
Supplementary Figure 1  

  

The merged matrix was standardized and processed. (A-B) The figure shows two-dimensional PCA 

cluster plots before and after correcting for inter-batch differences removed for GSE21545 and 

GSE41571. (C-D) The figure shows two-dimensional PCA cluster plots before and after correcting for 

inter-batch differences removed for GSE28829 and GSE43292. (E-F) The figure shows box plots before 

and after normalization for GSE21545 and GSE41571. (G-H) The figure shows box plots before and 

after normalization for GSE28829 and GSE43292. 

 

 

 



 Supplementary Figure 2  

 

Top 30 KEGG pathways ranked by GSVA score differences between non-DEMGs cluster vs. DEMGs 

cluster. 

 

 

 

 

 

 



Supplementary Figure 3  

 

UMAP plot visualizing 10 myeloid subtypes identified from scRNA-seq in AS vs. normal groups. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Supplementary Figure 4  

 

The MR analysis indicated a significant causal association between the eQTL of FLT3LG and AS. (A) 

Dot plot shows a significant causal association between the eQTL of FLT3LG and AS. (B-C) Forest plot 

of MR effect size FLT3LG on AS in different datasets, respectively. (D) Forest plot shows results of 

forward and reverse MR Analysis in AS. (E) Left: Scatter plot shows the relationship between the 

significance of eQTLs for the FLT3LG gene and the significance of GWAS. Each dot represents a single 

nucleotide polymorphism (SNP). The color coding (referenced in the legend as r²) indicates the degree 

of linkage disequilibrium (LD) between the SNPs, with warmer colors like red indicating higher LD. 

Right: Regional association plot in on a specific region of chromosome 12 (chr12), where the FLT3LG 

gene is located. It shows the -log10 p-values of the association between SNPs in this region and the gene 

expression levels (eQTLs) and their association with AS. 

 

 

 

 

 

 

 



Supplementary Table 1  

 

The source of the datasets. 

 

Supplementary Table 2  

 

Several findings in this study are significantly novel in comparing to what is published. 


