Tumor cell-derived exosomal hybrid nanosystems loaded with rhubarbic acid and tanshinone IIA for sepsis treatment
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[bookmark: _GoBack]Figure S1. effects of different drug treatments on cell viability (compared with the normal group, *** P<0.001; compared with the LPS group, ### P<0.001)
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Figure S2. expression of inflammatory factors TNF-αof different drug treatments (compared with the normal group, ** P<0.01; compared with the LPS group, # P<0.05, ## P<0.01; C: Control group; LPS: LPS group; R: LPS+R+T/Lipo group; RE: LPS+R+T/Lipo/EXO group; CR: LPS+R+T group)
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[bookmark: OLE_LINK11]Figure S3. expression of inflammatory factors IL-6 of different drug treatments(compared with the normal group, *** P<0.001; compared with the LPS group, # P<0.05, ## P<0.01;C: Control group; LPS: LPS group; R: LPS+R+T/Lipo group; RE: LPS+R+T/Lipo/EXO group; CR: LPS+R+T group)[image: l-m]

Figure S4. (a) flow cytometry analysis of the effect of nanocomposites on apoptosis (compared with the normal group, *** P<0.001; compared with the LPS group, ### P<0.001; n.s. no statistical difference);(b) flow cytometry detection of the effect of nanocomposites on apoptosis.
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Figure S5. petal diagram of colony grouping; 
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Figure S6. multy sample rarefaction curves;
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Figure S7. rank-bundance curve; Analysis of α-diversity of intestinal flora.
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Figure S8. Chao index box plot; Analysis of β-diversity of intestinal flora.
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Figure S9. combination analysis diagram of cluster tree and bar chart of genus horizontal samples;
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Figure S10. Beta-Bray Curtis.NMDS;(j) Beta-Bray Curtis.PCoA;
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Figure S11. LEFSE tree diagram;
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