[bookmark: _Hlk112767717]Supplementary Table 1 The sequences of CSTF2 siRNAs.
	
	Sequences  

	si-NC
	Sense: 5’-UUCUCCGAACGUGUCACGUTT-3’

	
	Antisense: 5’-ACGUGACACGUUCGGAGAATT-3’

	si-CSTF2#1
	Sense: 5’-GGAACAUGUUACUUCAGAATT-3’

	
	Antisense: 5’-UUCUGAAGUAACAUGUUCCTT-3’

	si-CSTF2#2
	Sense: 5’-UCAGGAUCCAAUGUGUCAATT-3’

	
	Antisense: 5’-UUGACACAUUGGAUCCUGATT-3’

	si-CSTF2#3
	Sense: 5’-GGAGGCAAGAGGGUUAGAUTT-3’

	
	Antisense: 5’-AUCUAACCCUCUUGCCUCCTT-3’
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Supplementary Figure 1 The analysis flow of this study.
Abbreviation: GSEA, gene set enrichment analysis.
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Supplementary Figure 2 The mechanism of CSTF2 contributes to hepatocarcinogenesis.
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