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[bookmark: _Hlk88662102][bookmark: _Hlk88582699]Figure S1 Comparison of the blaCMY-2-carrying regions from plasmids and chromosomes. pS62t (GenBank accession number: KP207590.1) and TN44889 (GenBank accession number: FM246884.1) were derived from plasmids. RUT35755 (GenBank accession number: CP048010.1) was derived from chromosome. Homologous regions are highlighted in gray. IRR: right inverted repeats; IRL: left inverted repeat.
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Figure S2 Sketch map of the chromosome genome of LZ00114. The top left corner was marked blaCMY-2, IS600, and IS66-like element in turn
Table S1 PCR and RT-PCR primers used in this study
	Genes
	For Primer(5’-3’)
	Rev Primer(5’-3’)
	References

	PCR

	blaKPC
	CATTCAAGGGCTTTCTTGCTGC
	ACGACGGCATAGTCATTTGC
	1

	blaIMP
	CATGGTTTGGTTGTTCTTGT
	ATAATTTAGCGGACTTTGGC
	2

	blaVIM
	TTATGGAGCAGCAACGATGT
	CAAAAGTCCCGCTCCAACGA
	

	blaNDM
	CGGAATGGCTCATCACGATC
	GGTTTGGCGATCTGGTTTTC
	3

	blaOXA-48
	GCTTGATCGCCCTCGATT
	GATTTGCTCCGTGGCCGAAA
	4

	mcr-1
	CGGTCAGTCCGTTTGTTC
	CTTGGTCGGTCTGTAGGG
	5

	pmrA
	CTGATTGTTGAAGACGATACGC
	AGTTTTCCTCATTCGCGACCA
	6

	pmrB
	GAATCTGATGCATTTGCGC
	TTATATCTGGTTTGCCACGTACTG
	

	phop
	ATGCGCGTACTGGTTGTTG
	AGTACTACCGCTGCCGTTGCC
	

	phoQ
	CAGGGCTATCTGTTCGAATTGCG
	ACGGATGCTTAACGTAATGCGTG
	

	pmrD
	CGGTGCGCTGGCTAACTCTGCC
	AGTAGCCTGTATTATGAGCGGG
	

	RT-PCR

	emrA
	ACCACGGATATTTACGGCGATGATG
	AGGCAGACGCTGAACGACTTTG
	This study

	emrD
	TTGTGCTGGTGTGACCTTCAGTATG
	CCAGACCGCCAATCAGCATCAG
	This study

	emrY
	TGGCAGGTTGGCACAAAGAATAGG
	AGCACATCAAGATTGGTCGATAGGC
	This study

	eptA (pmrC)
	ACGGCGAATGCTATGACGAAGTG
	CTGAGGCGGATAGCGGTTGTAATAG
	This study

	gapA (internal control)
	TCCCAGAACATCATCCCGTCCTC
	AACGCCATACCAGTCAGTTTGCC
	This study

	acrA
	CTCTCAGGCAGCTTAGCCCTAA
	TGCAGAGGTTCAGTTTTGACTGTT
	7

	acrB
	AGCTTCCTGATGGTTGTCGG
	ACGGCTGATGGCATCTTTCA
	7

	acrD
	GCCGTGCAGCAAGTACAAAA
	GTATCGCCGGTTTTACGCAC
	7

	pmrA
	CCTTTTGCGCTGGAAGAGT
	TCTTTGGGCGTCAGAATCAAC
	8

	pmrB
	CTGCAAGAAGATGACGGAGC
	CTGTGTAATGCGGCTGACAA
	8

	dnaE (internal control)
	GGACATGAGCACCGAAGATT
	GGAAGCCCATCTGGTTGATA
	8
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Table S2 MICs of transconjugants
	[bookmark: _Hlk92978078]Strains
	Cefepime
	Cefepime
	Meropenem
	Ciprofloxacin
	Tetracycline
	Gentamicin
	Polymyxin B

	E.coli J53
	1
	1
	0.5
	0.025
	1
	2
	1

	E.coli J53+ p25NDM-5
	256
	256
	8
	0.025
	1
	2
	1



image1.tiff
IRL  IRR

154 ISEcpl blacyy., 15200 TnpA  hypT
RUT3575
IRR
IAYS ISEcpl blacyy., 18200 TnpA  hypT
LZ00114
IRL IRR
154 ISEcpl blacyy., ble  yggR
TN44889
IRL IRR
SthE  stbD ISEcpl blacyy.,
pS62t

Other -
Hypothetical protein _




image2.jpeg
B GC Content
GC Skew
B ccsient

W ccsenn
1S66-like element L .
b\acm-z\\ 4 " Laniil . LZ00114 chromosome





