Supplementary Table 1: A checklist for the Strengthening the Reporting of Observational Studies in Epidemiology Using MR guideline
	[bookmark: RANGE!A2]Item No.
	[bookmark: RANGE!B2]Section
	[bookmark: RANGE!C2]Checklist item
	[bookmark: RANGE!D2]Manuscript section and paragraph

	Title and abstract

	[bookmark: RANGE!A4]1
	Title and abstract
	Indicate mendelian randomization (MR) as the study’s design in the title and/or the abstract if that is a main purpose of the study.
	Title and abstract

	[bookmark: RANGE!A5]Introduction

	2
	[bookmark: RANGE!B6]Background
	Explain the scientific background and rationale for the reported study. What is the exposure? Is a potential causal relationship between exposure and outcome plausible? Justify why MR is a helpful method to address the study question.
	Introduction, paragraphs 1-3

	3
	[bookmark: RANGE!B7]Objectives
	State specific objectives clearly, including prespecified causal hypotheses (if any). State that MR is a method that, under specific assumptions, intends to estimate causal effects.
	Introduction, paragraph 2-4

	[bookmark: RANGE!A8]Methods

	4
	[bookmark: RANGE!B9]Study design and data sources
	Present key elements of the study design early in the article. Consider including a table listing sources of data for all phases of the study. For each data source contributing to the analysis, describe the following:
	[bookmark: RANGE!D9]Methods, 3.1 sections

	
	a
	Setting: Describe the study design and the underlying population, if possible. Describe the setting, locations, and relevant dates, including periods of recruitment, exposure, follow-up, and data collection, when available.
	Methods, 3.2 section

	
	b
	Participants: Report the eligibility criteria and the sources and methods of selection of participants. Report the sample size and whether any power or sample size calculations were carried out prior to the main analysis.
	[bookmark: RANGE!A10][bookmark: RANGE!D11]Methods, 3.2 section; Table 1

	
	c
	Describe measurement, quality control, and selection of genetic variants.
	Methods, 3.3 section; Table 1

	
	d
	For each exposure, outcome, and other relevant variables, describe methods of assessment and diagnostic criteria for diseases.
	　

	
	e
	[bookmark: RANGE!C14]Provide details of ethics committee approval and participant informed consent, if relevant.
	Methods, 3.2 section

	[bookmark: RANGE!A15]5
	Assumptions
	Explicitly state the 3 core instrumental variable (IV) assumptions for the main analysis (relevance, independence, and exclusion restriction), as well assumptions for any additional or sensitivity analysis.
	Methods, 3.1 and 3.4 sections

	[bookmark: RANGE!A16]6
	[bookmark: RANGE!B16]Statistical methods: main analysis
	Describe statistical methods and statistics used.
	Methods, 3.4 section

	　
	a
	Describe how quantitative variables were handled in the analyses (ie, scale, units, model).
	Methods, 3.4 section

	
	b
	Describe how genetic variants were handled in the analyses and, if applicable, how their weights were selected.
	Methods, 3.4 section

	
	c
	Describe the MR estimator (eg, 2-stage least squares, Wald ratio) and related statistics. Detail the included covariates and, in case of 2-sample MR, whether the same covariate set was used for adjustment in the 2 samples.
	Methods, 3.2 section

	
	d
	Explain how missing data were addressed.
	　

	
	e
	If applicable, indicate how multiple testing was addressed.
	　

	7
	Assessment of assumptions
	Describe any methods or prior knowledge used to assess the assumptions or justify their validity.
	Methods, 3.3 section

	8
	Sensitivity analyses
and additional analyses
	Describe any sensitivity analyses or additional analyses performed (eg, comparison of effect estimates from different approaches, independent replication, bias analytic techniques, validation of instruments, simulations).
	Methods, 3.3-3.4 sections

	9
	Software and
preregistration
	　
	　

	
	a
	Name statistical software and package(s), including version and settings used.
	Methods, 3.4 section

	
	b
	State whether the study protocol and details were preregistered (as well as when and where).
	　

