Additional file 1 Primer sequences required for qRT-PCR
	Product Number
	Product Name
	Sense Sequence (5’-3’)

	GQP00068929
	GenDETECTTM 
r-Anxa1_qPCR_141bp_F1
	TGACATCCTTACCAAGAGAACCA

	GQP00068930
	GenDETECTTM 
r-Anxa1_qPCR_141bp_R1
	TTGAGCATAGCCAAAACAACCT

	GQP00068931
	GenDETECTTM 
r-Timp1_ qPCR _97bp_F1
	GGCATCCTCTTGTTGCTATCATT

	GQP00068932
	GenDETECTTM 
r-Timp1_ qPCR _97bp_R1
	TAACCAGGTCCGAGTTGCAGA

	GQP00068935
	GenDETECTTM 
r-Tuba1a_ qPCR _130bp_F1
	GCTGCTTTCACAGGGATGTTTATT

	GQP00068936
	GenDETECTTM 
r-Tuba1a_ qPCR _130bp_R1
	CGGGTCTCTGACAAATCATTCAC

	GQP00068949
	GenDETECTTM 
r-Spp1_ qPCR _117bp_F1
	TGAGGCTATCAAGGTCATCCC

	GQP00068950
	GenDETECTTM 
r-Spp1_ qPCR _117bp_R1
	TGTGTTTCCACGCTTGGTTC




Additional file 2
Differential expression of 170 genes.
	GSE97537

	UP
	DOWN

	Gene.symbol
	adj.P.Val
	logFC
	Gene.symbol
	adj.P.Val
	logFC

	A3galt2
	2.58E-03
	1.38
	Gpr88
	1.12E-03
	-1.08

	Adm
	2.50E-03
	1.07
	P2ry12
	2.23E-03
	-1.26

	Angpt2
	5.66E-03
	1.36
	
	
	

	Angptl4
	1.61E-03
	1.48
	
	
	

	Antxr2
	5.19E-03
	1.07
	
	
	

	Anxa1
	1.05E-03
	1.59
	
	
	

	Anxa2
	1.46E-03
	2.01
	
	
	

	Arpc1b
	8.45E-04
	1.71
	
	
	

	Atf3
	7.63E-04
	2.33
	
	
	

	Bag3
	3.65E-03
	1.23
	
	
	

	Bcl2a1
	1.33E-03
	1.43
	
	
	

	Bcl3
	1.46E-03
	1.27
	
	
	

	C1qb
	2.36E-04
	1.1
	
	
	

	C1qc
	5.30E-04
	1.35
	
	
	

	C5ar1
	1.60E-03
	1.03
	
	
	

	Capg
	3.21E-03
	1.08
	
	
	

	Ccl2
	9.69E-04
	4.9
	
	
	

	Ccl3
	1.60E-03
	1.48
	
	
	

	Ccl6
	6.73E-03
	1.42
	
	
	

	Ccl7
	2.35E-03
	3.36
	
	
	

	Cd14
	4.40E-04
	3.13
	
	
	

	Cd44
	1.46E-03
	2.29
	
	
	

	Cd63
	4.82E-04
	1.45
	
	
	

	Cd74
	7.36E-03
	1.2
	
	
	

	Cdk1
	7.27E-03
	1.13
	
	
	

	Cdkn3
	2.34E-03
	1.28
	
	
	

	Cebpb
	6.71E-04
	1.24
	
	
	

	Cebpd
	1.77E-04
	2.3
	
	
	

	Ch25h
	2.49E-03
	1.44
	
	
	

	Chsy1
	2.50E-03
	1.14
	
	
	

	Clec7a
	2.86E-03
	1.28
	
	
	

	Clic1
	5.51E-04
	2.13
	
	
	

	Cnn2
	1.61E-03
	1.33
	
	
	

	Col4a1
	3.21E-03
	1.04
	
	
	

	Cp
	3.23E-04
	1.09
	
	
	

	Ctsz
	4.40E-04
	1.25
	
	
	

	Cxcl1
	1.43E-02
	1.34
	
	
	

	Cxcl16
	2.06E-03
	1.56
	
	
	

