Supplementary materials

Raw data of didymin anti-fibrosis’s experiments

Normal group Model group

didymin group(1 mg/kg) didymin group(0.5 mg/kg)

Fig. S1. The raw data of H&E staining. The PrintScreen images of H&E staining were captured when the
sections were observed under microscope (Olympus CX33 with Image View software, 200x). Al to A6

represented the normal, model, 4PBA, and didymin group (2, 1, and 0.5 mg/kg), respectively.
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Fig. S2. The raw data of Sirius staining. The PrintScreen images of Sirius staining were captured when the
sections were observed under microscope (Olympus CX33 with Image View software, 200x). Al to A6

represented the normal, model, 4PBA, and didymin group (2, 1, and 0.5 mg/kg), respectively.
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Fig. S3. The raw data of Masson staining. The PrintScreen images of Masson staining were captured when the
sections were observed under microscope (Olympus CX33 with Image View software, 200x). Al to A6

represented the normal, model, 4PBA, and didymin group (2, 1, and 0.5 mg/kg), respectively.
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Fig. S4. The raw data of collagen related proteins. (A-C) The PrintScreen images of Col-I, Col-1l, a-SMA and
corresponding reference protein were captured when the bands were analyzed by Image Studio Lite software. The
groups in the bands from left to right are the normal group, model control group, 4PBA group, and

didymin-treated groups (2, 1 and 0.5mg/kg).
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Fig. S5. The raw data of ERS related proteins. (A-H) The PrintScreen images of GRP78, PERK, IREla, ATF 6,
elF2a, XBP-1, CHOP, JNK and corresponding reference protein were captured when the bands were analyzed by
Image Studio Lite software. The groups in the bands from left to right are the normal group, model control group,

4PBA group, and didymin-treated groups (2, 1 and 0.5mg/kg).
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Fig. S6. The raw data of TUNEL staining. The PrintScreen images of TUNEL staining were captured when the
sections were observed under microscope (Olympus CX33 with Image View software, 200x). Al to A6

represented the normal, model, 4PBA, and didymin group (2, 1, and 0.5 mg/kg), respectively.



Qe g

s

‘00‘@ ®

[

% W B 4

B

ity g

)

T - [ i | s e |
1l
Emimd o1 [Lmm [0 3
o E B-actin (bax ) e ;
i i
4 4E
it D |
A= cEmmEaN T oEEEEAN E
: iy
— 5 = o
18 2 ]

e ci.t:: /’| n:[oo @ w

T Y )

L EEEE)
L |
|

B oo m e

| r— km.o\f
Ow CEEEEAN ;

B-actin ( bel-2)
8cl-2 El
~ (|
% cmmmEam £
Higmn
e .
o ey v [— r— ]

ﬁ,-alﬂuuﬂ\%uh

i) Py

 ——

cleaved caspase3/caspase3

. -
e OEEEE AN
Wit
)
0
. =

Caspase 9-cleaved Caspase 9

mitochondrial Cyt C

SaNess)

s ci“[a ,«, ® oo|

T

% [

It = v..u. Sk B >
B-actin (Cyt C) H
E
d[E
v - JE
A CEEEE AN g
==
‘t—“ '}
[Epere it 2 8 b |

B ORI EEREE
=) S Bl g e Bl 0 o)
n-l‘ h“-l- i [priat/tagers | cay

Bactin ( caspase3 )

B-actin (Caspase 9)

.

i s B s

g

cytoplasm Cyt C

j ous [iimi®]

B CEEEE a8

:
i
— — E_
H

A CEEEE AW

e 8 s

Fig. S7. The raw data of apoptosis related proteins. (A-E) The PrintScreen images of Bax, Bcl-2, cleaved

caspase3/caspase3, cleaved caspase9/caspase9, Cyt C and corresponding reference protein were captured when
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the bands were analyzed by Image Studio Lite software. The groups in the bands from left to right are the normal

group, model control group, 4PBA group, and didymin-treated groups (2, 1 and 0.5mg/kg).

Table. S1 Didymin alleviated inflammation and oxidant stress.

Groups IL-1B IL-6 NO iINOS ROS
(ng/mL) (ng/mL) (umol/g prot) (U/mg prot) (ng/mL)
Normal control group 104.68+2.20 15.8942.56 0.25#0.08 45.6347.34 409.4046.57
Model control group 114.5943.23%  41.7945.64" 2.1540.23% 103.2845.04*  547.53425.85"
4PBA group (400mg/kg) 108.4343.41  26.27+£.96°  0.5020.20" 74.7841.99"  436.18+17.14"
Didymin group (2mg/kg) 110.15#1.97  22.59+1.65" 0.58#0.21" 54.4747.88°  406.90+17.53"
Didymin group (1 mg/kg) 101.1040.53" 27.9242.14 0.8240.33" 82.2943.72" 442.38+15.57"
Didymin group (0.5 mg/kg) ~ 107.70#4.13  32.32+41.65 1.0240.37" 98.2646.33  463.90+16.34"
#4P<0.05 VS the normal group and *P<0.05 VS the model group
Groups SOD CAT GSH
(U/mg prot) (U/mg prot) (mgGSHI/L)
Normal control group 165.45+14.62 86.0945.49  165.45+14.62
Model control group 119.5848.61% 63.4345.06 114.97420.53%
4PBA group (400mg/kg) 143.5748.61° 75.5244.50"  137.9245.17
Didymin group (2mg/kg) 142.5548.22°  77.7246.12"  143.5748.61
Didymin group (1 mg/kg) 137.9245.17° 75.1244.00°  142.55348.22
Didymin group (0.5 mg/kg) 122.7348.80 64.3546.81 119.5848.61

*P<0.05 VS the normal group and *P<0.05 VS the model group
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