	Results

	10
	Descriptive data
	　
	　

	
	a
	Report the numbers of individuals at each stage of included studies and reasons for exclusion. Consider use of a flow diagram.
	Table 1

	
	b
	Report summary statistics for phenotypic exposure(s), outcome(s), and other relevant variables (eg, means, SDs, proportions).
	Table 1

	
	c
	If the data sources include meta-analyses of previous studies, provide the assessments of heterogeneity across these studies.
	　

	
	d
	For 2-sample MR:
i. Provide justification of the similarity of the genetic variant–exposure associations between the exposure and outcome samples.
ii. Provide information on the number of individuals who overlap between the exposure and outcome studies.
	Results, 3.1 and 3.3 sections

	11
	Main results
	　
	　

	
	a
	Report the associations between genetic variant and exposure and between genetic variant and outcome, preferably on an interpretable scale.
	　

	
	b
	Report MR estimates of the relationship between exposure and outcome and the measures of uncertainty from the MR analysis, on an interpretable scale, such as odds ratio or relative risk per SD difference.
	Results, 3.1-3.4 sections

	
	c
	If relevant, consider translating estimates of relative risk into absolute risk for a meaningful time period.
	　

	
	d
	Consider plots to visualize results (eg, forest plot, scatterplot of associations between genetic variants and outcome vs between genetic variants and exposure).
	Figure s1-1 - s4-2

	12
	Assessment
of assumptions
	　
	　

	
	a
	Report the assessment of the validity of the assumptions.
	Results, 3.1-3.4 sections

	
	b
	Report any additional statistics (eg, assessments of heterogeneity across genetic variants, such as I2, Q statistic, or E-value).
	Figure s1-1 - s4-2

	13
	Sensitivity analyses
and additional analyses
	　
	　

	
	a
	Report any sensitivity analyses to assess the robustness of the main results to violations of the assumptions.
	Results, 3.1-3.4 sections

	
	b
	Report results from other sensitivity analyses or additional analyses.
	Results, 3.1-3.4 sections

	
	c
	Report any assessment of the direction of the causal relationship (eg, bidirectional MR).
	　

	
	d
	When relevant, report and compare with estimates from non-MR analyses.
	　

	
	e
	Consider additional plots to visualize results (eg, leave-one-out analyses).
	Figure s1-1 - s4-2

	Discussion

	14
	Key results
	Summarize key results with reference to study objectives.
	Discussion, paragraph 2

	15
	Limitations
	Discuss limitations of the study, taking into account the validity of the IV assumptions, other sources of potential bias, and imprecision. Discuss both direction and magnitude of any potential bias and any efforts to address them.
	Discussion, 5.5 section

	16
	Interpretation
	　
	　

	
	a
	Meaning: Give a cautious overall interpretation of results in the context of their limitations and in comparison with other studies.
	Discussion, 5.1-5.4 sections

	
	b
	Mechanism: Discuss underlying biological mechanisms that could drive a potential causal relationship between the investigated exposure and the outcome, and whether the gene-environment equivalence assumption is reasonable. Use causal language carefully, clarifying that IV estimates may provide causal effects only under certain assumptions.
	Discussion, 5.1-5.4 sections

	
	c
	Clinical relevance: Discuss whether the results have clinical or public policy relevance, and to what extent they inform effect sizes of possible interventions.
	Conclusion

	17
	Generalizability
	Discuss the generalizability of the study results (a) to other populations, (b) across other exposure periods/timings, and (c) across other levels of exposure.
	Discussion, 5.5 section

	Other Information

	18
	Funding
	Describe sources of funding and the role of funders in the present study and, if applicable, sources of funding for the databases and original study or studies on which the present study is based.
	Funding section

	19
	Data and data sharing
	Provide the data used to perform all analyses or report where and how the data can be accessed, and reference these sources in the article. Provide the statistical code needed to reproduce the results in the article or report whether the code is publicly accessible and, if so, where.
	Data availability statement section

	20
	Conflicts of interest
	All authors should declare all potential conflicts of interest.
	Conflicts of interest section

	