	Cyp1b1
	5.50E-03
	1.7
	
	
	

	Ecscr
	3.21E-03
	1.2
	
	
	

	Emp1
	1.46E-03
	2.23
	
	
	

	Emp3
	1.81E-03
	1.29
	
	
	

	Enpp3
	3.80E-03
	1.17
	
	
	

	Esm1
	9.27E-03
	1.38
	
	
	

	Fam105a
	1.71E-03
	1.2
	
	
	

	Fam129b
	2.58E-03
	1.5
	
	
	

	Fbln2
	2.82E-02
	1.11
	
	
	

	Fbn1
	4.23E-03
	1.31
	
	
	

	Fcer1g
	1.63E-03
	1.02
	
	
	

	Fcgr2b
	1.46E-03
	1.98
	
	
	

	Fcgr3a
	1.61E-03
	1.2
	
	
	

	Fermt3
	5.74E-04
	1.26
	
	
	

	Fgl2
	3.99E-04
	1.65
	
	
	

	Flnc
	2.40E-03
	1.65
	
	
	

	Fos
	3.29E-02
	1.52
	
	
	

	Fxyd5
	1.75E-03
	1.32
	
	
	

	Gadd45a
	6.78E-04
	1.99
	
	
	

	Gfap
	1.01E-04
	1.91
	
	
	

	Gpnmb
	1.20E-04
	2.69
	
	
	

	H19
	2.22E-03
	1.72
	
	
	

	Hmox1
	4.32E-04
	2.96
	
	
	

	Hspb1
	1.01E-04
	4.54
	
	
	

	Icam1
	2.47E-03
	1.32
	
	
	

	Ier3
	1.71E-03
	1.46
	
	
	

	Ifitm1
	1.78E-03
	1.96
	
	
	

	Ifitm3
	5.27E-04
	2.06
	
	
	

	Igfbp3
	3.22E-03
	1.2
	
	
	

	Il6
	7.80E-03
	1.49
	
	
	

	Inhba
	8.38E-03
	2.04
	
	
	

	Inmt
	2.64E-03
	1.84
	
	
	

	Itgax
	2.23E-03
	1.01
	
	
	

	Itgb2
	7.29E-04
	1.01
	
	
	

	Kng1l1///Kng2///Kng1
	5.58E-03
	2.09
	
	
	

	Lbp
	8.87E-03
	1.34
	
	
	

	Lcn2
	4.22E-04
	2.52
	
	
	

	Lcp1
	1.43E-03
	1.24
	
	
	

	Lgals3
	1.50E-04
	3.11
	
	
	

	Lilrb4
	5.43E-03
	1.05
	
	
	

	Litaf
	1.24E-03
	1.19
	
	
	

	LOC100365047///Cd36
	4.35E-03
	1.04
	
	
	

	LOC100909630///RT1-DMb
	1.50E-03
	1.09
	
	
	

	LOC100910270///Plac8
	1.43E-03
	1.4
	
	
	

	LOC100911545///A2m
	1.01E-04
	1.2
	
	
	

	LOC100911825///LOC498276///Fcgr2a
	2.19E-03
	1.24
	
	
	

	LOC100911902///Crabp2
	2.20E-02
	1.01
	
	
	

	LOC685108///Plp2
	2.40E-03
	1.31
	
	
	

	Lox
	5.06E-03
	1.84
	
	
	

	Lrrfip1
	1.63E-03
	1.22
	
	
	

	Lyz2
	3.28E-03
	1.21
	
	
	

	Maff
	3.36E-03
	1.61
	
	
	

	Mcub
	4.34E-03
	1.18
	
	
	

	Mdfi
	1.22E-02
	1.06
	
	
	

	Mdfic
	1.57E-03
	1.16
	
	
	

	Mgp
	2.10E-03
	1.49
	
	
	

	Mmp12
	4.23E-03
	1.09
	
	
	

	Mmp14
	1.82E-03
	1.05
	
	
	

	Msn
	1.69E-03
	1.87
	
	
	

	Mt1
	5.51E-04
	1.15
	
	
	

