Molecular epidemiological characteristics of carbapenem resistant Aeromonas from hospital wastewater
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Table S1 Primer sequence and PCR product size of Carbapenemase genes

	Gene
	Nucleotide Sequence (5'-3')
	Size (bp)

	blaKPC-F
	CGTCTAGTTCTGCTGTCTTC
	798

	blaKPC-R
	CTTGTCATCCTTGTTAGGCG
	

	blaNDM-F
	ATCCTCAACTGGATCAAGCA
	451

	blaNDM-R
	AATGGCTCATCACGATCATG
	

	blaVIM-F
	ATGGTGTTTGGTCGCATATC
	510

	blaVIM-R
	TGGGCCATTCAGCCAGATC
	

	blaIMP-F
	GGAATAGAGTGGCTTAAYTCTC
	232

	blaIMP-R
	GGTTTAAYAAAACAACCACC
	

	blaOXA-48-F
	GCGTGGTTAAGGATGAACAC
	438

	blaOXA-48-R
	CATCAAGTTCAACCCAACCG
	

	cphA-F
	GCTTAGAGCTCCTAAGGAGCAAGATGAAAGGTTGG
	720

	cphA-R
	GCATAGGTACCTTATGACTGGGGTGCGGCCTTG
	

	blaSME-F
	AACGGCTTCATTTTTGTTTAG
	820

	blaSME-R
	GCTTCCGCAATAGTTTTATCA
	

	blaGIM-F
	CGAATGGGTTGGTAGTTCTGGATAATAATC
	198

	blaGIM-R
	ATGTGTATGTAGGAATTGACTTTGAATTTAGC
	

	blaIMI-F
	TGCGGTCGATTGGAGATAAA
	399

	blaIMI-R
	CGATTCTTGAAGCTTCTGCG
	

	blaGES-F
	GCTTCATTCACGCACTATT
	323

	blaGES-R
	CGATGCTAGAAACCGCTC
	


Table S2 Primer sequence of plasmid replicon types analysis
	Gene
	Nucleotide Sequence (5'-3')

	IncP-6-F
	TGCCATAACCATGAGTGATA

	IncP-6-R
	CTGACAGTTACCAATGCTTAA


Table S3 Primer sequence and PCR product size of PCR mapping
	Primer
	Nucleotide Sequence (5'-3')
	Product name
	Size (bp)

	F1
	CCTATTGCTTATGGTGCCTG
	Fragment I
	1477

	R1
	TATGGCACGGCAAATGACTA
	
	

	F2
	TGAAGATGCCAAGGTCAATG
	Fragment II
	2511

	R2
	TATCAGCGACATCGTCAACC
	
	

	F3
	AAGAAAGCCCTTGAATGAGC
	Fragment III
	2387

	R3
	GTACCGTGGACAGGAACGTC
	
	

	F4
	CATGCGACTTGTCTTCAGGA
	Fragment IV
	1565

	R4
	TTGGTTAATGCCGATATTGG
	
	

	F5
	CAGAATGACATCACCTTCCT
	Fragment V
	3184

	R5
	TTGAGTTGATGGTCGATACG
	
	

	F6
	GGTTGTGAAAGGGTTTATACG
	Fragment VI
	3213

	R6
	TTAACGGTATTCAGCAGATG
	
	


Table S4 Carbapenem resistant organisms detected in this study
	Bacteria
	Number of isolates (n =123)
	Percentage (%)

	Stenotrophomonas maltophilia
	26
	21.14%

	Aeromonas veronii
	17
	13.82%

	Aeromonas caviae
	16
	13.01%

	Klebsiella pneumoniae
	11
	8.94%

	Acinetobacter towneri
	10
	8.13%

	Pseudomonas putida
	7
	5.69%

	Raoultella ornithinolytica
	5
	4.07%

	Brevundimonas diminuta
	4
	3.25%

	Cloacibacterium normanense
	4
	3.25%

	Citrobacter freundii
	3
	2.44%

	Escherichia coli
	3
	2.44%

	Enterobacter cloacae
	3
	2.44%

	Chryseobacterium hominis
	2
	1.63%

	Acinetobacter sp.
	2
	1.63%

	Enterobacter kobei
	2
	1.63%

	Wautersiella falsenii
	2
	1.63%

	Enterobacter asburiae
	1
	0.81%

	Pseudomonas aeruginosa
	1
	0.81%

	Acinetobacter junii
	1
	0.81%

	Pseudomonas monteilii
	1
	0.81%

	Acinetobacter haemolyticus
	1
	0.81%

	Stenotrophomonas acidaminiphila
	1
	0.81%


