Table S1 Detection concentration and range of antibiotics in antimicrobial susceptibility testing

Detection of trati Calli !
Method Antibiotic Abbreviations ctection of coneentration atling range
( pg/ml) S R
Ciprofloxacin CIP 0.5,2,4 <0.25 =4
Levofloxzcin LVX 0.5,4,8 <0.25 =8
Ceftriaxone CRO 1,2,8,32 <1 =64
Cefepime FEP 2,8,16,32 <1 =64
MIC Gentamicin GEN 4,16,32 <1 =16
Tobramycin TOB 8,16,64 <1 =16
Cotrimoxazole SXT 0.5/9.5,2/38,16/304 <20(1/19) =320(16/304)
Imipenem IMP 2,4,16 <1 =16
Tigecycline TGC 0.75,2.4 <0.5 =8
Detection of trati Range ( mm)
Method Antibiotic Abbreviations etection 0( co)ncen ration
HE S I R
Ceftazidime CAZ 30 =18 15-17 <14
KB Cefoperazone- CSL 105 =21 1620 <15
sulbactam
Meropenem MEM 10 =18 15-17 <14

Note: * represents the breakpoint provided by the Vitek2 compact advanced expert system
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Table S3 Results of virulence factors genes of 123 Acinetobacter baumannii clinical isolates
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Table S4 Results of insertion sequences (ISs) of 123 Acinetobacter baumannii clinical isolates




Figure S1. Detection of antimicrobial resistance genes (ARGs) in 123 Acinetobacter baumannii clinical isolates over the three years (2019-2021).
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Figure S2. Identification and Prevalence of sequence types (STs) in 123 Acinetobacter baumannii isolates over the years (2019-2021)
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Figure S3. Heat map for correlation analysis of antimicrobial resistance phenotype, resistance genotype, STs, and
VFGs of 123 of Acinetobacter baumannii clinical isolates over the years (2019-2021).

(@) ARGs and antimicrobial resistance phenotype correlation; (b)STs and antimicrobial resistance phenotype
correlation;(c) STs and ARGs correlation;(d) STs and VFGs correlation. The correlation factor is positive if it is more
significant than 0 and negative if it is smaller than 0. The darker the color, the stronger the correlation. All correlation

results were statistically significant (P < 0.05).
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