	Mt1f///Ttr///Mt1
	1.20E-04
	2.33
	
	
	

	Mt2A
	4.87E-04
	1.7
	
	
	

	Myc
	1.54E-03
	1.93
	
	
	

	Myd88
	1.64E-03
	1.15
	
	
	

	Myl12a
	1.71E-03
	1.22
	
	
	

	Ncf4
	7.08E-04
	1.31
	
	
	

	Nek6
	1.46E-03
	1.04
	
	
	

	Nes
	4.51E-03
	1.18
	
	
	

	Ns5atp9
	1.13E-02
	1.13
	
	
	

	Pdpn
	6.87E-04
	2.28
	
	
	

	Pla1a
	1.54E-03
	1.2
	
	
	

	Plau
	9.27E-03
	1.2
	
	
	

	Plek
	4.22E-04
	1.29
	
	
	

	Plin2
	4.82E-04
	2.57
	
	
	

	Procr
	1.13E-02
	1.92
	
	
	

	Prss23
	7.90E-03
	1.02
	
	
	

	Ptbp1
	1.27E-03
	1.05
	
	
	

	Ptges
	2.88E-03
	1.82
	
	
	

	Ptprc
	1.72E-03
	1.19
	
	
	

	Rab32
	1.72E-03
	1.06
	
	
	

	Rai14
	9.25E-03
	1.01
	
	
	

	Rbp1
	7.47E-03
	1.17
	
	
	

	RGD1561778
	3.71E-03
	1.39
	
	
	

	Rgs1
	3.46E-03
	1.24
	
	
	

	Rhoc
	1.63E-03
	1.21
	
	
	

	Ripk3
	1.18E-03
	1.4
	
	
	

	Rnh1
	1.69E-03
	1.09
	
	
	

	Rps27l
	2.73E-03
	1.24
	
	
	

	RT1-Da
	7.53E-03
	1.03
	
	
	

	RT1-EC2
	3.06E-03
	2.1
	
	
	

	Runx1
	1.40E-02
	1.17
	
	
	

	S100a10
	1.82E-03
	1.89
	
	
	

	S100a11
	2.06E-03
	1.65
	
	
	

	S100a3
	1.70E-03
	1.14
	
	
	

	S100a4
	2.87E-03
	1.7
	
	
	

	S100a6
	1.27E-03
	2.1
	
	
	

	S100a9
	3.50E-03
	1.65
	
	
	

	S1pr3
	7.27E-04
	2.3
	
	
	

	Sdc1
	1.24E-02
	1.54
	
	
	

	Serpine1
	4.18E-03
	2.36
	
	
	

	Serping1
	3.82E-04
	1.24
	
	
	

	Slc6a20
	2.27E-03
	1.25
	
	
	

	Slpi
	2.58E-03
	1.98
	
	
	

	Sox7
	8.59E-04
	2.08
	
	
	

	Sphk1
	8.08E-03
	1.19
	
	
	

	Spidr
	1.54E-03
	1.6
	
	
	

	Spp1
	2.28E-03
	2.66
	
	
	

	Stat3
	3.33E-04
	1.88
	
	
	

	Tagln
	9.06E-03
	1.56
	
	
	

	Tagln2
	7.54E-04
	1.76
	
	
	

	Tax1bp3
	3.10E-03
	1.03
	
	
	

	Tfpi2
	3.57E-03
	2.42
	
	
	

	Tgfbi
	5.22E-03
	1.27
	
	
	

	Tgif1
	2.74E-03
	1.13
	
	
	

	Tgm2
	1.31E-03
	1.07
	
	
	

	Thbd
	2.65E-03
	1.29
	
	
	

	Timp1
	8.45E-04
	4.21
	
	
	

	Tm4sf1
	1.34E-02
	1.06
	
	
	

	Tnc
	8.58E-03
	1.44
	
	
	

	Tnfrsf12a
	1.84E-03
	2.56
	
	
	

	Tnfrsf1a
	5.15E-04
	1.44
	
	
	

	Tnfrsf26
	2.69E-03
	1.07
	
	
	

