


Table S1 context sequences of the probes used in genotyping
	Gene
	SNP ID
	C-number
	Context sequence [VIC/FAM]

	OPRM1
A>G
	rs1799971
	C___8950074_1_
	GGTCAACTTGTCCCACTTAGATGGC[A/G]ACCTGTCCGACCCATGCGGTCCGAA

	ABCB1
G>A
	rs1045642
	C___7586657_20
	TGTTGGCCTCCTTTGCTGCCCTCAC[A/G]ATCTCTTCCTGTGACACCACCCGGC

	METTL21A
T>C
	rs2952768
	C__11510543_30
	GTGCTTTTTACTTTTATCTGAATGA[T/C]TGAAATGTCCTTTTCCCAATCCTAT



Table S2 post-operative pain score and morphine complications
	Post-operative data 
	 

	Nausea 
	4

	Vomiting 
	2

	Acetaminophen n (%)
1gm
2gm
3gm
4gm
5gm
	
9 (8.8)
17 (16.7)
20 (19.6)
40 (39.2)
8 (7.8)

	Diclophenate n (%)
75mg
150mg
	
13 (12.7)
2 (2)

	Morphine  n (%)
5mg
10mg
	
26 (25.5)
1 (1)

	Tramadol 100gm n (%)

	20 (19.6)

	VAS over the first 24 hours, Median (range)
0.5hr
1 hr
1.5hr
6hr
24hr
Overall VAS or mean VAS
	 
0 (0-7)
0 (0-8)
0 (0-6)
0 (0-7)
0 (0-7)
0 (0-3.2)




Table S3 minor allele frequencies of the studied genetic variants in our populations compared to other population of MENA
	Population
	ABCB1 (G>A), rs1045642
	OPRM1 (A>G), rs1799971
	METTL21A (T>C), rs2952768

	Study population n=102
	0.38
	0.15
	0.26

	Jordanian1
Cases n=222
Controls n=218
	
0.35
0.43
	
--
--
	
--
--

	Jordanian n=5002
	0.41
	
	

	Egyptians n=453
(MAF was not reported in the study I calculated it based on the genotypes reported)
	0.42 
	
	

	Saudi children4
Cases n= 70
Controls n= 60
	
0.46
0.53
	
	

	Egyptians5
Controls n=49
Cases n=77
	
0.27
0.43
	
0.07
0.05
	

	Tunisian n=1356
MAF was not reported in the study I calculated it based on the genotypes reported)
	0.35
	
	

	Lebanese n=18247
	49.2%
	
	

	UAE8
Cases n=177
Controls n=335
	
	
0.155
0.181
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