Supplementary figures and figure legends
[image: E:\投稿\20221017泛生子-肺癌\20230505-IJGM-一修修回\图片修改\Supplementary Figure 1.tif]Supplementary Figure 1. Expression of characteristic genes and immune infiltration. A) Expression of characteristic genes in normal samples and LUAD samples. From left to right: NLRC4, NLRP1, NOD1, PLCG1 and CASP9; B) Estimation of immune infiltration in LUAD patients with high and low-score risk. *P < 0.05; **P < 0.01; *** P < 0.001; **** P < 0.0001; ns: not significant.
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Supplementary Figure 2. The difference of TMB and GO enrichment of genes between high and low-risk score groups. A) The significant pathway between high and low-risk score groups analyzed by GSVA; B) volcano map of differential expression genes.
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