HDC promoter

ACAAAAAAAGCCTTAGAAATGGGCAATGCCACCAAAGCAGAAAGATGAAAGGAGGGCAAT
GCCCTGAGGTGTGCCAGCATTGGAGGAAACAAACAGCCAGAGATGTAGGAGGAAAGCCCA
GAGAAACTGTGAGCTGCAAGGATGAAGTAGTAACAAATAAAATGCCACCAAGAGAACCAG

FLI1 binding site CGACTGGAAACAAATAAACAAGAAAGACTATTGCATTTAGCAACGTGAAAACGTT

(-485 — -493) géiTTACTTTTTACTCAGAAATCAAACCCCAAGGATAGTGETTCCCCTCCCTACAGGGGT
TTCTGCAGGTCCCTTTACACGCCCCCCTTCTACTTCTTTAAGTGCTAAAAGTGATTAATT
TGGGGTGATGTTTTAATTTCTATTC T T T TTGGCTTATAACTGTGTTTTTTCATTCTTTGC
AACAACAGATAGTATGTTGTAATAGAAAAATCCATTGTGGTCAATGATAACTTCTGCCTG
TTCCTGGGCACAGGGGGCATCACTATTAGTGCCTGTTCCTCCCTCCCTACTGCTGATAAG
GAAACAGGGGCAGGAATAATACTAATAATTTGTGCTACTTTTTC TGCATACCCTTGGCCT
TATTCTGCTCTACTGAGCTGGGAGCTTGTCTGAGGCTGGAGCTCTATTGTCTGAATCCAG
GGGCAGAAAGAACTGAGGGCTCTTTTACGGCATCCACCTGGAGGCTGCCTGCAGGCTTGG
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Supplemental figure 1. The promoter of the HDC gene with FLI1 binding sites.
The transcription start site was marked as +1 and red. FLI1 binding site was
highlighted in yellow.
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Supplemental figure 2. EGC controls asthma response genes. RT-qPCR analysis of HEL cells treated with EGC (1 uM) at
24 h for expression of the indicated genes.
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Supplemental figure 3: Network map of interacting
genes with HDC, using STRING database.
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Supplemental figure 4: Tetrandrine binds to FLI1. (A)
Three-dimensional view of the predicted interaction of
Tetrandrine with FLI1. The ETS DNA binding domain of
FLI1 is marked by red arrow. (B) Properties of
tetrandrine binding affinity to the FLI-1 DNA binding site.
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Supplemental figure 5. Tetrandrine induces apoptosis and cell cycle arrest of leukemic cells. (A,B) HEL cells treated
with the indicated concentration of tetrandrine for 24 h and used for apoptosis (A) and cell cycle (B) analysis. Average of three

experiments with statistics shown in the right panel.