Note: Adapted from Skrivankova VW, Richmond​ RC, Woolf BAR, et al. Strengthening the reporting of observational studies in epidemiology using mendelian randomisation (STROBE-MR): explanation and elaboration. BMJ. 2021;n2233 :10.1136/bmj.n2233. Creative Commons.6
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Supplementary Figure 1: MR-estimated effects of OSA on mediators and effects of mediators on HBP.
[bookmark: _Hlk143852941](A, B) MR-estimated effects of OSA on each mediator separately using IVW-RE (A) and cML-MA-BIC (B) analysis method. (C, D) MR-estimated effects of each mediator on HBP separately using IVW-RE (C) and cML-MA-BIC (D) analysis method, presented as β/OR with 95% CI. Note: Data presented in bold text represent meta-analyzed results from multiple databases. (OSA, obstructive sleep apnea; HBP, high blood pressure; GWAS, genome-wide association studies; SNP, single-nucleotide polymorphism; OR, odds ratio; IVW-RE, inverse variance weighted-random effects; cML-MA-BIC, constrained maximum likelihood-model average-Bayesian information component; DP, data perturbation; LCL, lower control limit; CI, confidence interval; HDL, high-density lipoprotein; EMAP-2, endothelial monocyte-activating polypeptide 2.)
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Supplementary Figure 2: MR-estimated effects of OSA on mediators and effects of mediators on T2DM.
[bookmark: _Hlk143852702](A, B) MR-estimated effects of OSA on each mediator separately using IVW-RE (A) and cML-MA-BIC (B) analysis method. (C, D) MR-estimated effects of each mediator on HBP separately using IVW-RE (C) and cML-MA-BIC (D) analysis method, presented as β/OR with 95% CI. Note: Data presented in bold text represent meta-analyzed results from multiple databases. (OSA, obstructive sleep apnea; T2DM, type 2 diabetes mellitus; GWAS, genome-wide association studies; SNP, single-nucleotide polymorphism; OR, odds ratio; IVW-RE, inverse variance weighted-random effects; cML-MA-BIC, constrained maximum likelihood-model average-Bayesian information component; DP, data perturbation; LCL, lower control limit; CI, confidence interval; HDL, high-density lipoprotein.)
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mediator GWAS ID P, r2 kb SNPs;n R2 F E-value IclE-value B(95%CI) P-value
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Effect of 0SA on mediator(T2DM/cML-MA-BIC)
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Effect of mediator on T2DM(IVW-RE)
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Effect of mediator on T2DM(cML-MA-BIC)
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Omega-6 fatty acids met-c-856 5x10%® 103 10000 15 0.044 41 MABIC il 0.945(0.893,1) -0.057(-0.113,-0.0001) 0.0495
Meta-analysis 1.4428 1.3015 . 0.906(0.867,0.946) -0.099(-0.143,-0.055) < 0.0001
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Effect of 0SA on mediator(HBP/IVW-RE)

