL7B
	CCNL1
	0.464670556

	ACTL8
	CCNL1
	0.4644403

	ACTL9
	CCNL1
	0.464409415

	ACTN1
	CCNL1
	0.463145069

	ACTN2
	CCNL1
	0.462596441

	ACTN3
	CCNL1
	0.462458736

	ACTN4
	CCNL1
	0.462080979

	ACTR10
	CCNL1
	0.461596287

	ACTR1A
	CCNL1
	0.461447876

	ACTR1B
	CCNL1
	0.459025531

	ACTR2
	CCNL1
	0.458915437

	ACTR3
	CCNL1
	0.458074008

	ACTR3B
	CCNL1
	0.457963087

	ACTR3BP2
	CCNL1
	0.457803911

	ACTR3C
	CCNL1
	0.457670702

	ACTR5
	CCNL1
	0.457638578

	ACTR6
	CCNL1
	0.457146819

	ACTR8
	CCNL1
	0.456990497

	ACTRT2
	CCNL1
	0.456799631

	ACTRT3
	CCNL1
	0.455941388

	ACVR1
	CCNL1
	0.454702395

	ACVR1B
	CCNL1
	0.454621084

	ACVR1C
	CCNL1
	0.454575516

	ACVR2A
	CCNL1
	0.454416851

	ACVR2B
	CCNL1
	0.45390488

	ACVR2B-AS1
	CCNL1
	0.453525575

	ACVRL1
	CCNL1
	0.452539699

	ACY1
	CCNL1
	0.452188204

	ACY3
	CCNL1
	0.451886572

	ACYP1
	CCNL1
	0.451749621

	ADA
	CCNL1
	0.451308673

	ADAD1
	CCNL1
	0.450705976

	ADAD2
	CCNL1
	0.45026158

	ADAL
	CCNL1
	0.450120149

	ZNF780B
	CCNL1
	-0.450093072

	ZNF781
	CCNL1
	-0.450304815

	ZNF782
	CCNL1
	-0.450314476

	ZNF783
	CCNL1
	-0.450525623

	ZNF784
	CCNL1
	-0.452230895

	ZNF785
	CCNL1
	-0.452828071

	ZNF786
	CCNL1
	-0.453579821

	ZNF787
	CCNL1
	-0.453911375

	ZNF789
	CCNL1
	-0.454314931

	ZNF79
	CCNL1
	-0.454389813

	ZNF790-AS1
	CCNL1
	-0.455146852

	ZNF791
	CCNL1
	-0.455561686

	ZNF792
	CCNL1
	-0.455595646

	ZNF793
	CCNL1
	-0.456367227

	ZNF8
	CCNL1
	-0.45652881

	ZNF80
	CCNL1
	-0.457272091

	ZNF800
	CCNL1
	-0.457654458

	ZNF804A
	CCNL1
	-0.458749466

	ZNF804B
	CCNL1
	-0.458856979

	ZNF805
	CCNL1
	-0.459338957

	ZNF808
	CCNL1
	-0.459690419

	ZNF81
	CCNL1
	-0.460047025

	ZNF813
	CCNL1
	-0.460820194

	ZNF814
	CCNL1
	-0.461808611

	ZNF821
	CCNL1
	-0.461908811

	ZNF823
	CCNL1
	-0.462110454

	ZNF826P
	CCNL1
	-0.462283952

	ZNF827
	CCNL1
	-0.463895251

	ZNF829
	CCNL1
	-0.464592492

	ZNF83
	CCNL1
	-0.464708277

	ZNF830
	CCNL1
	-0.464823155

	ZNF831
	CCNL1
	-0.465020815

	ZNF835
	CCNL1
	-0.465420004

	ZNF836
	CCNL1
	-0.466594401

	ZNF837
	CCNL1
	-0.467396937

	ZNF839
	CCNL1
	-0.467498724

	ZNF84
	CCNL1
	-0.467580079

	ZNF843
	CCNL1
	-0.468062897

	ZNF844
	CCNL1
	-0.46848422

	ZNF85
	CCNL1
	-0.47091493

	ZNF850
	CCNL1
	-0.471058944

	ZNF852
	CCNL1
	-0.471255213