	Tpm3
	1.50E-03
	1.24
	
	
	

	Tpm4
	1.55E-03
	1.37
	
	
	

	Tspo
	4.50E-04
	1.87
	
	
	

	Tubb6
	1.24E-03
	2.72
	
	
	

	Tyrobp
	7.08E-04
	1.61
	
	
	

	Ube2c
	4.19E-03
	1.16
	
	
	

	Vim
	8.20E-04
	1.69
	
	
	

	Ybx3
	1.69E-03
	1.04
	
	
	



	GSE61616

	UP
	DOWN

	Gene.symbol
	adj.P.Val
	logFC
	Gene.symbol
	adj.P.Val
	logFC

	A3galt2
	3.65E-03
	1.14448
	Fos
	1.10E-02
	-1.26924

	Adm
	3.79E-03
	2.1792
	Gpr88
	2.42E-02
	-1.68514

	Angpt2
	3.79E-03
	2.26934
	Inhba
	1.47E-03
	-1.10238

	Angptl4
	3.17E-03
	2.10338
	
	
	

	Antxr2
	1.53E-04
	2.60062
	
	
	

	Anxa1
	2.02E-05
	3.77138
	
	
	

	Anxa2
	6.79E-05
	3.51802
	
	
	

	Arpc1b
	1.55E-06
	3.63086
	
	
	

	Atf3
	1.74E-03
	2.30226
	
	
	

	Bag3
	2.56E-03
	1.17618
	
	
	

	Bcl2a1
	1.99E-06
	4.6087
	
	
	

	Bcl3
	6.07E-04
	3.35104
	
	
	

	C1qb
	1.99E-06
	3.9719
	
	
	

	C1qc
	2.05E-06
	4.17578
	
	
	

	C5ar1
	1.23E-04
	3.46784
	
	
	

	Capg
	1.43E-05
	4.40788
	
	
	

	Ccl2
	3.62E-04
	4.8038
	
	
	

	Ccl3
	3.05E-04
	1.98994
	
	
	

	Ccl6
	2.80E-04
	5.11318
	
	
	

	Ccl7
	5.13E-03
	3.43358
	
	
	

	Cd14
	5.67E-05
	3.74248
	
	
	

	Cd44
	5.44E-06
	3.09168
	
	
	

	Cd63
	2.84E-06
	2.28518
	
	
	

	Cd74
	3.00E-03
	2.19898
	
	
	

	Cdk1
	1.58E-04
	4.25918
	
	
	

	Cdkn3
	1.62E-05
	2.89326
	
	
	

	Cebpb
	1.72E-02
	1.13238
	
	
	

	Cebpd
	6.42E-04
	1.97456
	
	
	

	Ch25h
	5.85E-04
	2.42726
	
	
	

	Chsy1
	4.37E-05
	1.56782
	
	
	

	Clec7a
	3.74E-06
	6.42124
	
	
	

	Clic1
	5.23E-06
	3.19772
	
	
	

	Cnn2
	5.23E-06
	3.07354
	
	
	

	Col4a1
	3.28E-05
	2.42692
	
	
	

	Cp
	5.56E-06
	5.06782
	
	
	

	Ctsz
	7.86E-07
	4.36878
	
	
	

	Cxcl1
	1.31E-05
	4.65412
	
	
	

	Cxcl16
	5.93E-06
	3.3577
	
	
	

	Cyp1b1
	3.42E-05
	3.84616
	
	
	

	Ecscr
	1.61E-03
	2.37824
	
	
	

	Emp1
	6.21E-05
	3.01796
	
	
	

	Emp3
	4.00E-04
	2.66678
	
	
	

	Enpp3
	4.64E-04
	2.5881
	
	
	

	Esm1
	2.81E-03
	1.91728
	
	
	

	Fam105a
	1.31E-05
	3.42584
	
	
	

	Fam129b
	1.30E-03
	1.18782
	
	
	

	Fbln2
	1.45E-03
	1.37886
	
	
	

	Fbn1
	7.19E-05
	2.60056
	
	
	

	Fcer1g
	1.03E-06
	3.83078
	
	
	

