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Figure S1. The transition of the number of outpatients and hospitalized patients. 

Graph represents the transition of the number of outpatients and hospitalized patients 

from May 1 to July 17, 2018. The number of beds were 65, 0, 148, 106, and 319 for BW, 

BA, BC, BE, and BN, respectively. Due to the inauguration of the new hospital in June 

2018, the number of hospitalized patients gradually decreased, and 67 hospitalized 

patients (BC: 29, BE: 25, BW: 13 patients) were transferred to the BN on June 16, 2018. 

The number of hospitalized patients reached the same number of patients as that in the 

old hospital two weeks after the opening of the new hospital. The number of outpatients at 

the old hospital was approximately 1000-1200 on weekdays. Outpatient treatment was 

suspended from June 16 to 19 before opening of the new hospital. The number of patients 

gradually recovered to the original number after re-opening. 

 

 



  

Figure S2. Metagenomic analysis of sewage samples in each building. 

NGS reads were classified based on the bacterial genus taxonomy and the graph 

displayed actual NGS read counts (a) and relative proportion (b) of each bacterial genus. 

The actual NGS read counts were very low compared with other sewage samples in the 

sewage tank of BA (STA). 



  

Figure S3. NGS read counts corresponding to β-lactamase genes in each sewage 

tank. 

The metagenome read counts corresponding to β-lactamase gene of (a) the sewage 

samples and (b) that of the grown bacteria on CHROMagar ESBL is displayed. The read 

counts of blaCTX-M gene in original sewages were not significant (panel a), but selection on 



CHROMagar ESBL resulted in increasing detection of CTX-M-positive organisms in STN, 

after relocation to the new building (June 20, 2018). 



Table S1. Bacteria isolates growing on CHROMagar ESBL  

STW0522a STN0717b

Escherichia coli 1 20 16

Klebsiella pneumoniae 2 3

Klebsiella aerogenes 1

Klebsiella michiganensis 1

Klebsiella quasipneumoniae 1

Klebsiella variicola 1

Klebsiella sp. 2

Enterobacter kobei 21 2

Enterobacter bugandensis 12

Enterobacter hormaechei 3 1

Enterobacter cloacae 3

Enterobacter roggenkampii 1

Citrobacter portucalensis 16 39

Citrobacter freundii 20

Achromobacter xylosoxidans 5

Pseudomonas monteilii 3

Raoultella planticola 1

Stenotrophomonas maltophilia 1

aSTW0522: sewage tank of west building at 22th May 2018
bSTN0717: sewage tank of new building at 17th July 2018.
cClinical isolate: patients from 8, May 2018 to 17th July 2018

Bacteria species
Hospital sewage tank Clinical

isolatec



Table S2. Serotype of ESBL-producing E.coli  in sewage and clinical isolate

Sequence type Serotype STW 0522a STN 0717b

ST12 O4:H1 1

ST38 O86:H18 5 3

ST73 O6:H1 1

ST131 O25:H4 5

ST224 O8:H23 1

ST393 O15:H1 14 2

ST1011 O130:H10 4

ST9586 O8:H10 1

aSTW0522; sewage tank of west building at 22th May 2018
bSTN0717; sewage tank of new building at 17th July 2018.
cClinically isolate; clinically isolate from 8th May 2018 to 17th July 2018

