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Figure S1. Show the 3D interactions between (1AN5) and the studied
compounds (7b, 4c, 5k, 6, and 5a, respectively).
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Figure S2. Show the 3D interactions between (1AN5) and the studied
compounds (3, 7c, 5f, 5b, and 5g, respectively).
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Figure S3. Show the 2D interactions between (1AN5) and the studied
compounds (7b, 4c, 5k, 6, and 5a, respectively).
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Figure S4. Show the 2D interactions between (1AN5) and the studied
compounds (3, 7c, 5f, 5b, and 5g, respectively).

TYT JEVPOrL/RORg /vrarLsvrariyl/sata
eyi COtam_teit_12mar2014-711134:43

12

i

ony
1, 3000087871 ez
SinG

e

43 min, 34 sec
1.

noein
1024
£ "7.198

4b

1.5
LT

4,705

a.601

5105

Figure S5. 'H NMR spectrum of compound 4b
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Figure S7. '"H NMR spectrum of compound 5a
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Figure S8. °C NMR spectrum of compound 5a
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Figure S9. 'H NMR spectrum of compound 5¢
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Figure S11. 'H NMR spectrum of compound 5k
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Figure S13. 'H NMR spectrum of compound 5e
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Figure S14. BC NMR spectrum of compound 5e
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Figure S15. 'H NMR spectrum of compound 5b
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Figure S17. 'H NMR spectrum of compound 5j
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Figure S19. 'H NMR spectrum of compound 6
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Figure S21. *C NMR spectrum of compound 7a
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Figure $23. *C NMR spectrum of compound 7b
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d | 4-nitrophenyl

Scheme 1. Reagents conditions: (i) Ethylchloroacetate, K,COg, acetone, reflux, 12h,
87%; (ii) NH2NH,.H,0, EtOH, reflux, 5h, 90%; (iii) RCHO, EtOH, AcOH, reflux,
15h, for 4a: 87%; for 4b: 88%; for 4c: 90%; for 4d: 90%.

Synthesis of arylidene derivatives 4a-d
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j 4-nitropheneyl 1-naphthyl
k 4-nitropheneyl 2-nitrophenyl
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Scheme 2. Reagents conditions: (i) HCIO4, MeCN, r.t, 20h, for 5a: 75%; for 5b: 75%;
for 5¢: 77%; for 5d: 82%; for 5e: 80%; for 5f: 80%; for 59: 85%; for 5h: 85%; for 5i:
80%; for 5j: 86%; for 5k: 88%:; for 51: 92%.
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Scheme 3. Reagents conditions: (i) HCOOH, reflux, 14h, 90%; (ii) R'NH,
(PhO)3P,HCIO4,MeCN, 24h, for 7a: 85%; for 7b: 87%; for 7c: 88%.

Synthesis of phosphonates 7a-c



