AM_EM AM_EC

Figure S1 HE staining of samples from AM_EM and AM_EC. The arrow represents
the invading gland to the muscular layer.

Figure S2 Quality control (QC) of raw single-cell RNA-sequencing data. (A) The
number of genes expressed and UMIs and the proportion of mitochondrial genes were
shown with violin plot. (B) Scatter diagram of basic cell information of each sample
before and after filtration. X axis shows the number of UMIs in each cell and y axis



represents the number of genes. The number upon the diagram represents the Pearson
correlation coefficient between the number of UMIs and that of genes in each cell. (C)
The t-SNE plot of cell distribution in AM_EM and AM_EC.
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Figure S3 Cell type identification of AM sample. (A) Dot plot of relative expression
and percentage of cells expressing marker genes in each cell type. (B) Heat map of
relative expression of marker genes in each cell type. The expression levels of

representative marker genes across 8 cell types was shown with t-SNE plot (C) and
violin plot (D).
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Figure S4 Scatter plot shows the relative expression of differential genes in each cell
type.
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Figure S5 Functional enrichment analyses for up- and down-regulated genes in all
endometrium cells related terms of biological process, cellular component and

molecular function.
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Figure S6 Overview of selected ligand-receptor interaction pairs of endothelial cells,

fibroblasts, macrophages, smooth muscle cells and myoepithelial cells. P values are
indicated by circle size.



Table S1 Top 200 of differentially expressed genes in 8 cell types.

Endothelial cells:

gene_id log2FC Pvlaue gene_id log2FC Pvlaue
Down-regulated genes Up-regulated genes
IGKC -1.65  0.00 RNF19A 0.42 0.00
CCL21 -1.00  0.00 CLIP1 0.42 0.00
HSPA1A -0.99  0.00 DDX17 0.42 0.00
HSPAG -0.93  0.00 PNPLA8 0.42 0.00
HSPA1B -0.84  0.00 ZNF292 0.43 0.00
HSPB1 -0.78  0.00 LPP 0.43 0.00
HSPE1 -0.74  0.00 BACH1 0.43 0.00
ID3 -0.73  0.00 GPRC5A 0.43 0.00
RAMP2 -0.72  0.00 HNRNPU 0.43 0.00
ID1 -0.68  0.00 MYH11 0.44 0.00
IERSL -0.66  0.00 Cc7 0.44 0.00
SRP14 -0.61  0.00 DDX3X 0.44 0.00
DNAJB1 -0.58  0.00 ITGAL 0.44 0.00
RPL29 -0.57  0.00 LRRC75A 0.45 0.00
HSPAS -0.55  0.00 YWHAZ 0.45 0.00
RPL26 -0.54  0.00 SLFN5 0.45 0.00
RPS15A -0.54  0.00 ASPH 0.45 0.00
RPL35A -0.54  0.00 G3BP1 0.45 0.00
UBC -0.53  0.00 EPS8 0.45 0.00
RPL18 -0.52  0.00 ANKRD11 0.45 0.00
NPDC1 -0.52  0.00 AKAP12 0.45 0.00
KLF2 -0.52  0.00 SQSTM1 0.45 0.00
FAU -0.51  0.00 CTSL 0.46 0.00
RPL19 -0.51  0.00 ERRFI1 0.46 0.00
UBB -0.51  0.00 ADAMTS9 0.46 0.00
RPS18 -0.51  0.00 MAP4K4 0.46 0.00
PCAT19 -0.51  0.00 MT-ATP8 0.46 0.00
SNHG8 -0.50  0.00 PERP 0.46 0.00
ZFAS1 -0.50  0.00 MALAT1 0.47 0.00
RPS15 -0.50  0.00 INHBA 0.47 0.00
RPS10 -0.50  0.00 LAMA4 0.47 0.00
RPS9 -0.50  0.00 CCND1 0.47 0.00
RPL27A -0.50  0.00 LMO7 0.47 0.00
MRPL18 -049  0.00 HSP90B1 0.47 0.00
RPL11 -049  0.00 XIST 0.48 0.00
S100A6 -049  0.00 IGFBP3 0.48 0.00
RPS7 -049  0.00 IL6ST 0.49 0.00
HIST1H4C -049  0.00 CD44 0.49 0.00

SOCS3 -0.49 0.00 PARP14 0.49 0.00



CCDC85B
BST2
RPL10
S100A10
RPS14
IFITM2
RPL36
RPL23A
SNHG7
RPL37
NNMT
AQP1
RPL41
RPS21
RPL30
RPS19
RPL12
RPS3
RPL24
SLC9A3R2
ENPP2
RPL8
RPL32
CLEC2B
RPS12
GNG11
RPS3A
RPS23
JUND
RPL39
RPL27
TMSB10
SELENOW
BAG3
RPS27
RPS13
MRPL33
SNX3
PFDN5
RPS?2
GAPDH
RPS28
RPL28
RPS4X

-0.49
-0.49
-0.48
-0.48
-0.48
-0.48
-0.48
-0.47
-0.47
-0.47
-0.47
-0.46
-0.46
-0.46
-0.46
-0.46
-0.46
-0.46
-0.46
-0.45
-0.45
-0.45
-0.44
-0.44
-0.44
-0.43
-0.43
-0.43
-0.43
-0.43
-0.43
-0.43
-0.43
-0.43
-0.43
-0.42
-0.42
-0.42
-0.42
-0.42
-0.42
-0.41
-0.41
-0.41

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00

CALD1
F2RL3
SFN
PLAU
RESF1
GOLGA4
SYNE?2
MMP10
NRIP1
IL1IR1
TXNRD1
CYP1B1
MACF1
GOLGB1
BIRC3
KLF5
SOD2
COL1Al
TNFAIP3
PDK4
NCL
P115
CD55
PIGR
DSP
ATP13A3
RIMKLB
HNRNPH1
ANGPT?2
MT-ND4L
ITGA2
CTNNB1
COL3Al
COL15A1
KRT19
CLDN3
COL1A2
RAI14
USP53
MT-ND5
CD24
MTATP6P1
KCNQ10T1
SLCA4AT

0.49
0.50
0.51
0.51
0.51
0.51
0.52
0.52
0.53
0.53
0.53
0.54
0.54
0.55
0.55
0.55
0.56
0.56
0.57
0.57
0.57
0.57
0.58
0.58
0.59
0.60
0.61
0.61
0.61
0.61
0.62
0.62
0.63
0.64
0.64
0.64
0.65
0.65
0.65
0.66
0.67
0.68
0.70
0.71

