
Table S1 Strains and plasmids used in this study

Strain(s) or
Plasmid Genotype or Phenotype Source or

Reference

E. coli strains

DH5α Lab stock

DH5α-pUCP20-
ptrA DH5α carrying pUCP20-ptrA plasmid This study

P. aeruginosa strains

PAO1 Wild type Lab stock

PAO1-pUCP-Red PAO1 carrying pUCP-Red plasmid; Carr This study

PAO1(∆ptrA) ptrA replacement mutant of PAO1; Gmr This study

PAO1(∆ptrA-p-
ptrA)

PAO1(∆ptrA::Gm) complementation strain
carrying pUCP20-ptrA plasmid; Carr This study

PAO1-pUCP20 PAO1 carrying pUCP20 plasmid; Carr This study

PAO1(∆ptrA)-
pUCP20

PAO1(∆ptrA) carrying pUCP20 plasmid;
Carr This study

Plasmids

pJQ200SK Gmr plasmid Lab stock

pUCP-Red
pUCP plasmid carrying Red recombinase
gene (containing exo, bet and gam genes
regulated by arabinose promoter); Carr

1

pUCP20 Carr 2

pUCP20-ptrA ptrA gene insertion in pUCP20 plasmid;
Carr This study
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Table S2 PCR and quantitative real-time PCR (qRT-PCR) primers used in this study.

Gene Sequence Template Restriction
enzymesite

ptrA Knockout
Up-F

ATGCAAGCTTGGTTGAACTCGTGC
AACAGC

PAO1 genome

HindⅢ

ptrA Knockout
Up-R

gcaaccttgggcagcagcGGACAAGGAAA
ACTGCTGATCG

Gmr-F GCTGCTGCCCAAGGTTGC
pJQ200SK plasmid

Gmr-R CCGATCTCGGCTTGAACGA

ptrA Knockout
Down-F

tcgttcaagccgagatcggGCAGTGAAGGT
ACGCATGG

PAO1 genome
ptrA Knockout
Down-R

GCTAGAATTCCGCAGCAAATCGA
GTTCGAG

EcoR Ⅰ

ptrA
complementary
verification-F

GGGGCGAGGACCAGCAGG

PAO1 genome
ptrA
complementary
verification-R

CACCGGTACGGTCATCCCG

Red-F ATTATGACAACTTGACGGCTAC
pUCP-Red plasmid

Red-R TTCTTCGTCTGTTTCTACTGG

qRT-PCR primers

exoS-F CTCTACACCGGCATTCACTA
PAO1 genome

exoS-R CTTCACTACCTGTTCAGCCT

exoT-F CATCTCAGCAGAACCCGTC PAO1 genome
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exoT-R CTCGATGATCGCCACGAAGG

exsA-F CTGGCGAGTTGCTTTTCGTC
PAO1 genome

exsA-R ACGCTCGACTTCACTCAACA

lasA-F CTACAGCATCAACCCGAAAG
PAO1 genome

lasA-R TAGCGCCGCGACAACT

lasB-F1 GTTCTATCCGCTGGTGTCG
PAO1 genome

lasB-R1 CGCTGCCCTTCTTGATG

rhlA-F2 GGCGATCGGCCATCT
PAO1 genome

rhlA-R2 AGCGAAGCCATGTGCTGAT

rhlB-F AAGCGCATCTTCACCCAGT
PAO1 genome

rhlB-R TGGCATAGAAGTCTCCCTGC

pqsA-F GACCGGCTGTATTCGATTC
PAO1 genome

pqsA-F GCTGAACCAGGGAAAGAAC

pqsE-F GATGATGACCTGTGCCTGTT
PAO1 genome

pqsE-R CGCCCAAACCAATTCGGCAT

gacA-F GTCTTCGGCGACAGGCAC
PAO1 genome

gacA-R CTGAAGTCCTTCCAGCCG

rsmA-F ATGCTGATTCTGACTCGTC
PAO1 genome

rsmA-R GGATGCGCTGGTAAATTTC

rsmY-F AGGACATTGCGCAGGAAG PAO1 genome
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rsmY-R TTTTGGGCGGGGTTTTGCA

rsmZ-F CGTACAGGGAACACGCAAC
PAO1 genome

rsmZ-R GTATTACCCCGCCCACTCTT

16S rRNA-F GAGGAAGGTGGGGATGACGT
PAO1 genome

16S rRNA-F AGGCCCGGGAACGTATTCAC
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