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Figure S1 
Functional enrichment analysis. A: KEGG enrichment analysis of EMT-related DEGs. 
B: BP enrichment analysis of EMT-related DEGs. C: CC enrichment analysis of EMT-
related DEGs. D: MF enrichment analysis of EMT-related DEGs. 
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Figure S2 
Distribution of clinical features, including Age (A), T stage (B), N stage (C), M stage 
(D), Stage s tage (E) and typical molecular subtypes of breast cancer  (F) in High risk 
and Low risk group. 
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Figure S3 
KM survival curve of patients in High Risk and Low Risk group divided into by clinical 
features. 