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00



LGALS1 -041  0.00 HSPAS5 0.71 0.00
RPS29 -041  0.00 TACSTD2 0.72 0.00
SERF2 -0.40  0.00 RAB11FIP1 0.74 0.00
DYNLL1 -0.40  0.00 SELE 0.76 0.00
CRIP2 -0.40  0.00 COL4A1 0.76 0.00
RPL9 -0.40  0.00 ELF3 0.77 0.00
RGS16 -0.40  0.00 NEAT1 0.78 0.00
RPL34 -0.39  0.00 THBS1 0.81 0.00
SERTAD1 -0.39  0.00 DCN 0.88 0.00
SNHG29 -0.39  0.00 MT-ND6 0.88 0.00
RPS27A -0.39  0.00 ITGB8 0.88 0.00
RPL18A -0.39  0.00 EZR 0.92 0.00
CACYBP -0.39  0.00 STC1 0.92 0.00
TCEAL9 -0.39  0.00 ESM1 1.00 0.00
HLA-DRB5 -0.39  0.00 CXCL8 1.05 0.00
CD74 -0.39  0.00 MMP1 1.11 0.00
JUNB -0.39  0.00 CLDN4 1.24 0.00
Epithelial cells

gene_id log2FC  Pvlaue gene_id log2FC Pvlaue

Down-regulated genes Up-regulated genes

CXCL14 -1.47 0.00 CNN3 0.45 0.00
HSPAG -1.42 0.00 CMIP 0.45 0.00
MT1G -1.31 0.00 AGPAT5 0.45 0.00
HSPA1A -1.30 0.00 DDX17 0.45 0.00
PAEP -1.16 0.00 GASKI1B 0.45 0.00
SLPI -1.16 0.00 STOM 0.45 0.00
CRYAB -1.04 0.00 THBD 0.45 0.00
SCGB2A1l -1.01 0.00 YWHAE 0.45 0.00
HSPA1B -0.99 0.00 APP 0.45 0.00
SCGB1D2 -0.99 0.00 HIF1A 0.46 0.00
C150rf48 -0.98 0.00 COL15A1 0.6 0.00
MT1X -0.96 0.00 AGO2 0.46 0.00
ID1 -0.96 0.00 PRSS23 0.47 0.00
DEFB1 -0.94 0.00 CAV1 0.47 0.00
ZFAND2A -0.91 0.00 CTNNAL1 0.47 0.00
TXNIP -0.91 0.00  ZNF292 0.47 0.00
MT1M -0.91 0.00 ADSS 0.47 0.00
MT1E -0.89 0.00 ARGLU1 0.47 0.00
DUSP2 -0.88 0.00 NFKB1 0.48 0.00
HSPE1 -0.86 0.00 GOLGB1 0.48 0.00
HSPB1 -0.84 0.00 MAP1B 0.48 0.00
HSPAS8 -0.83 0.00 DDX21 0.48 0.00



uUBB
ANKRD37
DNAJB1
uBC
IER5L
DDIT4
HSP90AA1
ID3
MGST1
ID2
LINCO01320
SELENOK
MT1H
GPX3

IER5
MT1F
TCEALS9
RPAIN
MSX1
BAG3
SNHG8
MT2A
DLX5
CKS2
ARG?2
DDIT3
DYNLL1
G0S2
MRPL18
AL118516.1
AC015912.3
SERF2
RASD1
LINC01480
GPX4
C2CD4B
ANXA4
PRDX5
CACYBP
TUBA4A
CYBA
VAMPS8
HIST1HA4C
PLA2G16

-0.82
-0.82
-0.81
-0.81
-0.79
-0.77
-0.76
-0.75
-0.73
-0.71
-0.63
-0.62
-0.62
-0.62
-0.62
-0.61
-0.61
-0.60
-0.59
-0.58
-0.58
-0.57
-0.56
-0.56
-0.56
-0.55
-0.54
-0.53
-0.53
-0.53
-0.53
-0.52
-0.52
-0.52
-0.51
-0.51
-0.50
-0.50
-0.49
-0.49
-0.49
-0.48
-0.48
-0.47

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00

ANKRD28
NEAT1
ADAMTS9
KTN1
PLAU
SH3BP5
CAVIN1
MACF1
ETS2
NRIP1
UGCG
EIF3A
ANKRD11
GOLGA4
ANKRD12
TXNRD1
COL1Al
SERPINE1
ITGAG
EDN1
SASH1
GJAl
COL4A2
CD93
G3BP1
HNRNPH1
CCND1
CLIP1
PLPP3
TNFAIP3
PTPRE
CALD1
ELKS
COL3Al
ITGB8
KDR
NAP1L1
COL1A2
TEAD1
DSP
MT-ND4L
KCNQ10T1
FLT1
SLCA4AT

0.48
0.48
0.49
0.49
0.49
0.49
0.50
0.50
0.50
0.51
0.51
0.51
0.51
0.52
0.52
0.52
0.52
0.52
0.53
0.53
0.53
0.53
0.54
0.54
0.54
0.54
0.54
0.54
0.55
0.55
0.56
0.56
0.56
0.57
0.57
0.58
0.58
0.59
0.59
0.59
0.59
0.59
0.59
0.60

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00



SCGB2A2 -0.47 0.00 CTSL 0.60 0.00

AGR2 -0.46 0.00 CCL2 0.61 0.00
H2AFX -0.45 0.00 SPTBN1 0.61 0.00
DUSP1 -0.45 0.00 SPARC 0.61 0.00
BCAS2 -0.45 0.00 RGS5 0.62 0.00
SERP1 -0.45 0.00 TIMP3 0.62 0.00
GADD45B -0.44 0.00 RAI14 0.65 0.00
MSX2 -0.43 0.00 MTATP6P1  0.65 0.00
CLDN3 -0.43 0.00 ETS1 0.66 0.00
ARPC3 -0.42 0.00 NCL 0.69 0.00
PAPSS1 -0.42 0.00 DCN 0.69 0.00
CKB -0.42 0.00  ATP13A3 0.70 0.00
HERPUD1 -0.42 0.00 EMP1 0.71 0.00
C20rf88 -0.42 0.00 MT-ND6 0.72 0.00
SAP18 -0.41 0.00 TCF4 0.72 0.00
SFN -0.41 0.00  ANGPT2 0.73 0.00
FAU -0.41 0.00 CTNNB1 0.74 0.00
PLAUR -0.41 0.00 ESM1 0.77 0.00
FTL -0.41 0.00 SELE 0.78 0.00
KRT18 -0.41 0.00 WWTR1 0.79 0.00
RPL10 -0.40 0.00 ITGA2 0.79 0.00
RARRES3 -0.40 0.00 BIRC3 0.81 0.00
HNMT -0.40 0.00 CALCRL 0.84 0.00
TPI1 -0.40 0.00 CXCL2 0.84 0.00
ANXA1 -0.40 0.00 CYP1B1 0.86 0.00
S100A11 -0.40 0.00 TPM4 0.87 0.00
RPL39 -0.40 0.00 CXCLS8 0.87 0.00
OST4 -0.40 0.00 SPARCL1 0.87 0.00
MGST3 -0.39 0.00 THBS1 0.89 0.00
GPX1 -0.39 0.00 COL4A1 0.89 0.00
ovoL1 -0.39 0.00 KRT17 0.91 0.00
KRT8 -0.39 0.00 MMP1 0.96 0.00
ATP5IF1 -0.39 0.00 AKAP12 1.02 0.00
ADM -0.39 0.00 STC1 1.06 0.00
Fibroblasts