	ZNF853
	CCNL1
	-0.471968421

	ZNF862
	CCNL1
	-0.472407583

	ZNF865
	CCNL1
	-0.47278984

	ZNF876P
	CCNL1
	-0.473652305

	ZNF879
	CCNL1
	-0.473870591

	ZNF880
	CCNL1
	-0.475462896

	ZNF883
	CCNL1
	-0.476004086

	ZNF891
	CCNL1
	-0.477128772

	ZNF90
	CCNL1
	-0.478740424

	ZNF91
	CCNL1
	-0.480461985

	ZNF92
	CCNL1
	-0.481162244

	ZNF93
	CCNL1
	-0.48221334

	ZNF99
	CCNL1
	-0.482579425

	ZNFX1
	CCNL1
	-0.482834173

	ZNHIT1
	CCNL1
	-0.48316537

	ZNHIT2
	CCNL1
	-0.483916414

	ZNHIT3
	CCNL1
	-0.484044397

	ZNHIT6
	CCNL1
	-0.486830825

	ZNRD1
	CCNL1
	-0.487244884

	ZNRF1
	CCNL1
	-0.488930434

	ZNRF2
	CCNL1
	-0.48968042

	ZNRF2P1
	CCNL1
	-0.489915693

	ZNRF3
	CCNL1
	-0.490352102

	ZNRF4
	CCNL1
	-0.490880074

	ZP1
	CCNL1
	-0.491391425

	ZP2
	CCNL1
	-0.491665766

	ZP4
	CCNL1
	-0.493697295

	ZPBP
	CCNL1
	-0.493964195

	ZPBP2
	CCNL1
	-0.495443514

	ZPLD1
	CCNL1
	-0.496044626

	ZPR1
	CCNL1
	-0.496114374

	ZRANB1
	CCNL1
	-0.496160295

	ZRANB2
	CCNL1
	-0.49703051

	ZRANB2-AS1
	CCNL1
	-0.500653613

	ZRANB3
	CCNL1
	-0.501184515

	ZRSR2
	CCNL1
	-0.501269658

	ZSCAN1
	CCNL1
	-0.502663017

	ZSCAN10
	CCNL1
	-0.503936943

	ZSCAN12
	CCNL1
	-0.504403451

	ZSCAN12P1
	CCNL1
	-0.504660961

	ZSCAN16
	CCNL1
	-0.506882504

	ZSCAN16-AS1
	CCNL1
	-0.508521614

	ZSCAN18
	CCNL1
	-0.510444232

	ZSCAN2
	CCNL1
	-0.513172381

	ZSCAN20
	CCNL1
	-0.513175867

	ZSCAN21
	CCNL1
	-0.514873673

	ZSCAN22
	CCNL1
	-0.516002907

	ZSCAN23
	CCNL1
	-0.51643252

	ZSCAN25
	CCNL1
	-0.516740977

	ZSCAN26
	CCNL1
	-0.516749099

	ZSCAN29
	CCNL1
	-0.518743332

	ZSCAN30
	CCNL1
	-0.519930041

	ZSCAN31
	CCNL1
	-0.523207645

	ZSCAN32
	CCNL1
	-0.523322918

	ZSCAN4
	CCNL1
	-0.524865182

	ZSCAN5A
	CCNL1
	-0.52765567

	ZSCAN9
	CCNL1
	-0.528906857

	ZSWIM1
	CCNL1
	-0.530912992

	ZSWIM2
	CCNL1
	-0.536769833

	ZSWIM3
	CCNL1
	-0.537720552

	ZSWIM4
	CCNL1
	-0.542880292

	ZSWIM5
	CCNL1
	-0.54463164

	ZSWIM6
	CCNL1
	-0.545888039

	ZSWIM7
	CCNL1
	-0.547285952

	ZSWIM8
	CCNL1
	-0.548339764

	ZW10
	CCNL1
	-0.548828526

	ZWILCH
	CCNL1
	-0.555047054

	ZWINT
	CCNL1
	-0.558876908

	ZXDA
	CCNL1
	-0.562500707

	ZXDB
	CCNL1
	-0.563196064

	ZXDC
	CCNL1
	-0.57999394

	ZYG11A
	CCNL1
	-0.586894548

	ZYG11B
	CCNL1
	-0.598591328

	ZYX
	CCNL1
	-0.600075672

	ZZEF1
