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Supplementary Figures
[bookmark: _GoBack]Figure 1 Changes in the composition of intestinal flora. (A, B) Analysis of microbiota between control group and b2KO group at the phylum and genus level on day21, 42 and 63. (C, D) Analysis of microbiota between DSS group and b2KODSS group at the phylum and genus level on day21, 42 and 63. All data were expressed as mean ± SD (In DSS group, Day 21 n=11, Day 42 n=10, Day 63 n=8. Other groups n = 8). Statistical significance was indicated as follows: ** p < 0.01, *** p < 0.001，and **** p < 0.0001.
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