gene_id log2FC  Pvlaue gene_id log2FC Pvlaue

Down-regulated genes Up-regulated genes

CRYAB -1.48 0.00 RB1CC1 0.39 0.00
CFD -1.43 0.00 ARFGAP3 0.40 0.00
PTGDS -1.16 0.00 IER3 0.40 0.00
HSPAG -0.84 0.00 TASOR2 0.40 0.00

HSPB1 -0.82 0.00 KCNQ1OT1 0.40 0.00



HSPE1
TCEALY
HSPA1A
uUBB
DNAJB1
APOE
CYTOR
ACTG2
TCEALS9
CCL26
MRPL18
uBC
HSPA1B
CACYBP
DUSP1
DES

FTL
IGFBP6
DDAH2
S100A4
CKB
TPM2
RRAD
IER5L
SOD3
GADD45B
FABP5
ZFAND2A
PLAC9
TNFRSF12A
JUND
NNMT
TMEML176B
CNN1
HIST1HA4C
ZFAS1
SNHG8
UBEZ2S
MYL9
LANCL2
DYNLL1
ID3
TAGLN
GLRX

-0.74
-0.72
-0.71
-0.68
-0.68
-0.67
-0.67
-0.67
-0.64
-0.64
-0.62
-0.60
-0.58
-0.55
-0.54
-0.53
-0.52
-0.52
-0.51
-0.51
-0.51
-0.50
-0.50
-0.50
-0.48
-0.48
-0.45
-0.44
-0.44
-0.43
-0.42
-0.42
-0.42
-0.42
-0.42
-0.41
-0.41
-0.40
-0.39
-0.39
-0.39
-0.39
-0.39
-0.39

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00

HDLBP
SFRP1
DDX17
SERINC1
GSPT1
MMP2
ETS2
MMP10
NRP2
TMA4SF1
PNPLAS
LHFPL2
MXRA5
ELK3
PLAU
LUM
EGFR
SLC39A14
MEG3
PRPF4B
COL15A1
COLEC12
EIF4G2
MAN1A1l
TIMP3
XIST
SPTBN1
Ci160rf45
ITGB1
PDGFRA
MT-ND6
RAI14
DCN
CCDC80
SLK
MACF1
ITGAV
SPAG9
MAP4K5
NFKBIZ
RERE
FRMD6
APLP2
KTN1

0.40
0.40
0.40
0.40
0.41
0.41
0.41
0.41
0.41
0.41
0.41
0.41
0.41
0.42
0.42
0.42
0.42
0.42
0.42
0.42
0.42
0.42
0.43
0.43
0.43
0.43
0.43
0.44
0.44
0.44
0.44
0.44
0.44
0.44
0.44
0.44
0.45
0.45
0.45
0.45
0.45
0.45
0.45
0.46

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00



EMP3
SNHG7
SERPINF1
SERTAD1
TXNIP
HSPAS
CRABP2
NR4A1
RPL26
AHSA1L
RPLP1
GAS5
IGFBP3
RPL29
RPS10
SELENOM
SELENOW
RPL12
SAP18
TGM2
OAZ1
TIMP1
RPS2
RPL41
FOS
ARC
RPL23A
RPL22L1
DNAJA4
BANF1
CIRBP
IGFBPS
DLK1
ATPSMG
MDK
SOD1
CDKN1C
RPS15A
RPL18
BAG3
SOCS3
RPL35A
IER5
FAU

-0.39
-0.38
-0.38
-0.38
-0.38
-0.38
-0.37
-0.37
-0.37
-0.37
-0.36
-0.36
-0.36
-0.36
-0.35
-0.35
-0.35
-0.35
-0.35
-0.34
-0.34
-0.33
-0.33
-0.33
-0.32
-0.32
-0.32
-0.32
-0.32
-0.32
-0.32
-0.32
-0.32
-0.32
-0.31
-0.31
-0.31
-0.30
-0.30
-0.30
-0.29
-0.29
-0.29
-0.29

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00

MT-ND5
LIF
THBS2
COL3Al
HGF
IL6ST
ANKRD11
GLS
TXNRD1
GOLGA4
CLIP1
CFH
INHBA
SPARCL1
PSAP
HSP90B1
MTATP6P1
ADSS
HSPAS
FN1
NFKB1
ABI3BP
VCL
MMP1
MT-ND4L
COL1A2
SCNT7A
CD55
COLG6A3
THBS1
CYP1B1
AKAP12
IGF1
IL1IR1
SPARC
CXCL1
CXCLS8
WWTR1
NCL
NEAT1
TNFAIP3
COL14A1
VCAN
CLMP

0.46
0.46
0.47
0.47
0.47
0.47
0.48
0.48
0.48
0.49
0.49
0.49
0.49
0.49
0.50
0.51
0.51
0.52
0.52
0.52
0.52
0.52
0.52
0.53
0.54
0.54
0.54
0.54
0.54
0.55
0.56
0.56
0.58
0.58
0.59
0.60
0.61
0.62
0.63
0.64
0.66
0.66
0.68
0.69