	Fcgr2b
	4.35E-06
	4.77806
	
	
	

	Fcgr3a
	3.19E-07
	4.28146
	
	
	

	Fermt3
	4.53E-05
	3.8094
	
	
	

	Fgl2
	2.75E-06
	2.9062
	
	
	

	Flnc
	5.05E-04
	1.59548
	
	
	

	Fxyd5
	2.15E-06
	3.74986
	
	
	

	Gadd45a
	1.33E-05
	1.69018
	
	
	

	Gfap
	9.75E-05
	1.5624
	
	
	

	Gpnmb
	3.95E-08
	5.89112
	
	
	

	H19
	1.00E-02
	1.26002
	
	
	

	Hmox1
	2.24E-05
	3.31882
	
	
	

	Hspb1
	4.87E-05
	3.04686
	
	
	

	Icam1
	6.66E-05
	2.62782
	
	
	

	Ier3
	7.32E-04
	1.91256
	
	
	

	Ifitm1
	3.62E-06
	5.4345
	
	
	

	Ifitm3
	5.03E-05
	2.45416
	
	
	

	Igfbp3
	9.01E-03
	1.02748
	
	
	

	Il6
	1.24E-02
	1.46164
	
	
	

	Inmt
	1.51E-04
	2.5364
	
	
	

	Itgax
	9.80E-04
	4.59114
	
	
	

	Itgb2
	1.99E-06
	3.71834
	
	
	

	Kng1l1///Kng2///Kng1
	5.16E-03
	4.63364
	
	
	

	Lbp
	1.69E-03
	2.63846
	
	
	

	Lcn2
	3.68E-03
	2.99386
	
	
	

	Lcp1
	1.42E-05
	3.64552
	
	
	

	Lgals3
	7.86E-07
	5.80786
	
	
	

	Lilrb4
	1.05E-04
	7.33418
	
	
	

	Litaf
	4.41E-05
	1.85152
	
	
	

	LOC100365047///Cd36
	1.26E-02
	2.43954
	
	
	

	LOC100909630///RT1-DMb
	1.99E-06
	3.39846
	
	
	

	LOC100910270///Plac8
	1.22E-03
	2.37496
	
	
	

	LOC100911545///A2m
	3.74E-06
	4.63554
	
	
	

	LOC100911825///LOC498276///Fcgr2a
	1.55E-06
	4.03358
	
	
	

	LOC100911902///Crabp2
	4.58E-03
	2.76846
	
	
	

	LOC685108///Plp2
	2.05E-04
	3.07558
	
	
	

	Lox
	2.44E-03
	2.5526
	
	
	

	Lrrfip1
	1.42E-05
	2.77918
	
	
	

	Lyz2
	2.64E-06
	2.82438
	
	
	

	Maff
	2.83E-03
	1.25102
	
	
	

	Mcub
	2.63E-04
	3.12736
	
	
	

	Mdfi
	2.57E-04
	2.14752
	
	
	

	Mdfic
	1.28E-03
	1.88442
	
	
	

	Mgp
	2.38E-06
	3.41654
	
	
	

	Mmp12
	3.28E-05
	6.236
	
	
	

	Mmp14
	1.75E-04
	2.73934
	
	
	

	Msn
	1.29E-05
	2.58504
	
	
	

	Mt1
	4.25E-04
	1.58062
	
	
	

	Mt1f///Ttr///Mt1
	7.93E-04
	2.40406
	
	
	

	Mt2A
	8.75E-04
	1.9574
	
	
	

	Myc
	1.34E-04
	1.93478
	
	
	

	Myd88
	1.98E-03
	1.4526
	
	
	

	Myl12a
	3.90E-05
	1.6857
	
	
	

	Ncf4
	5.20E-06
	2.33754
	
	
	

	Nek6
	4.87E-05
	1.71446
	
	
	

	Nes
	1.33E-04
	1.01162
	
	
	

	Ns5atp9
	3.12E-06
	3.4775
	
	
	

	P2ry12
	3.29E-05
	2.44512
	
	
	

	Pdpn
	5.56E-06
	2.23248
	
	
	