mediator GWAS ID P, r? kb SNPs;m R2 F E-value IclE-value B(95%CI) P-value
Sex hormone-binding globulin levels(female) ebi-a-GCST90012107 5x10*® 1073 10000 66 0.07 364 —— -0.018(-0.029,-0.007) 0.0012
Sex hormone-binding globulin levels(female) ieu-b-4870 5x10% 1073 10000 63  0.067 368 L -0.039(-0.065,-0.013) 0.0029
Meta-analysis 1.168 1.117 e -0.021(-0.031,-0.011) < 0.0001
Sexhomone binding globulinlevels(male)  ebi-aGCSTO0012109 5104 10° 10000 68 0072 367 —.— 0014000220005 00015
Sex hormone-binding globulin levels(male) ieu-b-4871 5x10°® 107 10000 63  0.067 367 p L 1 -0.034(-0.054,-0.013) 0.0011
Meta-analysis 1.148 1.104 —li-— -0.017(-0.025,-0.009) < 0.0001
Totaltestosteone levels(female) ~ ebi-aGOSTOO012112 5x10¢  10° 10000 67 o074 33 +——— 0007(0.0270013)  0.4963
Total testosterone levels(female) ieu-b-4864 5x10%® 107 10000 64  0.072 387 b | - -0.007(-0.027,0.013) 0.4789
Meta-analysis 1.091 1 ~—eoniiiiun-—- -0.007(-0.021,0.007) 0.3255
Totdtestosteronelevels(male) ~ ebi-aGCSTOOOI2113 5104  10° 10000 68 0072 367 —.— 003300530012 00018
Total testosterone levels(male) ieu-b-4865 5x10°® 1073 10000 62  0.066 367 L -0.027(-0.047-0.008) 0.0063
Meta-analysis 1.207 1.124 ~—ee - -0.030(-0.053,-0.012) < 0.0001
Bioavalzble testosteronelevelsfemale)  ebi-aGCSTO0012102 5x10¢ 109 10000 69 0077 3% | —— 0026(00090.048)  0.0035
Bioavailable testosterone levels(female) ieu-b-4869 5x10%® 103 10000 63  0.068 367 H 0.023(-0.001,0.048) 0.0571
Meta-analysis 1.188 1.117 e 0.025(0.011,0.040) 0.0005
Bioavaiable testosterone levels(male)  ebi-aGCSTO0012103 5x10¢  10° 10000 68 0072 3%7  +—— = 0014000320003 0.1145
Bioavailable testosterone levels(male) ieu-b-4868 5x10% 1073 10000 64  0.071 388 | -0.018(-0.039,0.002) 0.0739
Meta-analysis 1.145 1.056 ~=auiiiiine--- -0.016(-0.030,-0.003) 0.018
HOLcholesteol erb100 50 109 10000 57 o006l 38  ——| 0.018(0033.0003) 00165
HDL cholesterol met-d-HDL_C 5x10® 107 10000 70 0.078 386 f L 1 -0.029(-0.055,-0.003) 0.0211
Meta-analysis 1.169  1.099 e g -0.021(-0.034,-0.008) 0.0014
woipoproteinAl eublo7  5x10¢ 10 10000 0 ooes %0 —@— | 001900340005 00097
apolipoprotein Al met-d-ApoAl 5x10® 107 10000 68  0.076 387 ; L 1 -0.031(-0.054,-0.009) 0.0071
apolipoprotein Al met-c-842 5x10°® 1073 10000 67  0.074 385 I L 0.008(-0.051,0.068) 0.7812
Meta-analysis 1.7 1.107 ~eusiiiiine--- -0.021(-0.034,-0.009) 0.0005
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EMAPz ] prot-c-2714.79.2 ~_ Sx107 __10° 10000 14 0019 437 25722 10781 ] e | __-0.468(-0.930,0.005 __ 0.0474
C-C motif chemokine 13 prot-a-389 5x10°% 107 10000 68  0.075 384 1.6255 1.161 L -0.160(-0.301,-0.019) 0.0257
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Effect of 0SA on mediator(HBP/cML-MA-BIC)