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00



RPS14 -0.29 0.00 CXCL2 0.70 0.00

SLC3A2 -0.29 0.00  SLC4A7 0.72 0.00
RPS15 -0.29 0.00 STC1 0.72 0.00
RPL27A -0.29 0.00 THBS4 0.75 0.00
FGF7 -0.29 0.00 COL4A1 0.75 0.00
RPS18 -0.28 0.00 SOD2 0.97 0.00
AL161421.1 -0.28 000 C7 1.38 0.00
Lymphocytes
gene_id log2FC  Pvlaue gene_id log2FC Pvlaue
Down-regulated genes Up-regulated genes
IGKC -4.07 0.05 ETS1 0.40 0.00
IGLC2 -3.78 0.05 EIF4AB 0.40 0.00
IGHG1 -2.01 0.05 SMC1A 0.40 0.00
GNLY -1.93 0.00 TRIP12 0.40 0.00
IGHA1L -1.84 0.04 TNFAIP8 0.40 0.00
IGHG3 -1.59 0.01 CCSER2 0.41 0.00
JCHAIN -1.58 0.01 TC2N 0.41 0.00
IGLC3 -1.58 0.05 APP 0.41 0.00
CRYAB -1.24 0.00 APBB1IP 0.41 0.00
TYROBP -0.97 0.00 VPS13C 0.41 0.00
HSPA1A -0.97 0.00 CAPN2 0.41 0.00
TPM2 -0.96 0.00 CRIP1 0.41 0.00
ACTG2 -0.90 0.00 PRKDC 0.41 0.00
GZMA -0.89 0.00 JUN 0.41 0.00
TAGLN -0.87 0.00 PDCD4 0.41 0.00
DES -0.81 0.00 ADSS 0.42 0.00
HSPE1 -0.78 0.00 GOLGA4 0.42 0.00
NKG7 -0.77 0.00 YIPF5 0.42 0.00
HSPAG -0.76 0.00  SNX1 0.42 0.00
HSPB1 -0.69 0.00 NEAT1 0.42 0.00
IGHG4 -0.68 0.09 PRRC2C 0.42 0.00
HSPA1B -0.68 0.00 AUTS2 0.42 0.00
XCL2 -0.67 0.00 ADNP 0.42 0.00
CCLA4L2 -0.67 0.00 AHNAK 0.42 0.01
CMC1 -0.66 0.00 HNRNPK 0.42 0.00
TRDC -0.65 0.00 SH3GLB1 0.42 0.00
TPM1 -0.63 0.00 ANKRD11 0.42 0.00
ID3 -0.62 0.00 SLC38A1 0.42 0.00
CTSW -0.57 0.00 MBP 0.43 0.00
BST2 -0.57 0.00 USPI9X 0.43 0.00
GZMB -0.56 0.00 CD96 0.43 0.00

XCL1 -0.56 0.01 PIBF1 0.43 0.00



BAG3
HCST
ITM2C
GAPDH
HSP90AAL
IGFBP2
RPL22L1
LGALS1
TCEAL9
UBE2S
FABP5S
MYLK
UQCRH
CNN1
CSRP1
FTL
MT1E
FKBP4
LSM5
soD1
MT1X
CD52
HOPX
MT1G
UBB
FCERLG
APOBEC3G
RAMP1
DNAJB1
HSPB8
PAEP
GADD45B
NMB
MGP
IFITM2
NR4A1
TNFRSF12A
MYL9
IGHG2
PTGDS
KLRC1
PRDX5
SAP18
CALM3

-0.55
-0.55
-0.54
-0.52
-0.50
-0.50
-0.49
-0.49
-0.49
-0.49
-0.49
-0.48
-0.47
-0.47
-0.45
-0.45
-0.45
-0.45
-0.44
-0.44
-0.44
-0.43
-0.43
-0.43
-0.42
-0.42
-0.42
-0.41
-0.41
-0.41
-0.39
-0.39
-0.38
-0.38
-0.38
-0.38
-0.37
-0.37
-0.37
-0.37
-0.37
-0.37
-0.37
-0.36

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.01
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.01
0.00
0.00
0.00
0.00
0.01
0.02
0.00
0.03
0.02
0.01
0.00
0.00
0.00

SENP7
RESF1
FAM129A
ILIR1
VPS4B
BIRC6
HP1BP3
JAML
NCL
ZNF33A
SQSTM1
ZBTB1
TSC22D3
PDE4D
YWHAZ
THEMIS
NIPBL
NRIP1
WNK1
BDP1
GLS
CAST
RIF1
DOCK10
1SG20
CHD1

CSGALNACT?2

CLINT1
MBNL1
MTATP6P1
CALCRL
ACTR?2
NARS
EZR
COPB1
STK17B
ARLA4C
MT-ND5
PBXIP1
PABPC1
TAX1BP1
TPM3
HIF1A
LCP1

0.43
0.43
0.43
0.44
0.44
0.44
0.44
0.44
0.44
0.44
0.44
0.45
0.45
0.45
0.45
0.45
0.45
0.45
0.46
0.46
0.46
0.46
0.46
0.46
0.46
0.47
0.47
0.47
0.47
0.47
0.47
0.47
0.47
0.48
0.48
0.48
0.48
0.49
0.49
0.50
0.50
0.50
0.51
0.51

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.01
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00



POMP -0.36 0.00 ARHGEF1 0.52 0.00

RAC2 -0.35 0.00 FYB1 0.52 0.00
COTL1 -0.35 0.00 CAMK4 0.53 0.00
MRPS18C -0.35 0.02 AKAP9 0.53 0.00
CCL4 -0.34 0.02  ARL4A 0.54 0.00
UCHL3 -0.34 0.00 DCN 0.54 0.01
TUBB2A -0.34 0.01 GPR183 0.55 0.00
CLIC3 -0.34 0.05 SOD2 0.55 0.00
PRDX6 -0.34 0.00 ATRX 0.56 0.00
GLRX -0.34 0.03 ANKRDI12 0.56 0.00
FBXL15 -0.34 0.00 HSPAS 0.56 0.00
COX6B1 -0.33 0.00 IKZF3 0.56 0.00
SMDT1 -0.33 0.00  TNFAIP3 0.57 0.00
FAU -0.33 0.00 GOLGB1 0.58 0.00
SPCS1 -0.33 0.00 CD2 0.61 0.00
Cllorfo6 -0.33 0.01 STC1 0.63 0.00
MRPL51 -0.33 0.01  ANTXR2 0.64 0.00
SERF2 -0.32 0.00 MMP1 0.67 0.00
CD63 -0.32 0.00 CXCL8 0.73 0.00
CKB -0.32 0.03  SYNE2 0.76 0.00
SURF2 -0.32 0.00 PTPRC 0.78 0.00
PARKY7 -0.32 0.00 RORA 0.88 0.00
LAMTOR1 -0.32 0.02 MT-ND6 0.98 0.00
PGK1 -0.32 0.00 IL7R 1.01 0.00
Macrophages
gene_id log2FC  Pvlaue gene_id log2FC  Pvlaue
Down-regulated genes Up-regulated genes
CRYAB -1.39 0.00 BDP1 0.48 0.02
MT1G -1.25 0.00 SMCHD1 0.49 0.02
SCGB2A1 -1.13 0.01 PTPRC 0.49 0.00
TPM2 -1.11 0.00 SMAP2 0.49 0.01
ACTG2 -1.07 0.00 SHTN1 0.49 0.03
TAGLN -0.97 0.00 TRIP11 0.49 0.00
NMB -0.97 0.01 CFLAR 0.50 0.00
RRAD -0.93 0.01 RBM17 0.50 0.01
HSPA1A -0.90 0.00 SLC2A3 0.50 0.03
APOE -0.79 0.01 CD93 0.50 0.05
CITED2 -0.76 0.00 LILRB2 0.50 0.01
HSPA1B -0.74 0.04 SPARCL1 0.50 0.02
HSPE1 -0.72 0.00 NUP62 0.50 0.00
UBB -0.71 0.00 ATP13A3 0.51 0.00