	Pla1a
	2.72E-03
	1.85554
	
	
	

	Plau
	2.57E-05
	5.13694
	
	
	

	Plek
	4.12E-06
	3.4158
	
	
	

	Plin2
	3.34E-05
	3.59284
	
	
	

	Procr
	1.45E-03
	1.53864
	
	
	

	Prss23
	3.50E-03
	1.32178
	
	
	

	Ptbp1
	1.51E-04
	1.65492
	
	
	

	Ptges
	1.76E-02
	1.46844
	
	
	

	Ptprc
	4.97E-06
	4.12486
	
	
	

	Rab32
	2.71E-05
	3.24828
	
	
	

	Rai14
	6.40E-04
	2.09008
	
	
	

	Rbp1
	1.88E-04
	3.24596
	
	
	

	RGD1561778
	2.65E-05
	5.2629
	
	
	

	Rgs1
	1.18E-04
	3.49104
	
	
	

	Rhoc
	2.63E-03
	1.04532
	
	
	

	Ripk3
	3.54E-05
	3.61804
	
	
	

	Rnh1
	9.57E-04
	1.11676
	
	
	

	Rps27l
	1.16E-04
	1.3609
	
	
	

	RT1-Da
	9.10E-04
	2.10926
	
	
	

	RT1-EC2
	6.02E-04
	3.1435
	
	
	

	Runx1
	1.36E-04
	2.19446
	
	
	

	S100a10
	1.93E-04
	1.67044
	
	
	

	S100a11
	2.09E-05
	5.01906
	
	
	

	S100a3
	4.81E-04
	2.2618
	
	
	

	S100a4
	8.04E-05
	3.10408
	
	
	

	S100a6
	5.21E-05
	3.31012
	
	
	

	S100a9
	3.11E-02
	1.46504
	
	
	

	S1pr3
	1.55E-04
	1.17268
	
	
	

	Sdc1
	4.88E-04
	3.99902
	
	
	

	Serpine1
	1.40E-03
	4.48802
	
	
	

	Serping1
	2.83E-05
	3.60872
	
	
	

	Slc6a20
	1.80E-03
	1.45984
	
	
	

	Slpi
	7.63E-04
	3.1715
	
	
	

	Sox7
	2.58E-04
	1.16842
	
	
	

	Sphk1
	1.51E-03
	1.86314
	
	
	

	Spidr
	7.93E-04
	1.2954
	
	
	

	Spp1
	1.03E-05
	9.74404
	
	
	

	Stat3
	9.62E-04
	1.12608
	
	
	

	Tagln
	2.23E-04
	2.31204
	
	
	

	Tagln2
	4.79E-04
	2.25762
	
	
	

	Tax1bp3
	2.22E-05
	2.39786
	
	
	

	Tfpi2
	5.56E-06
	2.6965
	
	
	

	Tgfbi
	2.96E-05
	2.8934
	
	
	

	Tgif1
	5.13E-05
	1.99982
	
	
	

	Tgm2
	1.46E-03
	1.37388
	
	
	

	Thbd
	5.65E-04
	1.1916
	
	
	

	Timp1
	3.48E-06
	4.71752
	
	
	

	Tm4sf1
	3.14E-04
	1.11238
	
	
	

	Tnc
	1.05E-03
	1.57574
	
	
	

	Tnfrsf12a
	3.11E-04
	1.19334
	
	
	

	Tnfrsf1a
	1.65E-04
	2.19092
	
	
	

	Tnfrsf26
	1.87E-03
	1.70762
	
	
	

	Tpm3
	1.18E-04
	1.7403
	
	
	

	Tpm4
	4.97E-06
	2.60242
	
	
	

	Tspo
	7.86E-07
	3.94054
	
	
	

	Tubb6
	6.71E-05
	3.13866
	
	
	

	Tyrobp
	1.89E-07
	5.31466
	
	
	

	Ube2c
	2.22E-06
	3.20826
	
	
	

	Vim
	5.56E-06
	3.38786
	
	
	

	Ybx3
	2.72E-04
	1.12122
	
	
	