Hospital sewage tank Clinical
isolatec



Sample Name BioProject BioSample Run

STA-180508 PRJDB9036 SAMD00195117 DRR199824
STA-180515 PRJDB9036 SAMD00195118 DRR199825
STA-180522 PRJDB9036 SAMD00195119 DRR199826
STA-180529 PRJDB9036 SAMD00195120 DRR199827
STA-180605 PRJDB9036 SAMD00195121 DRR199828
STA-180612 PRJDB9036 SAMD00195122 DRR199829
STC-180508 PRJDB9036 SAMD00195123 DRR199830
STC-180515 PRJDB9036 SAMD00195124 DRR199831
STC-180522 PRJDB9036 SAMD00195125 DRR199832
STC-180529 PRJDB9036 SAMD00195126 DRR199833
STC-180605 PRJDB9036 SAMD00195127 DRR199834
STC-180612 PRJDB9036 SAMD00195128 DRR199835
STE-180508 PRJDB9036 SAMD00195129 DRR199836
STE-180515 PRJDB9036 SAMD00195130 DRR199837
STE-180522 PRJDB9036 SAMD00195131 DRR199838
STE-180529 PRJDB9036 SAMD00195132 DRR199839
STE-180605 PRJDB9036 SAMD00195133 DRR199840
STE-180612 PRJDB9036 SAMD00195134 DRR199841
STW-180508 PRJDB9036 SAMD00195135 DRR199842
STW-180515 PRJDB9036 SAMD00195136 DRR199843
STW-180522 PRJDB9036 SAMD00195137 DRR199844
STW-180529 PRJDB9036 SAMD00195138 DRR199845
STW-180605 PRJDB9036 SAMD00195139 DRR199846
STW-180612 PRJDB9036 SAMD00195140 DRR199847
STW-180717 PRJDB9036 SAMD00195141 DRR199848
STN-180605 PRJDB9036 SAMD00195142 DRR199849
STN-180612 PRJDB9036 SAMD00195143 DRR199850
STN-180619 PRJDB9036 SAMD00195144 DRR199851
STN-180626 PRJDB9036 SAMD00195145 DRR199852
STN-180703 PRJDB9036 SAMD00195146 DRR199853
STN-180710 PRJDB9036 SAMD00195147 DRR199854
STN-180717 PRJDB9036 SAMD00195148 DRR199855
STA-CHROMagarESBL-180508 PRJDB9036 SAMD00195149 DRR199856
STA-CHROMagarESBL-180515 PRJDB9036 SAMD00195150 DRR199857
STA-CHROMagarESBL-180522 PRJDB9036 SAMD00195151 DRR199858
STA-CHROMagarESBL-180529 PRJDB9036 SAMD00195152 DRR199859
STA-CHROMagarESBL-180605 PRJDB9036 SAMD00195153 DRR199860
STA-CHROMagarESBL-180612 PRJDB9036 SAMD00195154 DRR199861
STC-CHROMagarESBL-180508 PRJDB9036 SAMD00195155 DRR199862
STC-CHROMagarESBL-180515 PRJDB9036 SAMD00195156 DRR199863
STC-CHROMagarESBL-180522 PRJDB9036 SAMD00195157 DRR199864
STC-CHROMagarESBL-180529 PRJDB9036 SAMD00195158 DRR199865
STC-CHROMagarESBL-180605 PRJDB9036 SAMD00195159 DRR199866
STC-CHROMagarESBL-180612 PRJDB9036 SAMD00195160 DRR199867
STE-CHROMagarESBL-180508 PRJDB9036 SAMD00195161 DRR199868
STE-CHROMagarESBL-180515 PRJDB9036 SAMD00195162 DRR199869
STE-CHROMagarESBL-180522 PRJDB9036 SAMD00195163 DRR199870
STE-CHROMagarESBL-180529 PRJDB9036 SAMD00195164 DRR199871
STE-CHROMagarESBL-180605 PRJDB9036 SAMD00195165 DRR199872
STE-CHROMagarESBL-180612 PRJDB9036 SAMD00195166 DRR199873
STW-CHROMagarESBL-180508 PRJDB9036 SAMD00195167 DRR199874
STW-CHROMagarESBL-180515 PRJDB9036 SAMD00195168 DRR199875
STW-CHROMagarESBL-180522 PRJDB9036 SAMD00195169 DRR199876
STW-CHROMagarESBL-180529 PRJDB9036 SAMD00195170 DRR199877
STW-CHROMagarESBL-180605 PRJDB9036 SAMD00195171 DRR199878
STW-CHROMagarESBL-180612 PRJDB9036 SAMD00195172 DRR199879
STW-CHROMagarESBL-180717 PRJDB9036 SAMD00195173 DRR199880
STN-CHROMagarESBL-180605 PRJDB9036 SAMD00195174 DRR199881
STN-CHROMagarESBL-180612 PRJDB9036 SAMD00195175 DRR199882
STN-CHROMagarESBL-180619 PRJDB9036 SAMD00195176 DRR199883
STN-CHROMagarESBL-180626 PRJDB9036 SAMD00195177 DRR199884
STN-CHROMagarESBL-180703 PRJDB9036 SAMD00195178 DRR199885
STN-CHROMagarESBL-180710 PRJDB9036 SAMD00195179 DRR199886
STN-CHROMagarESBL-180717 PRJDB9036 SAMD00195180 DRR199887

