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A Expression of SLC1A1 in LUAD based on patient's race
k%
80 7 k%% =
1
60 - E
c 1
0 i
= ]
o
S 40- 1
2 |
[ |
0 |
] 1
c |
£ - i
20
0 H
Normal Caucasian African-american Asian
(n=59) (n=387) (n=51) (n=8)
TCGA samples

E  Expression of SLCIAS in LUAD based on patient's race

350 p .
300 .
i B
= :
] | :
§ = :
= l !
E .| i i
i 200 i :
Q I !
- -1
2 |
g 150 !
g _E_  C—
E 100 ! !
1 1 ——
: 1
04 b E —=
0
Normal Caucasian African-american Asian
(n=59) (n=387) (n=51) (n=8)

TCGA samples

B

Transcript per million

F

Transcript per million

Expression of SLC1A2 in LUAD based on patient's race

*%

4 *x%
3 —
1
1
!
2 !
i
1
| |
1 i !
N !
i :
= :
0 EE e —
Normal Caucasian African-american Asian
(n=59) (n=387) (n=51) (n=8)
TCGA samples

Expression of SLC1A6 in LUAD based on patient's race

0.2
T
015 i
i
1
1
_ i
1 I
— 1 1
0.1 : ! i
| | |
i i i
| |
a a
0.05 ; ;
| |
0 m B
Normal Caucasian African-american Asian
(n=59) (n=387) (n=51) (n=8)
TCGA samples

C  Expression of SLC1A3 in LUAD based on patient's race

*

D  Expression of SLC1A4 in LUAD based on patient's race

20 - 50
1
40 i — —
15 —— : i :
c i c i | i
2 ! 9 : | !
£ i € 30- i | i
[ 1 - 1 1
0 i e i !
210 i 2 | :
a : 2 '
7] : ) —
c 1 c
g I g
= - )
5= i
. ] 10 1 | , i
0 = = 0
Normal Caucasian African-american Asian Normal Caucasian African-american Asian
(n=59) (n=387) (n=51) (n=8) (n=59) (n=387) (n=51) (n=8)
TCGA samples TCGA samples
G  Expression of SLC1A7 in LUAD based on patient's race
— kkk
300 %
250 - i
: |
= 200 E
E i
| S
o
2 150 -
2
[
0
¢
@ 100
=
50
0 _Lﬁ—-
Normal Caucasian African-american Asian
(n=59) (n=387) (n=51) (n=8) Figure S3
TCGA samples


Administrator
Text Box
Figure S3


A Expression of SLC1AL in LUAD based on patient's gender B Expression of SLC1A2 in LUAD based on patient's gender  C  Expression of SLC1A3 in LUAD based on patient's gender D Expression of SLC1A4 in LUAD based on patient's gender

1
i 1.25 ! — T
a | — = 40- - a
60 | i 15 - — | i ! i
c I c I c ! : I c I I
2 i 2 44 | 2 | | ] 2 i !
E ' £ i E i i | £ 30 i i
- . ! I -1 - I 1 1 - ] ]
° g = 3 | | - = =
S 40- 2075 i | 2 10 ; ; ! - :
2 2 ! : 2 ! : l 2 :
: : | | 5 : : G 20+
0 0 ! ! 0 ! "
c c . : c c
g T g 057 ! : o o
207 i : | I 5 —
| _ | | 10 - | i
| | i 025 i i = i |
— - : | i ! i i
0 ' ' 0 ’ ' 0 ' — 0
Normal Male Female Normal Male Female Normal Male Female Normal Male Female
(n=59) (n=238) (n=276) (n=59) (n=238) (n=276) (n=59) (n=238) (n=276) (n=59) (n=238) (n=276)
TCGA samples TCGA samples TCGA samples TCGA samples
E Expression of SLCIAS in LUAD based on patient's gender ~ F  Expression of SLC1A6 in LUAD based on patient's gender G Expression of SLC1A7 in LUAD based on patient's gender
SO 0,125 T 00 T
T | |
£ 250 c | c 50 i
= 5 S 01- i = i
E | E | E i
5 200 | g | | 5 07 i
o | & 0.075 | | 2 |
2 2 | ] 2 !
g 150 E E : g 30 :
—— | : :
| 5 oo a o s
F 100 " [ i ! F 20 |
50 - i i ; Wiz i 10 T '
0 0 i 0 —_ — !
Normal Male Female Normal Male Female Normal Male Female .
(n=59) (n=238) (n=276) (n=59) (n=238) (n=276) (n=59) (n=238) (n=276) Figure S4

TCGA samples TCGA samples TCGA samples


Administrator
Text Box
Figure S4


A Expression of SLC1A1 in LUAD based on patient's age
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A Expression of SLCIAL in LUAD based on patient's smoking B Expression of SLC1A2 in LUAD based on patient's smoking C Expression of SLC1A3 in LUAD based on patient's smoking D Expression of SLC1A4 in LUAD based on patient's smoking
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