Supplementary Table 1. Clinical and pathological characteristics of patients
	Group
	Patient ID
	Age (years)
	Sex
	AFP level (before LT)
	Tumor histology grade
	Stage grade
	TNM grade
	LT time
	AFP level (current)

	Relapse
	F1
	39
	M
	11.9
	Moderate to poorly differentiated
	A1
	T1N0M0
	2020/1/21
	87.9

	
	F2
	68
	M
	48.9
	Well to moderately differentiated
	B
	T1N0M0
	2019/7/6
	524.5

	
	F3
	58
	M
	>3000
	Moderate to poorly differentiated
	B
	T3N0M0
	2020/3/15
	>3000

	
	W2
	53
	M
	>3000
	Moderate to poorly differentiated
	D
	T3N0M0
	2020/12/15
	168.4

	
	F12
	51
	M

	>3000
	Poorly Differentiated
	C
	T3N0M0
	2020/4/14
	222

	
	F13
	57
	F

	677
	Moderately differentiated
	C
	T3N1M0
	2020/5/11
	20

	Normal
	W1
	37
	M
	3.7
	Moderately differentiated
	B
	T1N0M0
	2020/11/21
	3.6

	
	W3
	67
	M
	69.5
	Moderately differentiated
	B
	T3N0M0
	2021/5/24
	2

	
	W4
	52
	M
	147
	Moderately differentiated
	B
	T3N0M0
	2020/5/5
	5.5

	
	W5
	46
	M
	200
	Moderately differentiated
	B
	T1N0M0
	2020/12/21
	2.8

	
	W6
	62
	M
	33
	Well to moderately differentiated
	B
	T1N0M0
	2020/6/22
	4

	
	W8
	68
	F
	44
	Moderately differentiated
	A2
	T1N0M0
	2020/3/2
	4.4

	
	W9
	58
	M
	1154
	Poorly Differentiated with necrosis
	B
	T2N1M0
	2017/12/14
	5.5

	
	W11
	39
	M

	5.2
	Moderately differentiated
	A2
	T1N0M0
	2020/6/30
	5.2

	
	W12
	47
	M
	2.4
	Moderately differentiated
	A1
	T1N0M0
	2020/5/30
	3.4

	
	W15
	60
	M
	8
	Moderately differentiated
	A1
	T1N0M0
	2020/6/1
	10

	
	W7
	54
	M
	9
	Well Differentiated
	A1
	T1N0M0
	2020/10/3
	9

	
	W10
	50
	M
	1000
	Moderately differentiated with necrosis
	B
	T2N0M0
	43440
	5.5


AFP, alpha fetoprotein; TNM, T refers to tumor size and depth of invasion, N refers to the number of lymph node metastasies, and M refers to the existence of distant metastasis of organs.



Information Classification: General

Information Classification: General

Information Classification: General

Supplementary Table 2. The primers used in RT-qPCR
	Primer name
	Primer Sequence (5’-3’)

	GAPDH-F
	GGAGCGAGATCCCTCCAAAAT

	GAPDH-R
	GGCTGTTGTCATACTTCTCATGG

	ACTB-F
	CATGTACGTTGCTATCCAGGC

	ACTB-R
	CTCCTTAATGTCACGCACGAT

	MX1-F
	GGTGGTCCCCAGTAATGTGG

	MX1-R
	CGTCAAGATTCCGATGGTCCT

	ISG15-F
	CCATGTCGGTGTCAGAGCTG

	ISG15-R
	AGAGGTTCGTCGCATTTGTCC

	OAS1-F
	TGTCCAAGGTGGTAAAGGGTG

	OAS1-R
	CCGGCGATTTAACTGATCCTG

	PRF1-F
	TGGCCACCTAAAATTCCGCT

	PRF1-R
	CCCACTGTGAGAACCCCTTC

	SPP1-F
	GAAGTTTCGCAGACCTGACAT

	SPP1-R
	GTATGCACCATTCAACTCCTCG

	THBS1-F
	TGCTATCACAACGGAGTTCAGT

	THBS1-R
	GCAGGACACCTTTTTGCAGATG






Supplementary Figure 1. The number and length of complete amino acid in CDR3 region of normal and relapse groups.[image: E:\投稿\20230424-曾强-肝移植测序\20230511-曾强-肝移植-投稿international journal of general medicine\Supplementary\Supplementary Figure 1.tif]
A) The number of complete amino acid in CDR3 region of normal and relapse groups; B)The length of amino acids in CDR3 region of normal and relapse groups.
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