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Figure S1. Functional enrichment of genes in the MEyellow module based on the Metascape database.



Table S1. Potential antigens identified from ferroptosis-related genes
	ID
	conMean
	treatMean
	logFC
	pValue

	HOTAIR
	1.62172641
	4.33574016
	1.418748
	0.000101718

	IDO1
	3.479667607
	9.73695969
	1.484522
	1.57E-41

	KIF20A
	10.04636643
	33.11822432
	1.720952
	4.82E-192

	NOX3
	3.469995677
	7.69521974
	1.149029
	1.05E-38

	NR5A2
	12.08723821
	25.44072452
	1.073655
	8.86E-111

	RRM2
	13.49028314
	41.32287312
	1.61502
	3.62E-205




Table S2. Hub genes identified from the yellow module.
TRHR
PSMB8
TAP2
HLA-C
NMBR
AEN
IFNW1
CTSL
TDGF1
ACVRL1
TAP1
MBL3P
NRP1
TAPBPL
FSHB
HLA-B
HLA-A
HLA-G
CCL14
CCL18
RASGRP1
PROCR
IL21R
RARG
LCN8
NOX3
NOX4
MC4R
S100A16
CKLF
CCL26
RXFP3
RXFP2
NOX5
NGFR
CMTM3
RORB
IL10RB
PDGFRB
TMSB10
HLA-H
HLA-F
HLA-E
RN7SL1
TNFRSF10B
NOS2
CETP
PPY
CHP2
B2M
TRAV36DV7
ANGPTL4
MMP12
IL32
DDX58
SCTR
LPA
ICAM2
NRG3
NPR1
NR1H2
HRG
ENG
FLT4
IL23A
FGF9
FGF7
SDC1
VEGFA
HBEGF
GRN
ELN
GNRHR
DLL4
MDK
NR5A2
TNFRSF4
SFTPD
FGFR1
BIRC5
TGFB3
PLXNB2
SSTR1
FABP4
PML
IL17RC
CSH2
CSH1
APLN
AKT2
TINAGL1
TNFRSF6B
DHX58
ADM
IGLV5-52
ANGPT4
FAM3D
SHC1
NAMPT
LTBP4
IRF9
PTGDR2
CRLF1
GLP1R
SLPI
NR1I3
CDK4
PRKCQ
IL9
IL27RA
GDF15
GDF10
PGR
SEMA3F
PSME2
PSME1
FURIN
ZYX
GDF2
GDF7
GCG
TAPBP
BMP15
STAT1
SFTPA2
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