Supplementary Table 1. The basic clinical manifestations of ITP patients
	Baseline characteristics
	ITP statistics

	Age, median (range) in years
	42 (20–68)

	Sex, n (%)
	

	Female
	27 (54)

	Male
	23 (46)

	Type of ITP, n (%)
	

	Persistent (3–12 months’ duration)
	11 (22)

	Chronic (>12 months’ duration)
	39 (78)

	Baseline platelet count, median (range)
	45 (31-75)^109

	Prior Treatment, n (%)
	

	none
	13 (26)

	Corticosteroids
	35 (70)

	Immunoglobulins
	2 (4)

	TPO‐RA agonists
	0

	Rituximab
	0

	Splenectomy
	0


Supplementary Table 2. Primer sequences for the three hub genes and GAPDH primer sequences 

	GENE/GAPDH
	Forward primer
	Reverse primer

	GAPDH
	GAGCCCGCAGCCTCCCGCTT
	CCCGCGGCCATCACGCCACAG

	CTH

	ACAAGTTCCGTGGACTGGAG
	AGGCTGTAGTTGGGCTTGTT

	TAF8
	AGACAGATTCCTCGGAGCAG
	TGATGTTCTCCTCCCCATTC

	OSBP2
	CTGTGCACATATTGTCCATAAGC
	CAACATCACTGTGGCCATTC


Supplementary Table 3. The gene list after SVM-RFE  and LASSO analyses of ITP patients

	SVM-RFE
	LASSO

	VCAN
	ACSL6
	OSBP2

	LCN2
	BCL11B
	TACSTD2

	CKAP4
	NOL9
	GNGT1

	OSBP2
	CYB5B
	TMLHE

	TAF8
	CDK2
	RYR3

	CTH
	TPM3
	TAF8

	MED8
	BMPR2
	CTH

	CWF19L1
	S1PR1
	CEP89

	S100A8
	CHI3L1
	PLBD1

	ARG1
	SPATA6L
	MCEMP1

	SMKR1
	THAP10
	ZNF740

	RAB8A
	KIF13A
	TAS2R19

	PLEKHA2
	ARHGEF12
	

	FAF1
	MIEF1
	

	TMED2
	KLHL34
	

	RFFL
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Supplementary Figure 1. Graphical representation of raw data normalization of gene expression profiles for ITP and normal samples.
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Supplementary Figure 2. CIBERSORT analysis shows histograms depicting: B-cell memory, NK cell activation, M0 macrophages, and M1 macrophages as the main infiltrating immune cells.
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Supplementary Figure 3. Details of neural net graph model construction.