mediator GWAS ID P, r2 kb SNPs,;n R2 F Method E-value IclE-value B(95%CI) P-value
Sex hormone-binding globulin levels(female) ebi-a-GCST90012107 5x10¢ 103 10000 66  0.070 364 MA_BIC —— -0.013(-0.022,-0.004)  0.0066
Sex hormone-binding globulin levels{female) ieu-b-4870 5x10% 107 10000 63 0.067 368 MA_BIC_DP i -0.032(-0.061,-0.003)  0.0267
Meta-analysis 1.1358 1.0814 o -0.014(-0.023,-0.006) 0.0012
Sexhormone binding globulinlevels(male)  ebi-aGOSTO00T2109  5x10% 103 10000 68 0072 367 MABCOP —.— | 0018(0.024,0005) 00027
Sex hormone-binding globulin levels(male) ieu-b-4871 5x10°% 1078 10000 63  0.067 367 MA_BIC L 1 -0.043(-0.063,-0.024)  <0.0001
Meta-analysis 1.1633 1.1194 ~tiie--- -0.020(-0.028,-0.011) < 0.0001
Totltestosteone evels(female)  ebi-aGOSTO0OI212  5x10% 103 10000 67 0074 383 MABCOP  ——— 001100040025 01427
Total testosterone levels(female) ieu-b-4864 5x10° 10° 10000 64  0.072 387 MABIC i -0.011(-0.030,0.007)  0.2333
Meta-analysis 1.1135 1.0000 et 0.002(-0.009,0.014) 0.6640
Totaltestosteone levels(male) ~ ebi-aGOSTOOOI2113  5xI0%  10% 10000 68 0072 367 MABCOP  ———— I o 0031(0.054.0009) 00063
Total testosterone levels(male) ieu-b-4865 5x10¢  10° 10000 62  0.066 367 MA_BIC i -0.027(-0.047,-0.008)  0.0063
Meta-analysis 1.2038 1.1353 e -0.029(-0.044,-0.014) 0.0001
Bonvalbletestosteronelevels(female)  ebi-aGOSTO00T2102  510¢  10° 10000 6 0077 38 wABC | ——— 002500100040 00010
Bioavailable testosterone levels(female) ieu-b-4869 5x10® 107 10000 0.068 367 MA_BIC p H 1 0.016(-0.004,0.036)  0.1087
Meta-analysis 1.1724 1.1105 et 0.022(0.010,0.034) 0.0003
Bomvailbletestosteronelevels(male)  ebi-aGCSTO0012103  5x1g¢  10° 10000 68 0072 37 wABC  ——@—h 0017(0.0360001)  0.0665
Bioavailable testosterone levels(male) ieu-b-4868 5x10°® 107 10000 64  0.071 388 MA_BIC_DP il -0.020(-0.044,0.004)  0.1069
Meta-analysis 1.1553 1.0637 e -0.018(-0.033,-0.004) 0.0148
WDLcholesteol b9 SI0°  10° 10000 5 o061 36 wABC  —@— | 00I7(003.000 00080
HDL cholesterol met-d-HDL_C 5x10® 107 10000 70 0.078 386 MA_BIC_DP H 1 -0.030(-0.058,-0.002)  0.0348
Meta-analysis 1.1619 1.0978 et -0.020(-0.031,-0.008) 0.0010
wolipoprotéinal bl 5I0% 109 10000 60 0065 39 wABC  —@— 0015(0.028.0003) 00190
apolipoprotein A1 met-d-ApoAT 5x10¢  10° 10000 0.076 387 MA.BIC - - -0.034(-0.056,-0.012)  0.0025
apolipoprotein Al met-c-842 5x10°% 107 10000 67 0074 385 MABIC I . i -0.016(-0.077,0.045)  0.6162
Meta-analysis 1.1638 1.1048 B -0.020(-0.031,-0.009) 0.0003
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EMAP2 ... Protc2714782 5x10° 107 10000 14 _ 0019 437 MABIC_ 26623 _ 10000 - ] -0494(0.9900.002) 0.0510

C-C motif chemokine 13 prot-a-389 5x10°% 10° 10000 68 0.075 384 MABIC 1.6861 1.0000 | | i 1 -0.181(-0.375,0.013)  0.0668
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Effect of mediator on HBP(IVW-RE)