Data Set S1. Metagenome DNA-Seq of sewage samples 



Strain name Isolation Source Collection
Year Status BioProject ID BioSample ID Run ID Accession number Average

coverage
Number of
contigs

Total base
(bp) N50 (bp) Number of

genes Putative organism Putative
serotype MLST allele 1 allele 2 allele 3 allele 4 allele 5 allele 6 allele 7 Virulence genes Plasmid Inc type Antimicrobial resistance genes

STW0522-01 Sewage tank W0522 2018-05-22 complete PRJDB9036 SAMD00195843 DRR199648 AP022380 - AP022383 356 4 5,335,500 N/A 5,122 Citrobacter freundii N/A new ST aspC: 57 clpX: 192 fadD: ~133 mdh: 100 arcA: 109 dnaG: ~51 lysP: 116 ccI ColRNAI, IncA/C2 aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCARB-2, blaCMY-159, blaGES-24, blaTEM-1, ere(B), erm(B), mph(A), qacEdelta1, qnrB34, sul1, tet(X)   

STW0522-02 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195844 DRR199649 N/A 90 71 5,211,306 258,556 5,008 Citrobacter freundii N/A new ST aspC: 57 clpX: 192 fadD: ~133 mdh: 100 arcA: 109 dnaG: ~51 lysP: 116 ccI ColRNAI, IncA/C2 aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCARB-2, blaCMY-159, blaGES-24, blaTEM-1, ere(B), mph(A), qacEdelta1, qnrB34, sul1  

STW0522-03 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195845 DRR199650 N/A 123 177 5,195,591 74,484 5,051 Citrobacter portucalensis N/A ST143 aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: 47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIA(HI1) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-34, blaGES-24, mph(A), qnrB9  

STW0522-04 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195846 DRR199651 N/A 94 67 5,129,807 235,467 4,901 Citrobacter freundii N/A new ST aspC: 57 clpX: 192 fadD: ~133 mdh: 100 arcA: 109 dnaG: ~51 lysP: 116 ccI ColRNAI, IncA/C2 aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCARB-2, blaCMY-159, blaGES-24, blaTEM-1, ere(B), mph(A), qacEdelta1, qnrB34, sul1  

STW0522-05 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195847 DRR199652 N/A 133 150 5,405,601 179,817 5,382 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: ~11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncP6 aac(6')-31, blaCMY-34, blaGES-5, blaOXA-1, qacEdelta1, qnrB9, sul1  

STW0522-06 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195848 DRR199653 N/A 126 171 5,196,533 71,886 5,049 Citrobacter portucalensis N/A ST143 aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: 47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIA(HI1), IncFII(Yp) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-34, blaGES-24, mph(A), qnrB9  

STW0522-07 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195849 DRR199654 N/A 101 74 5,141,631 224,012 4,916 Citrobacter freundii N/A new ST aspC: 57 clpX: 192 fadD: ~133 mdh: 100 arcA: 109 dnaG: ~51 lysP: 116 ccI ColRNAI, IncA/C2 aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCARB-2, blaCMY-159, blaGES-24, blaTEM-1, ere(B), mph(A), qacEdelta1, qnrB34, sul1  

STW0522-08 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195850 DRR199655 N/A 93 175 5,234,003 71,886 5,080 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: ~11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIA(HI1), IncFII(Yp) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-34, blaGES-24, mph(A), qnrB9  

STW0522-09 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195851 DRR199656 N/A 30 75 5,205,998 204,286 5,001 Citrobacter freundii N/A new ST aspC: 57 clpX: 192 fadD: ~133 mdh: 100 arcA: 109 dnaG: ~51 lysP: 116 ccI ColRNAI, IncA/C2 aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCARB-2, blaCMY-159, blaGES-24, blaTEM-1, ere(B), mph(A), qacEdelta1, qnrB34, sul1  

STW0522-10 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195852 DRR199657 N/A 30 65 5,126,940 223,580 4,892 Citrobacter freundii N/A new ST aspC: 57 clpX: 192 fadD: ~133 mdh: 100 arcA: 109 dnaG: ~51 lysP: 116 ccI ColRNAI, IncA/C2 aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCARB-2, blaCMY-159, blaGES-24, blaTEM-1, ere(B), mph(A), qacEdelta1, qnrB34, sul1  

