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FIGURE S1 | GALNT6 expression levels in various cancers. Human GALNT6 expression levels in (A) SKCM,

(B) LGG, (C) ACC, and (D) SARC, from TCGA and GTCx data in GEPIA2. GALNT6 gene expression in different pathological stages of (E)
BLCA, (F) CESC, (G) CHOL, (H) COAD, (l) DLBCL, (J) ESCA, (K) KICH, (L) KIRC, (M) KIRP, (N) LUAD, (O) LUSC, (P) READ, (Q) STAD, (R)
TGCT, (S) THCA, (T) THCA, and (U) UCS in GEPIA2.