mediator GWAS ID P, r? kb SNPs,n R2 F E-value IclE-value OR(95%CI) B(95%Cl) P-value
Sex hormone-binding globulin levels(female) ebi-a-GCST30012107 5x107? 10 60000 33 0.005 27 t ] 1 0.968(0.943,0994) -0.032(-0.058,-0.006) 0.0160
Sex hormone-binding globulin levels(female) leu-b-4870 5x1071? 10° 40000 32 0.021 146 t ] 1 0.981(0.968,0.994) -0.019(-0.032-0.006) 0.0057
Meta-analysis 1.1160 1.0750 —=csuiiiiinee-— 0.979(0.967,0.990) -0.022(-0.034,-0.010) 0.0004
Sex hormone-binding globuin evels(male)  ebi-a-GCSTO0012100 5107  10° 40000 46 0007 3 — I e 096309400.986) -0.038(0062.0014) 00022
Sex hormone-binding globulin levels(male) ieu-b-4871 51072 10¢ 10000 76 0064 166 —— 0.986(0.978.0.995) -0.014(-0.023-0.005) 0.0033
Meta-analysis 1.1001 1.0682 il 0.984(0.975,0.992) -0.017(-0.025,-0.008) 0.0001
Toaltesosteronc levelsfemale)  b-aGCSTOOOT2112 5A10*  10° 10000 152 0082 83 | —— 1015(1007,1024)  00150007.0024) 00005
Total testosterone levels(female) ieu-b-4864 5x10 10° 10000 75 0031 78 —— 1021(1.010,1.033)  0021(0.010,0032)  0.0002
Meta-analysis 1.1028 1.0790 - 1.018(1.011,1.025) 0.017(0.011,0.024) < 0.0001
Toaltesosteonc levels(male)  ebaGCSTOOOT2113 EI07 104 10000 137 oo4s &7 —-— 09920983,1000) -0.0080017.0000) 00627
Total testosterone levels(male) ieu-b-4865 5x107 10° 10000 159 0062 65 —— 0.984(0.977,0.992) -0.016(-0.024-0.008) < 0.0001
Meta-analysis 1.0865 1.0622 - 0.987(0.982,0.993) -0.013(-0.018,-0.007) < 0.0001
Bioavailabe estosterone levelsfemale)  ¢bi-a.GCSTO0012102 5104 100 10000 183 o027 20 | b 10310271050) 003700260049 <0001
Bioavailable testosterone levels(female) leu-b-4869 5x10°® 1073 10000 166 0041 46 —— 1.027(1.018,1.037)  0.027(0.018,0.036) <0.0001
Meta-analysis 1.1419 1.1229 il 1.032(1.024,1.039) 0.031(0.024,0.038) < 0.0001
Bloavaliable esiosierone levels(male)  cbi-a.GCSTO0012103 5<10¢  10° 1000 130 0040 B —m— 1008(0.999,1017)  0008(0.0010017)  0.0052
Bioavailable testosterone levels(male) leu-b-4868 5x10°® 107 10000 135 0043 52 —— 0.998(0.989,1.007) -0.002(-0.011,0.007) 06675
Meta-analysis 1.0381 1.0000 - 1.003(0.996,1.009) 0.003(-0.004,0.009) 0.4019
HDLcholesterol eubi00  BI0W  10° 2000 &1 o047 25 —-— 098309740.992) -0.017(0026,0008) 00002
HDL cholesterol met-d-HDL_C 5x10® 103 10000 135 0075 69 —l— 0.985(0.979,0992) -0.015(-0.022-0.008) =0.0001
Meta-analysis 1.0966 1.0766 - 0.985(0.979,0.990) -0.016(-0.021,-0.010) < 0.0001
apolpoprotenat eobd07  BA0W 100 1000 143 ooss 1ot —-— 0990(09830.967) -001(0.018,0003) 00058
apolipoprotein A1 met-d-ApoA1 5x10°® 1073 10000 112 0066 72 — 0.993(0.987,1.000) -0.007(-0.014,0.000)  0.0379
apolipoprotein A1 met-c-842 5x10% 10° 10000 26 0069 59 Il 0.996(0.991.1.001) -0.004(-0.009,0.001)  0.0956
Meta-analysis 1.0855 1.0559 <> 0.994(0.990,0.997) -0.006(-0.010,-0.003) 0.0004
eap2 potc27i4 782 B0 105 1000 3 oo7t 25 10830 1oz | - 0993(0986,0.098) -0.007(0012,0002) 00037
C-C motif chemokine 13 prot-a-389 5x10° 107 10000 16 0121 28 1.0581 1.0325 HIlH 0.994(0.990,0.998) -0.006(-0.010-0.002) 0.0035
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Effect of mediator on HBP(cML-MA-BIC)

