Supplementary Material
Table S1. Primer sets are used for quantitative real-time PCR.
	Gene (Mouse)
	Forward primer
	Reverse primer

	GAPDH 
	ACTCCACTCACGGCAAATTC
	TCTCCATGGTGGTGAAGACA

	IL-1β 
	GCAACTGTTCCTGAACTCAACT
	ATCTTTTGGGGTCCGTCAACT

	MMP9 
	CGCTCATGTACCCGCTGTAT
	TTCTTCCGTTGAGGGACAGC

	NFIL3
	GAACTCTGCCTTAGCTGAGGT
	ATTCCCGTTTTCTCCGACACG

	ICAM1 
	GTGGGTCGAAGGTGGTTCTT
	TCGTTTGTGATCCTCCGAGC

	ZFP36
	GTTTGGGTGGATCCGTTCCT
	CCAGGAGACCAGAGTTGCAG

	CXCL2
	CCAACCACCAGGCTACAGG
	GCGTCACACTCAAGCTCTG
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	IRS2
	SRGN
	MAP3K8
	SLC11A1
	FPR2

	PFKFB3
	TLR2
	RBP7
	TULP2
	OSCAR

	SLC2A3
	FCER1G
	AC079305.10
	KCNJ15
	FOLR3

	NFIL3
	BST1
	RAB32
	PILRA
	ZNF385A

	ZFP36
	C5AR1
	MAP1LC3B
	SECTM1
	GCA

	SLC2A14
	CSF3R
	CCRL2
	CXCL8
	P2RY13

	GABARAPL1
	TRIB1
	SULF2
	SIRPB1
	CD300LF

	MAFB
	CSTA
	DYSF
	SLC15A3
	TNFAIP6

	PELI1
	MMP9
	IKZF5
	PTX3
	EMR2

	TNFAIP3
	HAL
	CD55
	CCNL1
	ORM1

	JUNB
	MGAM
	MIR22
	SLC25A37
	CD14

	CXCL16
	PPP1R15A
	CD36
	LOC284454
	RNF175

	S100A12
	DDIT3
	CD163
	KCNJ2
	LY96

	THBD
	APOBEC3A
	IFNGR1
	C9orf72
	HSPA5

	CD83
	MCEMP1
	SNN
	IL13RA1
	IGSF6

	IL1R2
	CDA
	RAB20
	PPIF
	RP6-99M1.2

	TREM1
	SNORD89
	CLEC7A
	RNF103
	NCF2

	NFKBIA
	ALDH2
	RAB11FIP1
	BASP1
	CHI3L1

	CCL20
	ANPEP
	CEBPB
	CST3
	MPP1

	ACSL1
	FCN1
	G0S2
	CD33
	VNN2

	PDE4B
	STK17B
	CPVL
	CXCL2
	TM6SF1

	IRAK3
	TYROBP
	FCAR
	MME
	UBR4

	BCL6
	CREB5
	PLBD1
	HCAR3
	LILRA2

	PLAUR
	ICAM1
	ARL5B
	VNN1
	LGALS2

	CDKN1A
	S100A8
	DUSP1
	FAM49A
	CENPU

	IL1B
	VCAN
	RGS2
	SOD2
	SLC24A4

	TP53INP2
	LRG1
	LILRB2
	PLAU
	TNF

	HBEGF
	RP11-373D23.2
	GLT1D1
	BRE-AS1
	CXCL1

	SAMSN1
	SLC7A7
	WDFY3
	SYAP1
	RIN2

	NAMPT
	LYZ
	LINC00528
	CYP4F3
	P2RX1

	IER3
	GPCPD1
	FCGR2C
	BCL10
	BTBD19

	FTH1
	SAT1
	YPEL5
	ANXA3
	RNASE2

	ASAH1
	EGR3
	mir-223
	RTN1
	IL1RN

	IFI30
	OR52K3P
	VSTM1
	AZIN1
	NLRP3

	CD302
	HMOX1
	RAB31
	RNF19B
	ITPRIP

	MPEG1
	CFP
	RYBP
	NPC2
	CCL3

	ETS2
	TBC1D8
	AMPD2
	CHST15
	S100P

	DUSP6
	DGAT2
	CLEC4A
	CACNA2D3
	CLEC4D

	CD300LB
	FFAR2
	FTL
	CXCR2
	SGK1

	FGD4
	HCK
	FCGR3A
	CSF2RB
	SERPINA1

	CTC-510F12.4
	PLEK