	CCNL1
	-0.628767272


TableS7 DNAJB1 co-expression gene

	Target gene
	RBPs
	r_pearson

	BAG3
	DNAJB1
	0.835592301

	HSPH1
	DNAJB1
	0.829288743

	HSPA6
	DNAJB1
	0.82594907

	DNAJB4
	DNAJB1
	0.808969504

	DNAJA4
	DNAJB1
	0.784650263

	HSPB1
	DNAJB1
	0.720568948

	MXD1
	DNAJB1
	0.700294417

	ATF3
	DNAJB1
	0.66609032

	SERPINH1
	DNAJB1
	0.662641079

	PPP1R15A
	DNAJB1
	0.658747415

	RNF122
	DNAJB1
	0.64441281

	JUN
	DNAJB1
	0.643276152

	DUSP2
	DNAJB1
	0.635376198

	CHORDC1
	DNAJB1
	0.630299005

	DEDD2
	DNAJB1
	0.628424433

	SNAI1
	DNAJB1
	0.625824609

	JMJD6
	DNAJB1
	0.622801142

	FOSB
	DNAJB1
	0.61631605

	MYLIP
	DNAJB1
	0.614674679

	ANKRD37
	DNAJB1
	0.605598838

	IER5
	DNAJB1
	0.604661165

	IER2
	DNAJB1
	0.604537451

	CD83
	DNAJB1
	0.598663225

	ICAM4
	DNAJB1
	0.596225078

	AZGP1P1
	DNAJB1
	0.594664162

	HSP90AA1
	DNAJB1
	0.594660985

	EGR1
	DNAJB1
	0.592305701

	ZFAND2A
	DNAJB1
	0.574943929

	HSPD1
	DNAJB1
	0.568591022

	IRF1
	DNAJB1
	0.568403175

	DNAJA1
	DNAJB1
	0.565165632

	ARID5A
	DNAJB1
	0.55230426

	MKNK2
	DNAJB1
	0.549041039

	CSRNP1
	DNAJB1
	0.547335866

	PARD6G-AS1
	DNAJB1
	0.54333777

	DDIT3
	DNAJB1
	0.539437411

	TNFAIP3
	DNAJB1
	0.537428127

	SLC2A3
	DNAJB1
	0.536348361

	HSPB8
	DNAJB1
	0.533676852

	KLF6
	DNAJB1
	0.532926583

	NR4A3
	DNAJB1
	0.530098213

	FOS
	DNAJB1
	0.529667803

	FAM53C
	DNAJB1
	0.52914562

	TSPYL2
	DNAJB1
	0.528432003

	ELF3
	DNAJB1
	0.527902781

	HBEGF
	DNAJB1
	0.526324885

	EGR4
	DNAJB1
	0.525664202

	MSX1
	DNAJB1
	0.525619739

	TNFSF9
	DNAJB1
	0.521803392

	IFRD1
	DNAJB1
	0.521425418

	BTG2
	DNAJB1
	0.521402534

	NR4A1
	DNAJB1
	0.520733309

	NFKBIZ
	DNAJB1
	0.516256794

	RGS16
	DNAJB1
	0.51459775

	EGR2
	DNAJB1
	0.51336958

	CYR61
	DNAJB1
	0.511621147

	CSF1
	DNAJB1
	0.510351236

	ITPRIP
	DNAJB1
	0.506909302

	NFKBIE
	DNAJB1
	0.506828115

	CKS2
	DNAJB1
	0.506598451

	ADM
	DNAJB1
	0.506563426

	RSRC2
	DNAJB1
	0.50587983

	HAS1
	DNAJB1
	0.503491794

	REL
	DNAJB1
	0.502025356

	JUNB
	DNAJB1
	0.501623064

	ADAMTS4
	DNAJB1
	0.50106205

	CCDC9
	DNAJB1
	0.500409521

	MAFF
	DNAJB1
	0.500354041

	ARC
	DNAJB1
	0.499291692

	HSPE1
	DNAJB1
	0.496799842

	DHDH
	DNAJB1
	0.495714823

	KDM6B
	DNAJB1
	0.493352938

	GATA3
	DNAJB1
	0.492993143

	CACYBP