CACYBP -0.69 0.00  ACSL5 0.51 0.01



MYL9
CCL3L1
DES
AC245014.3
CKS2
UBC
MRPL41
DNAJB1
PROX1
HSPAS
ING1
CH25H
CCL7
ID1
C12orf57
SNHG29
HSPB1
ACTG1
DDAH2
SLC25A5
HSPAG
KRT19
SNHG8
ATP5IF1
RPL27A
RPL7A
TNFRSF12A
ST13
CKLF
ANXA1
HSP90AA1
UBE2S
TPM1
ARMCX1
GSTP1
PAEP
RPS15A
IF16
BST2
MGP
RPL10
ABRACL
RPL3
LY6K

-0.69
-0.69
-0.69
-0.68
-0.67
-0.65
-0.64
-0.62
-0.62
-0.60
-0.58
-0.57
-0.56
-0.55
-0.55
-0.55
-0.53
-0.53
-0.52
-0.52
-0.51
-0.50
-0.49
-0.47
-0.47
-0.47
-0.47
-0.46
-0.46
-0.46
-0.46
-0.46
-0.46
-0.45
-0.45
-0.45
-0.45
-0.45
-0.44
-0.44
-0.44
-0.44
-0.44
-0.44

0.01
0.05
0.00
0.00
0.01
0.00
0.00
0.00
0.00
0.01
0.00
0.00
0.02
0.02
0.00
0.00
0.00
0.01
0.00
0.00
0.00
0.01
0.01
0.00
0.00
0.00
0.04
0.01
0.03
0.02
0.01
0.02
0.04
0.01
0.01
0.04
0.00
0.00
0.00
0.05
0.00
0.03
0.00
0.01

KDR
ARCN1
STX7
JAK1
PDIAG6
USP7
S100A9
CALCRL
PARP14
RDX
ANXAS
TLR2
DNAJB11
GDI2
CCNL1
MTATP6P1
HCK
ZC3H12C
ATP2B1
DMXL2
ALCAM
CANX
NCL
COL6Al
STC1
TIMP3
PAK?2
NAMPT
PNRC1
VCAN
CHD1
HIF1A
SERPINB9
MT-ND6
HSPA9
NFKB1
CYP1B1
PFKFB3
SOD2
LAMP2
CYBB
NUMB
TGFBI
GOLGA4

0.51
0.51
0.51
0.51
0.51
0.52
0.52
0.52
0.52
0.53
0.53
0.53
0.53
0.53
0.54
0.54
0.54
0.54
0.54
0.54
0.55
0.56
0.56
0.56
0.57
0.57
0.57
0.58
0.58
0.58
0.58
0.58
0.58
0.58
0.58
0.59
0.59
0.59
0.59
0.60
0.60
0.60
0.60
0.61

0.04
0.00
0.00
0.01
0.00
0.00
0.00
0.01
0.00
0.03
0.00
0.02
0.02
0.01
0.01
0.00
0.02
0.01
0.01
0.00
0.04
0.00
0.00
0.02
0.10
0.03
0.00
0.00
0.00
0.00
0.01
0.00
0.00
0.00
0.00
0.00
0.03
0.00
0.01
0.00
0.02
0.00
0.00
0.00



TMEM273
RPS10
MT1X
TMSB10
RPL24
RPL23AP82
CSRP1
NR4A1
OSER1
ATP5MPL
SNX3
ZFAS1
RPL8
NDUFA4
DANCR
AC002456.1
RPSA
ATP5MC1
Clorf54
GADD45A
MYH11
RPL26
JUN
RPS15
RPS18
RPL29
MRPL18
PPID
RPS14
RPS8
RPS19
RPS2
RPL39
AC109326.1
USF2
RPL41
RPL11
RPL28
TMEM59
RPL18
FAU

-0.44
-0.43
-0.43
-0.43
-0.43
-0.43
-0.43
-0.43
-0.43
-0.43
-0.43
-0.42
-0.42
-0.41
-0.41
-0.41
-0.41
-0.40
-0.40
-0.40
-0.40
-0.40
-0.40
-0.39
-0.39
-0.39
-0.39
-0.39
-0.39
-0.38
-0.38
-0.38
-0.38
-0.38
-0.38
-0.37
-0.37
-0.37
-0.37
-0.37
-0.37

0.03
0.00
0.03
0.02
0.00
0.01
0.01
0.01
0.00
0.02
0.01
0.00
0.00
0.01
0.01
0.00
0.01
0.03
0.01
0.03
0.00
0.00
0.01
0.00
0.00
0.00
0.02
0.02
0.00
0.00
0.00
0.00
0.00
0.05
0.04
0.00
0.00
0.00
0.05
0.00
0.00

COL1A2
SAMSN1
ACSL1
MSN
TIPARP
OGFRL1
DNAJC3
IFNAR1
DDX21
PTGS2
FNIP2
PDIA3
DSE
CLTC
SEL1L
PSAP
TCF4
IQGAP1
ZEB?
ITGB8
TNFRSF1B
HSP90B1
FLT1
NRIP1
EPB41L3
CTSB
TNIP3
HNRNPK
BIRC3
IL7R
TIMP1
TMA4SF1
OLR1
COL3A1
INHBA
CREG1
HSPAS
CXCL1
EREG
THBS1
SERPINB?