	FGL2
	MYADM
	CCL4

	EGR1
	LRRK2
	MS4A7
	SIGLEC7
	GADD45B

	FGR
	MARC1
	ATP6V0B
	IFNGR2
	GLUL

	SLC8A1-AS1
	THEMIS2
	LMO2
	HIST1H2BK
	AQP9

	SIGLEC5
	IER2
	CD1D
	TGFBI
	AK026714

	CREG1
	ACPP
	LYN
	PI3
	QPCT

	RILPL2
	TAGAP
	SLC22A4
	ARHGAP26
	LOC100129518

	LIF
	PID1
	FOXO3
	IFITM2
	PYGL

	SSH2
	SMAP2
	SGMS2
	NLRC4
	PHACTR1

	PTPRE
	TFEC
	CYBB
	UBN1
	JUN

	LPCAT2
	MOP-1
	TKT
	NCF4
	BCL2A1

	PLA2G7
	PSAP
	RIT1
	CD63
	S100A9

	LINC00936
	TNFSF12-TNFSF13
	ITGAM
	TALDO1
	NFKBIZ

	NFKB2
	SLC31A2
	PTGS2
	SLC22A15
	FOS

	TSPAN16
	MS4A6A
	NUP214
	RNASE6
	CMTM2

	KCTD12
	CLEC12A
	LOC100130357
	MIR612
	

	IER5
	MBOAT7
	HIST2H2AA3
	RALB
	

	TMEM176B
	CTSS
	PROK2
	SPTLC2
	

	FCGR1A
	CPPED1
	AGO2
	MSRB1
	

	AOAH
	FCGR1B
	NCF1
	MIR29B2
	

	FCGR3B
	CSF1R
	CSNK1A1
	LPCAT1
	

	TLR8
	CYSTM1
	MNDA
	TMEM154
	

	DMXL2
	ZNF185
	PTPN12
	GPX1
	

	LINC01000
	NBN
	TNFSF13
	MEGF9
	



Table S3 Significant GO terms in DEGs of GSE179828
	ONTOLOGY
	ID
	Description
	Count
	P.Value

	BP
	GO:0045944
	positive regulation of transcription from RNA polymerase II promoter
	126
	2.31E-21

	BP
	GO:0000122
	negative regulation of transcription from RNA polymerase II promoter
	102
	4.81E-17

	BP
	GO:0006357
	regulation of transcription from RNA polymerase II promoter
	139
	6.25E-14

	BP
	GO:0006954
	inflammatory response
	51
	2.51E-11

	BP
	GO:0071222
	cellular response to lipopolysaccharide
	32
	5.10E-11

	CC
	GO:0005654
	nucleoplasm
	249
	1.52E-12

	CC
	GO:0000785
	chromatin
	95
	1.81E-12

	CC
	GO:0005634
	nucleus
	339
	1.87E-11

	CC
	GO:0005737
	cytoplasm
	308
	1.75E-08

	CC
	GO:0005667
	transcription factor complex
	29
	4.04E-07

	MF
	GO:1990837
	sequence-specific double-stranded DNA binding
	73
	4.16E-16

	MF
	GO:0000978
	RNA polymerase II core promoter proximal region sequence-specific DNA binding
	117
	3.77E-15

	MF
	GO:0003700
	transcription factor activity, sequence-specific DNA binding
	70
	1.43E-14

	MF
	GO:0000981
	RNA polymerase II transcription factor activity, sequence-specific DNA binding
	113
	3.94E-12

	MF
	GO:0005515
	protein binding
	650
	4.04E-11



