Supplementary Table 1 Primer sequences for RT-qPCR

	Genes
	Sequences (5'-3')

	NCF4
	F: GCTGGCACAAGATGCAAACC

	
	R: TACTCCCCGTTCCTCCACAA

	NFKB1
	F: ACACATAGCGGCTGGAAGA

	
	R: TTCTCCACCAGGGGGTCT

	CYBA
	F: CCCCGGGGAAGAGGAAAA

	
	R: GCAGGCACGACAGCAGTAAG

	NCF1
	F: CTTCATTCGCCACATCGCCCTCC

	
	R: CACCTTCTCCGACAGGTCCTGCC

	GAPDH
	F: GCATCTTCTTGTGCAGTGCC

	
	R: GATGGTGATGGGTTTCCCGT


Note: RT-qPCR, reverse transcription quantitative polymerase chain reaction; F, forward; R: reverse.

Supplementary Table 2 Fifteen active components of Sinomenii Caulis
	Chemical name
	CAS no.
	Formula
	2D structure
	Molecular weight

	Stepholidine
	66142-83-4
	C19H21NO4
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	327.374

	Magnoflorine
	2141-09-5
	C20H24NO4
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	342.4089

	Stepharine
	2810-21-1
	C18H19NO3
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	297.34836

	Dispegatrine
	102488-56-2
	C40H48N4O4
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	648.83352

	Disinomenine
	70630-97-6
	C38H44N2O8
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	656.765

	Isosinomenine
	510-42-9
	C19H23NO4
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	329.39022

	Michelalbine
	76582-18-8
	C17H15NO3
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	281.306

	Magnograndiolide
	92618-98-9
	C15H22O4
	[image: image8.png]2

E

OH




	266.333

	Michelenolide
	77170-88-8
	C15H20O4
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	264.3169

	Sinactine
	38853-67-7
	C20H21NO4
	[image: image10.png]



	339.3850

	Tuduranine
	24999-28-8
	C18H19NO3
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	297.34836

	Stigmasterol
	138752-55-3
	C28H46O
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	398.664

	Gamma-Sitosterol
	125636-84-2
	C29H50O
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	414.707

	Sinomontanine D
	6900-87-4
	C33H45NO10 
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	615.7111

	Sinomenine
	115-53-7
	C19H23NO4
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	329.3902


Supplementary Table 3 KEGG pathway enrichment analysis (TOP15)

	ID
	Description
	p value
	FDR
	GeneID

	hsa05140
	Leishmaniasis
	4.89E-06
	0.0007929
	NCF4/NFKB1/CYBA/NCF1/IL1B

	hsa04380
	Osteoclast differentiation
	6.21E-05
	0.004966724
	NCF4/NFKB1/CYBA/NCF1/IL1B

	hsa05418
	Fluid shear stress and atherosclerosis
	9.20E-05
	0.004966724
	RAC2/NFKB1/CYBA/NCF1/IL1B

	hsa04932
	Non-alcoholic fatty liver disease (NAFLD)
	0.000127803
	0.005176038
	BAX/FAS/LEP/NFKB1/IL1B

	hsa04211
	Longevity regulating pathway
	0.000215239
	0.006973736
	BAX/IGF1/CAT/NFKB1

	hsa05152
	Tuberculosis
	0.000301602
	0.008143245
	BAX/VDR/CYP27B1/NFKB1/IL1B

	hsa04670
	Leukocyte transendothelial migration
	0.000518941
	0.01200978
	NCF4/RAC2/CYBA/NCF1

	hsa04071
	Sphingolipid signaling pathway
	0.000652752
	0.013218218
	BAX/RAC2/ADORA1/NFKB1

	hsa04080
	Neuroactive ligand-receptor interaction
	0.000826996
	0.013929348
	LEP/NR3C1/ADORA1/DRD4/GRIN3A/HTR2A

	hsa05163
	Human cytomegalovirus infection
	0.000859836
	0.013929348
	BAX/FAS/RAC2/NFKB1/IL1B

	hsa05162
	Measles
	0.001137426
	0.016751177
	BAX/FAS/NFKB1/IL1B

	hsa04115
	p53 signaling pathway
	0.001805744
	0.024377547
	BAX/FAS/IGF1

	hsa05212
	Pancreatic cancer
	0.002030612
	0.025304547
	BAX/RAC2/NFKB1

	hsa05164
	Influenza A
	0.002451528
	0.028367684
	BAX/FAS/NFKB1/IL1B

	hsa04010
	MAPK signaling pathway
	0.002857961
	0.030865984
	FAS/IGF1/RAC2/NFKB1/IL1B