	DNAJB1
	0.491930452

	PMAIP1
	DNAJB1
	0.48950266

	OSM
	DNAJB1
	0.48946059

	UBC
	DNAJB1
	0.488099395

	FAM83D
	DNAJB1
	0.487879283

	USPL1
	DNAJB1
	0.487834698

	KLF4
	DNAJB1
	0.485288368

	NUDT4
	DNAJB1
	0.482997672

	FOXO1
	DNAJB1
	0.481161299

	EGR3
	DNAJB1
	0.481035495

	SOCS3
	DNAJB1
	0.480571614

	HAS2
	DNAJB1
	0.480516413

	ICAM5
	DNAJB1
	0.479290327

	RHOB
	DNAJB1
	0.478997953

	SSTR2
	DNAJB1
	0.475418336

	GPR84
	DNAJB1
	0.47341303

	TNFSF18
	DNAJB1
	0.472256942

	DUSP10
	DNAJB1
	0.47093458

	ANKDD1A
	DNAJB1
	0.468939422

	GADD45B
	DNAJB1
	0.466154823

	CCL8
	DNAJB1
	0.465188387

	PLK3
	DNAJB1
	0.465042283

	ULBP2
	DNAJB1
	0.464307806

	PLEK
	DNAJB1
	0.462813405

	GPR3
	DNAJB1
	0.460182235

	HCAR3
	DNAJB1
	0.459780544

	KLF2
	DNAJB1
	0.459221187

	MAFB
	DNAJB1
	0.458956741

	RIPK2
	DNAJB1
	0.456241732

	SLC7A5
	DNAJB1
	0.455944959

	NFE2L2
	DNAJB1
	0.455499938

	FOXC1
	DNAJB1
	0.455187448

	LGALS12
	DNAJB1
	0.45380134

	KLHL6
	DNAJB1
	0.453433948

	SERTAD1
	DNAJB1
	0.453264011

	CREB5
	DNAJB1
	0.45172513

	TMEM88
	DNAJB1
	0.451476308

	IL10
	DNAJB1
	0.451394688

	DCSTAMP
	DNAJB1
	0.450457289

	CTBP1
	DNAJB1
	-0.450566616

	TBL1X
	DNAJB1
	-0.453778484

	ECE2
	DNAJB1
	-0.453782118

	MLEC
	DNAJB1
	-0.455155604

	XPNPEP1
	DNAJB1
	-0.459185507

	WDR5
	DNAJB1
	-0.461017492

	HIF1AN
	DNAJB1
	-0.461702079

	HDAC8
	DNAJB1
	-0.462353137

	CCAR2
	DNAJB1
	-0.462986718

	WDR46
	DNAJB1
	-0.46717197

	SLC9A7
	DNAJB1
	-0.468218662

	VAPB
	DNAJB1
	-0.472798483

	CMTM4
	DNAJB1
	-0.479183454

	RAD23A
	DNAJB1
	-0.480161455

	MFN1
	DNAJB1
	-0.481350478

	POLR2D
	DNAJB1
	-0.482943938

	ZNF576
	DNAJB1
	-0.486660071

	SMIM13
	DNAJB1
	-0.48711122

	CERS2
	DNAJB1
	-0.490515183

	CENPBD1P1
	DNAJB1
	-0.490809974

	SLC39A4
	DNAJB1
	-0.491463809

	NPAS2
	DNAJB1
	-0.492227763

	VPS33A
	DNAJB1
	-0.49230962

	WSB2
	DNAJB1
	-0.492586716

	PSKH1
	DNAJB1
	-0.505059188

	NDUFAF4
	DNAJB1
	-0.505150099

	NF2
	DNAJB1
	-0.505483245

	ARPC1A
	DNAJB1
	-0.511638725

	SLC25A3
	DNAJB1
	-0.513834386

	SHQ1
	DNAJB1
	-0.514729961

	KIAA0100
	DNAJB1
	-0.521937232

	RAP1GDS1
	DNAJB1
	-0.524844828

	NDC1
	DNAJB1
	-0.525658328

	ARIH2
	DNAJB1
	-0.533967703

	ATIC
	DNAJB1
	-0.536265793

	PREP
	DNAJB1
	-0.614246039


