Supplementary Figure 1. GO and KEGG pathway analysis of the 6 candidate DE-circRNAs
A. GO analysis of the 6 candidate DE-circRNAs
B. KEGG pathway analysis of the 6 candidate DE-circRNAs
C. RAS signal pathway of KEGG
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Supplementary Figure 2. MREs of has-circRNA-101819
A. Interaction between has-circRNA-101819 and has-miR-15a-5p
B. Interaction between has-circRNA-101819 and has-miR-15b-5p
C. Interaction between has-circRNA-101819 and has-miR-433-3p
D. Interaction between has-circRNA-101819 and has-miR-615-5p
E. Interaction between has-circRNA-101819 and has-miR-1301-5p
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