mediator GWAS ID P, r2 kb SNPs,n R2 F Method E-value IclE-value OR(95%CI) B(95%Cl) P-value
Sex hormone-binding globulin levels(female) ebi-a-GCST90012107 5x1072  10% 60000 33 0005 27 MA_BIC ' - | 0.968(0.950,0.985) -0.033(-0.051-0.015) 0.0004
Sex hormone-binding globulin levels(female) leu-b-4870 5x10? 108 40000 32 0.021 146 MA_BIC —— 0.985(0.975,0.994) -0.015(-0.025,-0.006) 0.0016
Meta-analysis 1.1087 1.0790 ~ettiie-- 0.981(0.973,0.989) -0.019(-0.028,-0.011) < 0.0001
Sex hormone.binding globuin evels(male)  ¢bi.a.GCSTO0012109 5XI0% 105 40000 45 0007 30 wABC ——@—— | 0961(09460577) -0.030(0055.0023) <0001
Sex hormone-binding globulin levels(male) leu-b-4871 5x1072 10+ 10000 76 0.064 166 MA_BIC —— 0.982(0.975,0989) -0018(-0.025,-0.011) <=0.0001
Meta-analysis 1.1154 1.0943 - 0.979(0.972,0.985) -0.022(-0.028,-0.015) < 0.0001
ol lestosierone levels(female)  ebia.GOSTO012112 5KI0° 100 10000 152 0052 8 MABC | - 1019(10131025) 001900130025 <0001
Total testosterone levels(female) leu-b-4864 5x10* 103 10000 75 0031 78 MA_BIC —— 1.022(1.014,1.030) 0.022(0.014,0.029) <0.0001
Meta-analysis 1.1105 1.0953 . 1.020(1.015,1.025) 0.020(0.015,0.025) < 0.0001
Tolaltesiosierone levels(male)  ebia.GCSTO012113 5107 104 10000 137 o045 &7 wABC  —@— 0992(0986,0999) -0.008(0015.0001) 00205
Total testosterone levels(male) leu-b-4865 5x107 107 10000 159 00682 65 MA _BIC — 0.989(0.963,0995) -0011(-0.017-00035) 0.0002
Meta-analysis 1.0754 1.0547 . 0.990(0.986,0.995) -0.010(-0.014,-0.005) < 0.0001
Bioavallabl fesiosterone levels(emale)  ¢bi.a.GCSTO0012102 5104 109 10000 183 0027 20 MABC | 1082010331050 004100320049 <0.0001
Bioavailable testosterone levels(female) leu-b-4869 5x10%® 107 10000 166 0041 46 MA_BIC —— 1.033(1.026,1.040) 0.033(0.026,0.039) <0.0001
Meta-analysis 1.1538 1.1404 1.037(1.031,1.042) 0.036(0.031,0.041) < 0.0001
Bioavailabl lestosterone evels(male)  ebi-aGCSTO0012103 5x10¢ 109 10000 130 0040 58 MABC - 1008(1000,1015)  0.008(0.0000015) 00365
Bioavailable testosterone levels(male) ieu-b-4868 5x10% 10° 10000 135 0043 52 MA BIC —— 0.999(0.992,1.006) -0.001(-0.008,0.006)  0.8032
Meta-analysis 1.0409 1.0000 e 1.003(0.998,1.008) 0.003(-0.002,0.008) 0.2166
HDLchokstersl  iesb09 507 105 20000 &1 0047 25 MABC - 0990(09840.996) -001000.016.0.004) 00013
HDL cholesterol met-d-HDL_C 5x10*® 107 10000 135 0075 69 MA_BIC il 0.9886(0.9683,0993) -0012(-0017,-0.007) <=0.0001
Meta-analysis 1.0809 1.0646 . 0.989(0.985,0.993) -0.011(-0.015,-0.007) < 0.0001
apoipoproienAl  jespi07 S\ 10° 10000 143 0065 191 MABC - 0990(09840905) -0.0100016-0005) 00002
apolipoprotein A1 met-d-ApoAT 5x10*® 107 10000 112 00686 72 MA _BIC = ml 0.994(0.969,0.999) -0.006(-0.011,-0.001) 0.0270
apolipoprotein A1 met-c-842 5x10* 107 10000 26 0069 39 MA_BIC = 0.996(0.991,1.001) -0004(-0.009,0001) 01191
Meta-analysis 1.0605 1.0437 . 0.994(0.991,0.997) -0.007(-0.009,-0.004) < 0.0001
ewap2 polcoTia a2 5xI0° 100 10000 3 007t 25 MABC 10628 1o - 099309880908 -0.007(0012-0002) 00096
C-C motif chemokine 13 prot-a-389 5x10% 107 10000 16 0121 28 MA_BIC 1.0583 1.0313 HIlH 0.994(0.990,0.998) -0.006(-0.010,-0.002) 0.0049
40_:}75 Jo.lo5 40.525 0 0.(;25 0.05
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