Table S1. Primers used in our study
	Target
	Primers
	Sequence（5’-3’）
	Length
	Reference

	silE
	silE-f
	AGGGGAAACGGTCTGACTTC
	221
	1

	
	silE-r
	ATATCCATGAGCGGGTCAAC
	
	

	silRa
	silR-f1
	TCGTGGGCGCAATAGAATGA
	757
	this study

	
	silR-r1
	AGCGAGTGAGAAAGGTCGTC
	
	

	silCBA
	silCBA-f
	CGGGAAACGCTGAAAAATTA
	189
	1

	
	silCBA-r
	GTACGTTCCCAGCACCAGTT
	
	

	silF
	silF-f
	CGATATGAATGCTGCCAGTG
	229
	1

	
	silF-r
	ATTGCCCTGCTGAATAAACG
	
	

	silB
	silB-f
	CAAAGAACAGCGCGTGATTA
	232
	1

	
	silB-r
	GCTCAGACATTGCTGGCATA
	
	

	silA
	silA-f
	CTTGAGCATGCCAACAAGAA
	162
	1

	
	silA-r
	CCTGCCAGTACAGGAACCAT
	
	

	silP
	silP-f
	CCTGGGTTTACAGCGTCATT
	172
	1

	
	silP-r
	ATGGCACCTGAGGTTTGTTC
	
	

	silSb
	silS-f1
	AGCGACTCCGCGCTAAAATA
	1620
	2

	
	silS-r1
	GGCTTCTGTTTGCTGCATGA
	
	

	silRS
	silRS-f
	GGCAATCGCAATCAGATTTT
	189
	1

	
	silRS-r
	GTGGAGGATACTGCGAGAGC
	
	

	silSc
	silS-f2
	AAGCGACTCCGCGCTAAAAT
	1747
	this study

	
	silS-f2
	GAAACAGGTTCGGCAGTGTT
	
	

	ompK35
	ompK35-f
	TTGCCCTTATCCGGTGGAAC
	1448
	this study

	
	ompK35-r
	CGACAAAAAGCGCGAAGGTTT
	
	

	ompK36
	ompK36-f
	CCGGTTGAAATAGGGGTAAACAGAC
	1631
	3

	
	ompK36-r
	CCATTAATCGAGGCTCCTCTTACCA
	
	


a. Full sequence of silR
b. Full sequence of silS
c. Primer silS-2 was used to detect the full sequence of silS gene for strains WHC181, which was negative in PCR with primer silS-1
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Figure S1 the ERIC-PCR results of five strains of K. pneumoniae
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Figure S2 growth curves of the susceptible parent strains and the corresponding mutants. Circle: the parent strains; square: the corresponding mutants.
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