0.61
0.62
0.62
0.62
0.63
0.63
0.64
0.64
0.65
0.65
0.66
0.66
0.69
0.69
0.69
0.70
0.70
0.70
0.71
0.74
0.74
0.74
0.74
0.75
0.76
0.76
0.76
0.77
0.77
0.77
0.77
0.82
0.83
0.84
0.86
0.98
0.98
0.99
1.16
1.43
1.44

0.01
0.02
0.02
0.00
0.00
0.01
0.00
0.00
0.00
0.04
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.01
0.00
0.00
0.03
0.02
0.01
0.00
0.00
0.02
0.00
0.00
0.05
0.01
0.00
0.05

Mast cells



gene_id log2FC  Pvlaue gene_id log2FC Pvlaue

Down-regulated genes Up-regulated genes
HSPAG -0.95 0.00 RASGEF1B 0.38 0.01
CRYAB -0.92 0.00 IPO7 0.38 0.00
HSPA1B -0.84 0.00 CD93 0.38 0.00
HSPA1A -0.76 0.00 ACIN1 0.38 0.01
TPM2 -0.64 0.00 DDX3X 0.38 0.00
IGKC -0.64 0.05 LDHA 0.38 0.00
TAGLN -0.62 0.00 CCDC82 0.38 0.01
HLA-A -0.59 0.00 FBXO11 0.38 0.00
HSP90AA1 -0.59 0.00 FNBP4 0.38 0.00
JUN -0.56 0.00 PJA2 0.39 0.01
DUSP1 -0.55 0.00 ATRX 0.39 0.00
HSPB1 -0.55 0.00 GTF2A1 0.39 0.00
HSPE1 -0.54 0.00 PTPN11 0.39 0.00
ACTG2 -0.53 0.00 KTN1 0.39 0.00
B2M -0.52 0.00 CD46 0.39 0.00
DES -0.50 0.00 PPP3CA 0.39 0.00
Cl1lorfo6 -0.50 0.00 TLN1 0.39 0.00
HLA-B -0.50 0.00 MED13 0.39 0.00
CFD -0.49 0.02  SLC2A3 0.39 0.00
SELENOM -0.49 0.00 GFPT1 0.39 0.00
UBC -0.48 0.00 PAK2 0.39 0.00
UBB -0.48 0.00 ZDHHC5 0.39 0.00
TUBA1A -0.46 0.00 COPS2 0.39 0.00
FKBP4 -0.45 0.00 PCMTD1 0.39 0.00
GEM -0.44 0.00 BDP1 0.39 0.01
SELENOW -0.44 0.00 BMP2K 0.40 0.00
DNAJB1 -0.42 0.01 BACH1 0.40 0.00
CNN1 -0.42 0.00 CLIP1 0.40 0.00
BAG3 -0.41 0.01 CDK2AP1 0.40 0.00
AC108134.2 -0.40 0.01 DNAJB14 0.40 0.00
LMNA -0.40 0.00 ETS2 0.40 0.01
MYLK -0.40 0.00 PTPRC 0.40 0.01
TESC -0.39 0.01 TRIP12 0.40 0.00
JUNB -0.39 0.02 NFKB1 0.40 0.00
SLIRP -0.38 0.00 GID8 0.40 0.00
SSSCA1 -0.37 0.01 NFAT5 0.40 0.00
NDUFC2 -0.37 0.01 RABSB 0.40 0.00
HLA-C -0.37 0.00 CSGALNACT2 0.40 0.01
UCP2 -0.37 0.00 HADHA 0.41 0.00
TNFRSF12A  -0.36 0.01 CANX 0.41 0.00
HSPAS -0.36 0.02 SRRM2 0.41 0.00

SMAD7 -0.34 0.01 SWAP70 0.41 0.00



MYL9
FOS
PRMT2
H2AFZ
ZNF511
TPSB2
NUDC
AL118516.1
H2AFX
CYBA
PSMC1
BLOC1S1
CYTOR
ODC1
TUBAI1B
SNHGS
ASAH1
IERS
GLRX
GLIPR2
TPM1
RPS10
NDUFA4
RNF5
CSRP1
PSMA2
ACTA2
EIF1IAD
MAGED?2
CACYBP
DPM3
DEDD?2
ADGREb5
NDUFS4
USF2
DUSP4
BCAS2
RBCK1
CCDC71L
C190rf53
HIBCH
SARAF
MBOAT7
PFN1

-0.33
-0.33
-0.33
-0.33
-0.33
-0.33
-0.32
-0.32
-0.31
-0.31
-0.31
-0.30
-0.30
-0.30
-0.30
-0.30
-0.29
-0.29
-0.29
-0.29
-0.29
-0.29
-0.29
-0.29
-0.29
-0.28
-0.28
-0.28
-0.28
-0.28
-0.28
-0.28
-0.27
-0.27
-0.27
-0.27
-0.27
-0.27
-0.27
-0.27
-0.27
-0.26
-0.26
-0.26

0.01
0.04
0.01
0.01
0.02
0.00
0.01
0.02
0.02
0.05
0.01
0.02
0.01
0.02
0.00
0.02
0.05
0.00
0.03
0.01
0.00
0.00
0.01
0.02
0.02
0.03
0.00
0.02
0.05
0.01
0.04
0.01
0.04
0.04
0.01
0.04
0.02
0.04
0.04
0.03
0.01
0.00
0.03
0.02

TAX1BP1
TRIP11
YWHAZ
ZBTB1
MT-ND5
LMO4
RAB14
SPAG9
CDKN2AIP
FDFT1
AP1G1
SFSWAP
EMP1
NCOR2
SPTBN1
STAM
ZC3HT7A
NEAT1
BRAF
TRIM24
EIF4G2
CD109
TSC22D1
ASHI1L
ATP13A3
HDC
GOLGA4
SERINC1
EMILIN2
C21orfo1
VEGFA
PICALM
GNPTAB
PABPC1
USP53
MMP1
SRSF4
TMOD3
PNPLAS
NCL
CNST
GALC
ATP8B4
HSPAS

0.41
0.41
0.41
0.41
0.41
0.42
0.42
0.42
0.43
0.43
0.43
0.43
0.43
0.43
0.43
0.44
0.44
0.44
0.45
0.45
0.45
0.46
0.46
0.46
0.46
0.46
0.46
0.46
0.47
0.47
0.47
0.48
0.48
0.48
0.48
0.48
0.49
0.50
0.51
0.52
0.53
0.54
0.54
0.55

