Supplementary figure 1. Principal component analysis based on hub ARGs to

distinguish sepsis from healthy control/uninfected control/control patient in in

multiple datasets. (A): GSE54514 datasets; (B): GSE57065 datasets; (C): GSE65682

datasets; (D): GSE69063 datasets; (E): GSE69528 datasets; (F): GSE95233 datasets;

(G): GSE131761 datasets; (H): GSE154918 datasets.
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Supplementary table 1 Pre-specified biological processes.

CCR

Check—point

Cytolytic activity

HLA

Inflammation—promoting

MHC class 1

Parainflammation

Type I IFN Reponse

Type II IFN Reponse

Antigen processing machinery
APC coinhibition

APC costimulation

IL6 JAK-STAT3 signaling
Toll-Like Receptor pathway
NF-kappa B signaling pathway
JAK-STAT signaling pathway
Complement and coagulation cascades
Apoptosis

Necrosis

Autophagy

CCL16
1D01
PRF1
HLA-E
CCL5
B2M
CXCL10
DDX4
GPR146
B2M
Cl0Oorfb4
CD40
IL4R
CHUK
CD83
AKT1
F2
ATFM1
BABAM2
AMBRA1

TPO
LAG3
GZMA
HLA-DPB2
CD19
HLA-A
PLAT
IFIT1
SELP
HLA-A
CD274
CD58
TL6ST
ETF2AK2
CXCL2
AKT2
F2R
AKT1
BDNF
APOL1

TGFBR2
CTLA4

HLA-C
CD8B
TAP1
CCND1
IFIT2
AHR
HLA-B
LGALS9
CD70
STAT1
ELK1
CXCL3
AKT3
VWF
AKT2
BEX3
ARNT

CXCL2
TNFRSF9

HLA-J
CXCL10

LGMN
IFIT3

HLA-C
PDCD1LG2
ICOSLG
IL1R1
FOS
CXCL6
BCL2L1
KNG1
AKT3
BID
ARSA

CCL14
1COS

HLA-DQB1
CXCL13

PLAUR
IRF7

TAP1
PVRL3
SLAMF1
CSF2RB
TKBKB
CXCL8
CBL
FGB
APAF1
CASP3
ARSB

TGFBR
CD80

HLA-D
CXCL9

ATM2
1SG20

TAP2

TNFSF
SOCS3
TKBKG
ICAM1
CBLB
PLAT
ATM
CASPS
ATF4



Supplementary table 2 PCR primers.

GAPDH Forward

TATGATGATATCAAGAGGGTAGT

GAPDH Reverse

TGTATCCAAACTCATTGTCATAC

FKBP1B Forward TGCACTACACAGGCGAGGTA
FKBP1B Reverse CCAGCCACCTTGAGTTCCTT
ATGA4C Forward CCAGTCCTTCTCTTTCGTCAGTA
ATGA4C Reverse GCAACCACAGCTGGTCCATA

BAX Forward CCCGAGAGGTCTTTTTCCGAG
BAX Reverse CCAGCCCATGATGGTTCTGAT
BIRC5 Forward AGGACCACCGCATCTCTACAT

BIRCS5 Reverse

AAGTCTGGCTCGTTCTCAGTG

ERBB2 Forward

TGGCCTGTGCCCACTATAAG

ERBB2 Reverse

AGGAGAGGTCAGGTTTCACAC

HIF1A Forward

GAACGTCGAAAAGAAAAGTCTCG

HIF1A Reverse

CCTTATCAAGATGCGAACTCACA

NCKAP1 Forward

GCCCAGTTATTGAGCCTCATC

NCKAP1 Reverse

TTCACAAGGCATAGTGTCGGA

NFKB1 Forward

AACAGAGAGGATTTCGTTTCCG

NFKB1 Reverse

TTTGACCTGAGGGTAAGACTTCT




Supplementary table 3 ARG scores.

id Status ARG _score

VN1 0 0.047449182
VN10 0 0.191269508
VN100 0 0.180365033
VN101 0 0.179993741
VN102 1 0.35250735
VN103 1 0.445361358
VN104 0 0.132334328
VN105 0 0.155185053
VN106 1 0.442194097
VN107 0 0.138098235
VN108 0 0.370423843
VN109 0 0.459073989
VN11 1 0.461693207
VN110 0 0.184145584
VN111 1 0.492263244
VN112 0 0.321851689
VN113 1 0.198454639
VN114 1 0.173957626
VN115 0 0.136772311
VN116 1 0.18027458
VN117 0 0.189324972
VN118 0 0.177385214
VN119 1 0.354102344
VN12 0 0.128484239
VN120 0 0.153893339
VN121 0 0.205210227
VN122 0 0.186359642
VN123 1 0.397749935
VN124 0 0.057458529
VN125 0 0.855590072
VN126 1 0.397471466
VN127 0 0.486616918
VN128 0 0.169138552
VN129 0 0.12377223
VN13 0 0.190787259
VN130 0 0.277899816
VN131 0 0.132507522
VN132 0 0.073050641
VN133 0 0.204801704
VN134 0 0.171556033
VN135 1 0.66579114



