


SUPPLEMENTARY FIGURES LEGENDS
SUPPLEMENTARY FIGURE 1 | AKT1 shRNA sequencing results.
SUPPLEMENTARY FIGURE 2 | AKT overexpression plasmid construction. (A) CMV-MCS-IRES-EGFP-SV40-Neomycin vector structural overview. (B) Vector digestion product and target fragment PCR results. (C) Recombinant vector and target fragment cloning results.
SUPPLEMENTARY TABLE S1-2 | AKT1 target sequence and shRNA sequence.
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Supplementary Fig.1
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Supplementary Fig.2
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Supplementary Table S1-S2







Information Classification: General
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GACGTCAATGGGTGGAGTATTTACGGTAAACTGCCCACTTGGCAGTACATCAAGTGTATCAT
ATGCCAAGTACGCCCCCTATTGACGTCAATGACGGTAAATGGCCCGCCTGGCATTATGCCCA
GTACATGACCTTATGGGACTTTCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTA
CCATGGTGATGCGGTTTTGGCAGTACATCAATGGGCGTGGATAGCGGTTTGACTCACGGGGA
TTTCCAAGTCTCCACCCCATTGACGTCAATGGGAGTTTGTTTTGGCACCAAAATCAACGGGA
CTTTCCAAAATGTCGTAACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGT
GGGAGGTCTATATAAGCAGAGCTGGTTTAGTGAACCGTCAGATCCGCTAGCGCTACCGGTCG
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T7 F12. abINNNNNNNCCTCACTAAGGGAGGAGAGCATGAATTCTCGAGCGGCCGCCCCCTTCA
CCGAGGGCCTATTTCCCATGATTCCTTCATATTTGCATATACGATACAAGGCTGTTAGAGAGATA
ATTGGAATTAATTTGACTGTAAACACAAAGATATTAGTACAAAATACGTGACGTAGAAAGTAATA
ATTTCTTGGGTAGTTTGCAGTTTTAAAATTATGTTTTAAAATGGACTATCATATGCTTACCGTAA
CTTGAAAGTATTTCGATTTCTTGGCTTTATATATCTTGTGGAAAGGACGAAACACCGGCTACTTG
CACTCCGAGAAGAACTCGAGTTCTTCTCCGAGTOCAAGTAGTTTTTGAATTCTCGACCTCGAGAC
AAATGGCAGTATTCATCCACAAGCTTAAGTTTAAACCGCTGATCAGCCTCGACTGTGCCTTCTAA
ATAGTAATCAATTACGGGGTCATTAGTTCATAGCCCATATATGGAGTTCCGCGTTACATAACTTA
CGGTAAATGGCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCATTGACGTCAATAATGACGTAT
GTTCCCATAGTAACGCCAATAGGGACTTTCCATTGACGTCAATGGGTGGAGTATTTACGGTAAAC
TGCCCACTTGGCAGTACATCAAGTGTATCATATGCCAAGTACGCCCCCTATTGACGTCAATGACG
GTAAATGGCCCGCCTGGCATTATGCCCAGTACATGACCTTATGGGACTTTCCTACTTGGCAGTAC
ATCTACGTATTAGTCATCGCTATTACCATGGTGATGCGGTTTTGGCAGTACATCAATGGGCGTGG
ATAGCGGTTTGACTCACGGGGATTTCCAAGTCTCCACCCCATTGACGTCAATGGGAGTTTGTTTT
GGCACCAAAATCAACGGGACTTTCCAAAATGTCGTAACAACTCCGCCCCATTGACGCAAATGGGC
GGTAGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTGGTTTAGTGAACCGTCAGATCCGCTAG
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CACCGAGGGCCTATTTCCCATGATTCCTTCATATTTGCATATACGATACAAGGCTGTTAGAGAGAT
AATTGGAATTAATTTGACTGTAAACACAAAGATATTAGTACAAAATACGTGACGTAGAAAGTAATA
ATTTCTTGGGTAGTTTGCAGTTTTAAAATTATGTTTTAAAATGGACTATCATATGCTTACCGTAAC
TTGAAAGTATTTCGATTTCTTGGCTTTATATATCTTGTGGAAAGGACGAAACACCGGTCTGAGACT
GACACCAGGTATCTCGAGATACCTGGTGTCAGTCTCAGATTTTTAATTCTCGACCTCGAGACAAAT
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ATGGCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCATTGACGTCAATAATGACGTATGTTCCCA
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TGGCAGTACATCAAGTGTATCATATGCCAAGTACGCCCCCTATTGACGTCAATGACGGTAAATGGC
CCGCCTGGCATTATGCCCAGTACATGACCTTATGGGACTTTCCTACTTGGCAGTACATCTACGTAT
TAGTCATCGCTATTACCATGGTGATGCGGTTTTGGCAGTACATCAATGGGCGTGGATAGCGGTTTG
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AACGGGACTTTCCAAAATGTCGTAACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGTAC
GGTGGGANGTCTATATAAGCAGAGCTGGTTTAGTGAACCGTCAGATCCGCTAGCGCTACNGTCGCA
CATNNNAGCANGGCGAGGAGCTGTNACCGGCGTGGTGCCCATCCTGGTGGAANCTGGACGGCGATG
TGAATGGNCANANN
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Target

ID Target sequence Starting position The GC content (%)
Akt1-RNAI(6829-1) tcTGAGACTGACACCAGGTAT 1574 47.37
Akt1-RNAI(6830-1) gCACATCAAGATAACGGACTT 1141 36.84
Akt1-RNAI(6831-1) CtACTTGCACTCCGAGAAGAA 1069 47.37

shRNA sequece

ID 5 stem loop stem 3

Akt1-RNAI(6829-1)-a GATCCC  tcTGAGACTGACACCAGGTAT ~ CTCG ATACCTGGTGTCAGTCTCAGA  TTTTT

AG GGAT

Akt1-RNAI(6829-1)-b AGCTATCCA  tcTGAGACTGACACCAGGTAT ~ CTCG  ATACCTGGTGTCAGTCTCAGA GG
AAAA AG

Akt1-RNAI(6830-1)-a GATCCC ~ gcACATCAAGATAACGGACTT ~ CTCG  AAGTCCGTTATCTTGATGTGC — TTTTT

AG GGAT

Akt1-RNAI(6830-1)-b AGCTATCCA gcACATCAAGATAACGGACTT — CTCG  AAGTCCGTTATCTTGATGTGC GG
AAAA AG

Akt1-RNAI(6831-1)-a GATCCC  ctACTTGCACTCCGAGAAGAA  CTCG TTCTTCTCGGAGTGCAAGTAG  TTTTT

AG GGAT

Akt1-RNAI(6831-1)-b AGCTATCCA ctACTTGCACTCCGAGAAGAA  CTCG TTCTTCTCGGAGTGCAAGTAG GG
AAAA AG