0.00
0.00
0.00
0.01
0.00
0.01
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.01
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.02
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00



IL5 -0.26 0.04 FER 0.55 0.00
CBX3 -0.26 0.03 DUSP2 0.57 0.02
AIMP1 -0.26 0.02 MT-ND4L 0.57 0.00
RPL29 -0.26 0.00 MT-ATPS8 0.59 0.00
KRT19 -0.26 0.01 MTATP6P1 0.59 0.00
POLR2J -0.25 0.02 HIF1A 0.61 0.00
TBCC -0.25 0.05 PAG1 0.61 0.00
DOK2 -0.25 0.00 BCL2A1 0.65 0.00
RPS3A -0.25 0.00 GCSAML 0.70 0.00
GFER -0.25 0.03 ILIRL1 0.70 0.00
TMEMb59 -0.25 0.04 CPA3 0.72 0.00
DIMT1 -0.25 0.02 ACsSL4 0.72 0.00
AKAP8 -0.25 0.02 KIT 0.87 0.00
TMSB4X -0.25 0.02 PTGS2 0.90 0.00
Myoepithelial cells
gene_id log2FC  Pvlaue gene_id log2FC Pvlaue
Down-regulated genes Up-regulated genes
CRYAB -1.22 0.00 SYNPO2 0.37 0.00
HSPE1 -0.85 0.00 ITGAV 0.37 0.00
HSPAG -0.72 0.00 PALLD 0.38 0.00
PCP4 -0.68 0.00 SYNE2 0.38 0.00
DUSP2 -0.62 0.00 COL6A1 0.38 0.00
UBC -0.61 0.00  ADSS 0.38 0.00
WFDC2 -0.59 0.00 GJAL 0.38 0.00
PTGDS -0.55 0.00 RBP1 0.38 0.00
UBB -0.54 0.00 APLP2 0.38 0.00
TCEAL9 -0.54 0.00 PKD2 0.38 0.00
HSPB1 -0.53 0.00 KLF9 0.39 0.00
CKB -0.51 0.00 NAP1L1 0.39 0.00
HSPAL1A -0.50 0.00 FNDC3B 0.39 0.00
FABP5 -0.50 0.00 HSPAS5 0.39 0.00
MRPL18 -0.50 0.00  PLS3 0.39 0.00
CACYBP -0.48 0.00 TIMP3 0.39 0.00
TCEAL7 -0.48 0.00 LPP 0.39 0.00
FTL -0.48 0.00 HIPK3 0.39 0.00
OSER1 -0.48 0.00 APP 0.39 0.00
SAP18 -0.44 0.00 TMOD3 0.40 0.00
CYCS -0.44 0.00 ROCK2 0.40 0.00
ACTG2 -0.44 0.00 EEA1 0.40 0.00
TUBA1A -0.43 0.00 CPE 0.40 0.00
SLC3A2 -0.42 0.00 AHNAK 0.40 0.00
RPL24 -0.41 0.00 LIMAL 0.40 0.00



KCNMAL
DYNLL1
ZFAND2A
ATP5MG
CITED4
FAU
IERSL
RPS7
RPL18
RPL29
PGMS5-AS1
ZFAS1
RPS10
DUSP1
PFN1
RPL26
RPL8
SERP1
H2AFZ
DNAJB1
RPL11
TUBB2A
RPS15A
RPL19
RPL35A
RPL41
COX6C
NDUFB2
ARC
MYL9
COX6AL
PRDX1
SERF2
RPS12
TMSB10
SNRPB
COX7B
BANF1
IGKC
RPS14
HSP90AAL
UQCRH
RPL39
EMP3

-0.41
-0.41
-0.40
-0.40
-0.39
-0.39
-0.38
-0.37
-0.37
-0.37
-0.37
-0.37
-0.36
-0.36
-0.35
-0.35
-0.35
-0.35
-0.35
-0.34
-0.34
-0.34
-0.34
-0.34
-0.34
-0.34
-0.34
-0.34
-0.33
-0.33
-0.33
-0.32
-0.32
-0.32
-0.32
-0.32
-0.32
-0.31
-0.31
-0.31
-0.31
-0.31
-0.31
-0.31

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00

MT-ATP8
PTGER3
NORAD
ATRX
ELKS
KCTD12
KLF6
GUCY1A2
PGR
BIRC3
SFRP1
TPM4
DDX3X
FRMD6
STK26
ENAH
IL6ST
ASPN
GOLGB1
NRIP1
ESM1
EPS8
ASHI1L
EMP1
WWTR1
LUM
KCNQ10T1
XIST
BACH1
PABPC1
MAP4
GOLGA4
TXNRD1
VCL
SLK
MAP1B
NCL
NFKBIZ
MFAP5
TP53BP2
CADPS2
CCDC80
MEDAG
CYP1B1

0.40
0.40
0.41
0.41
0.41
0.41
0.41
0.41
0.41
0.42
0.42
0.42
0.42
0.43
0.43
0.43
0.43
0.43
0.44
0.44
0.44
0.44
0.44
0.44
0.44
0.44
0.44
0.44
0.45
0.45
0.45
0.45
0.45
0.46
0.46
0.47
0.47
0.47
0.47
0.47
0.47
0.48
0.48
0.49

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00



OAZ1 -0.31 0.00 RGS5 049 0.00

RPS15 -0.31 0.00 COL12A1 0.50 0.00
RPL23A -0.31 0.00 DST 0.50 0.00
RPL9 -0.31 0.00 MMP1 0.50 0.00
RAN -0.31 0.00 CLIP1 0.50 0.00
AHSA1L -0.31 0.00 MACF1 0.50 0.00
RPL27 -0.31 0.00 HSP90B1 0.51 0.00
SOD1 -0.30 0.00 TLN1 0.51 0.00
BAG3 -0.30 0.00 MT-ND4L 051 0.00
GAPDH -0.30 0.00 COL3Al 0.52 0.00
ATP6V1G1 -0.30 0.00 RAI14 0.52 0.00
NUPR1 -0.30 0.00 NEAT1 0.53 0.00
RPL12 -0.30 0.00 MT-ND5 0.54 0.00
UBL5 -0.30 0.00 AKAP12 0.54 0.00
NDUFS5 -0.30 0.00 CCND1 0.54 0.00
NDUFAl -0.30 0.00 NFKB1 0.55 0.00
RPS3A -0.29 0.00 SLCAAT 0.56  0.00
RPL27A -0.29 0.00 COL6A3 0.57 0.00
FHL2 -0.29 0.00 SPARC 0.57 0.00
SERTAD1 -0.29 0.00 COL1A2 0.59 0.00
UBE2S -0.29 0.00 VCAN 0.59 0.00
SELENOK -0.29 0.00 MTATP6P1 0.60 0.00
SRP14 -0.29 0.00 MT-ND6 0.60 0.00
MLF1 -0.29 0.00 ADAMTS1 0.62 0.00
SNHG8 -0.29 0.00 THBS1 0.64 0.00
C20orf27 -0.29 0.00 TNFAIP3 0.67 0.00
RPS3 -0.29 0.00 STC1 0.68 0.00
MAPILC3B  -0.29 0.00 COL4Al 0.69 0.00
HSPA1B -0.29 0.00 DCN 0.75 0.00
SNHG7 -0.28 0.00 SOD2 0.76  0.00
RPS2 -0.28 0.00 CXCL8 0.90 0.00