VN136
VN137
VN138
VN139
VN14

VN140
VN141
VN142
VN143
VN144
VN145
VN146
VN147
VN148
VN149
VN15

VN150
VN151
VN152
VN153
VN154
VN155
VN156
VN157
VN158
VN159
VN16

VN160
VN161
VN162
VN163
VN164
VN165
VN166
VN167
VN168
VN169
VN17

VN170
VN171
VN172
VN173
VN174
VN175

— O B O O O O O O +HHHMH OOOOHOOHOOOODODODOHOHMHPOOOHMMEMHOOOOOOO

0. 113388638
0. 174816226
0.168965174
0.277041411
0. 28469819
0. 252223149
0.116672918
0. 385368358
0. 567670986
0. 271502982
0. 14666222
. 450047022
. 457216734
. 028350619
. 148535615
. 584988974
. 096103632
. 260078983
. 183741789
0.1173061
. 176443508
. 228949382
0. 3329458
. 188808438
. 201070382
. 296221503
. 368282019
. 137329429
. 326540899
. 143160012
. 388146369
. 262536392
. 354641367
. 363261854
. 110074649
. 060110752
. 690156306
. 066362959
. 191499764
. 251318511
. 076562929
0.07282178
0. 227484786
0. 493158685

O O O O O O O O

o O

O O O O O O O O O O O O o o o o o o



VN176
VN18
VN19
VN2
VN20
VN21
VN22
VN23
VN24
VN25
VN26
VN27
VN28
VN29
VN3
VN30
VN31
VN32
VN33
VN34
VN35
VN36
VN37
VN38
VN39
VN4
VN40
VN41
VN42
VN43
VN44
VN45
VN46
VN47
VN48
VN49
VNb
VN50
VN51
VN52
VNb3
VNb4
VNb5
VNb56
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. 175706982
. 064094911
. 314692691
. 103002628
. 490388817
. 397215326
. 129445654
0. 15753046

0. 1475983
. 303001422
. 133804581
. 162625441
. 112966442
. 504685298
. 108206531
0. 49845402
. 558342765
. 148752193
. 815222267
. 612192407
. 050839667
. 215417723
. 225637568
. 659329469
. 184545102
0. 36463565
. 130547123
. 190429373
. 440243277
. 552887701
. 717551384
. 147424595
. 251331037
. 191391141
. 319053025
. 303836442
. 069415989
. 192570202
. 337930472
. 279826698
. 406405584
. 712832838
. 110018808
. 711601674



VN57
VN58
VN59
VNG

VN60
VN61
VN62
VN63
VN64
VN65
VN66
VN67
VN68
VN69
VN7

VN70
VN71
VN72
VN73
VN74
VN75
VN76
VN77
VN78
VN79
VN8

VN8O
VN81
VN82
VN83
VN84
VN85
VN86
VN87
VN88
VN89
VN9

VN9O
VNI91
VN92
VN93
VN94
VN95
VN96

O O O O = OO O O O OO O O OO0 O OO OO OO O OO MFEOOOFEOOOO O O O

. 057088663
. 135127298
. 207492936
. 647148629
. 228989775
. 341964101
. 168544313
. 047656151
. 255296449
. 212523418
. 310689262
. 419528333
. 336364409
. 112383259
. 191026536
. 224521117
. 676780339
. 377314715
. 263062471
. 271468382
. 150929405
0.23193028
0. 483394733
0. 076393331
0. 272481657

0. 48506797
0. 360977143
0. 250103468
0.186143318

0. 24978306
0. 257947441
0. 309124973
0.127360484
0.116715677
0.11047623
. 153693236
. 238882537
. 071070729
. 204709336
. 626184248
. 085295492
. 348408098
. 179525938
. 378199848

O O O O O O O O O O O O O O o o o o o o o

O O O O O O O o O



VN97 0 0.424828425
VN98 0 0.216236306
VN99 0 0.279645827