Smooth muscle cells

gene_id log2FC  Pvlaue gene_id log2FC Pvlaue
Down-regulated genes Up-regulated genes
ACTG2 -0.85 0.00 CRISPLD2 0.34 0.00
PTGDS -0.75 0.00 HNRNPA2B1 0.34 0.00
HSPA1A -0.74 0.00 CREB3L2 0.34 0.00
CFD -0.71 0.00 EIF4G2 0.34 0.00
DES -0.70 0.00 SACS 0.34 0.00
CRYAB -0.60 0.00 HNRNPR 0.34 0.00
RAMP1 -0.59 0.00 SIRT1 0.34 0.00

UBC -0.58 0.00 PLPP3 0.34 0.00



HSPAG
MRPL18
TAGLN
UBB
LGALS1
HSPA1B
MGP
HSPB1
DUSP1
HSPE1
S100A6
C12o0rf75
HSPAS
S100A4
CNN1
CACYBP
RPS10
IER5L
TMSB4X

TNFRSF12A

CAVIN3
RPL27A
MYL9
RPS27L
GADD45G
NDUFA4
SERF2
EMP3
S100A11
SERTAD1
SNHG7
PFDN5
TCEALS9
ZFAND2A
FAU
RPL26
TPM2
BANF1
HLA-C
KCNMAL1
BST2
RPS15A
RPL18
ACTG1

-0.57
-0.55
-0.53
-0.53
-0.53
-0.53
-0.52
-0.52
-0.52
-0.49
-0.49
-0.44
-0.43
-0.40
-0.39
-0.37
-0.37
-0.36
-0.36
-0.36
-0.35
-0.34
-0.34
-0.34
-0.34
-0.33
-0.33
-0.33
-0.33
-0.33
-0.32
-0.32
-0.32
-0.32
-0.32
-0.31
-0.31
-0.31
-0.31
-0.31
-0.31
-0.31
-0.31
-0.31

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00

EIF3A
CTNNA1
MAP1B
SMARCAS
LIF

KCNQ10T1

IFI16
NFIL3
TARS
NEAT1
EDNRA
PTPN1
ASAP1
GOLGA4
THBS1
ADSS
ATRX
PDE1A
NAMPT
DDX3X
ATP2A2
STARD13
PNPLAS
TNFAIP3
ZNF141
CPE
RAB21
SSTR2
NR4A3
WWTR1
HIPK2
MT-CO3
ZDBF2
TPM4
COL14A1
GOLGB1
KCTD20
TFPI

IL6
PABPC1
SPARCL1
PDE3A
IER3
RNF152

0.35
0.35
0.35
0.35
0.35
0.35
0.35
0.36
0.36
0.36
0.36
0.36
0.36
0.36
0.36
0.37
0.37
0.37
0.37
0.37
0.38
0.38
0.38
0.38
0.38
0.38
0.38
0.39
0.39
0.39
0.39
0.39
0.39
0.40
0.40
0.41
0.42
0.42
0.42
0.43
0.43
0.44
0.44
0.44

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00



APOE
RPS15
SELENOM
MZT2B
TMSB10
GADD45A
RPL19
RPL23A
RPL29
HOPX
HIST1HA4C
ZFAS1
MT1X
S100A10
SELENOW
GAS5
RPL30
CD81
RPL24
SNHG29
RARRES2
HLA-B
CSRP1
DDAH2
TOMMY7
ACTA2
RPL10
SSR4
HLA-A
RPS14
COMMD6
RPS27A
NNMT
RPL12
ARC
PPP1R14A
CD63
RPS23
RPS2
RPS21
CCDC85B
RPL35A
OST4
RPL11

-0.30
-0.30
-0.30
-0.30
-0.30
-0.30
-0.30
-0.30
-0.30
-0.30
-0.29
-0.29
-0.29
-0.29
-0.29
-0.29
-0.29
-0.29
-0.29
-0.29
-0.29
-0.28
-0.28
-0.28
-0.28
-0.28
-0.28
-0.28
-0.28
-0.28
-0.28
-0.27
-0.27
-0.27
-0.27
-0.27
-0.27
-0.27
-0.27
-0.27
-0.27
-0.27
-0.27
-0.26

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00

TMA4SF1
CCDC47
STC1
NFKB1
SLC7A2
CHSY1
SYNM
FAM107B
LAMA4
KLF9
ENPEP
HSP90B1
GLS
CCND1
CREM
CCL20
MT-ND5
MTUS1
CMSS1
ELL2
SOD2
NCL

RGS5
EPAS1
ADAMTS4
IL1IR1
PRKARIA
ILIRL1
EDNRB
MT-ND4L
ATP1B3
ADAMTS1
BNIP3L
CXCL3
MT-ND6
PGAP1
MTATP6P1
CXCL2
HSPAS
INHBA
AKAP12
COL4Al
ADAMTS9
PDK4

0.44
0.44
0.45
0.45
0.46
0.46
0.46
0.47
0.47
0.47
0.47
0.47
0.47
0.48
0.49
0.49
0.49
0.50
0.50
0.50
0.51
0.52
0.52
0.53
0.57
0.57
0.58
0.58
0.58
0.59
0.60
0.60
0.61
0.62
0.62
0.63
0.63
0.65
0.66
0.70
0.73
0.75
0.84
0.87

0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00
0.00



RPS3A
DNAJB1
BAG3
RPS3

-0.26
-0.26
-0.26
-0.26

0.00
0.00
0.00
0.00

IL24
P115
CNST
CXCL8

0.88
0.90
0.90
0.95

0.00
0.00
0.00
0.00