STW0522-11 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195853 DRR199658 N/A 32 76 5,205,921 203,975 4,995 Citrobacter freundii N/A new ST aspC: 57 clpX: 192 fadD: ~133 mdh: 100 arcA: 109 dnaG: ~51 lysP: 116 ccI ColRNAI, IncA/C2 aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCARB-2, blaCMY-159, blaGES-24, blaTEM-1, ere(B), mph(A), qacEdelta1, qnrB34, sul1  

STW0522-12 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195854 DRR199659 N/A 27 82 5,206,601 165,379 4,999 Citrobacter freundii N/A new ST aspC: 57 clpX: 192 fadD: ~133 mdh: 100 arcA: 109 dnaG: ~51 lysP: 116 ccI ColRNAI, IncA/C2 aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCARB-2, blaCMY-159, blaGES-24, blaTEM-1, ere(B), mph(A), qacEdelta1, qnrB34, sul1  

STW0522-13 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195855 DRR199660 N/A 39 70 5,207,031 326,892 5,000 Citrobacter freundii N/A new ST aspC: 57 clpX: 192 fadD: ~133 mdh: 100 arcA: 109 dnaG: ~51 lysP: 116 ccI ColRNAI, IncA/C2 aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCARB-2, blaCMY-159, blaGES-24, blaTEM-1, ere(B), mph(A), qacEdelta1, qnrB34, sul1  

STW0522-14 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195856 DRR199661 N/A 26 68 5,127,396 203,979 4,893 Citrobacter freundii N/A new ST aspC: 57 clpX: 192 fadD: ~133 mdh: 100 arcA: 109 dnaG: ~51 lysP: 116 N/D ColRNAI, IncA/C2 aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCARB-2, blaCMY-159, blaGES-24, blaTEM-1, ere(B), mph(A), qacEdelta1, qnrB34, sul1  

STW0522-15 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195857 DRR199662 N/A 28 71 5,127,600 204,307 4,895 Citrobacter freundii N/A new ST aspC: 57 clpX: 192 fadD: ~133 mdh: 100 arcA: 109 dnaG: ~51 lysP: 116 ccI ColRNAI, IncA/C2 aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCARB-2, blaCMY-159, blaGES-24, blaTEM-1, ere(B), mph(A), qacEdelta1, qnrB34, sul1  

STW0522-16 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195858 DRR199663 N/A 35 174 5,235,485 68,024 5,082 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIA(HI1), IncFII(Yp) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-34, blaGES-24, mph(A), qnrB9  

STW0522-17 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195859 DRR199664 N/A 40 102 5,062,531 160,438 4,882 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D Col440I, IncFIB(pECLA), IncFII(pECLA) blaCMY-34, qnrB9  

STW0522-19 Sewage tank W0522 2018-05-22 complete PRJDB9036 SAMD00195860 DRR199665 AP022384 - AP022388 364 5 5,324,575 N/A 5,109 Citrobacter freundii N/A new ST aspC: 57 clpX: 192 fadD: ~133 mdh: 100 arcA: 109 dnaG: ~51 lysP: 116 ccI ColRNAI, IncA/C2 aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCARB-2, blaCMY-159, blaGES-24, blaTEM-1, ere(B), mph(A), qacEdelta1, qnrB34, sul1  

STW0522-20 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195861 DRR199666 N/A 111 174 5,232,663 71,886 5,087 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIA(HI1), IncFII(Yp) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-34, blaGES-24, mph(A), qnrB9  

STW0522-21 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195862 DRR199667 N/A 68 73 5,207,461 235,467 5,002 Citrobacter freundii N/A new ST aspC: 57 clpX: 192 fadD: ~133 mdh: 100 arcA: 109 dnaG: ~51 lysP: 116 ccI ColRNAI, IncA/C2 aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCARB-2, blaCMY-159, blaGES-24, blaTEM-1, ere(B), mph(A), qacEdelta1, qnrB34, sul1  

STW0522-22 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195863 DRR199668 N/A 104 74 5,134,228 257,746 4,914 Citrobacter freundii N/A new ST aspC: 57 clpX: 192 fadD: ~133 mdh: 100 arcA: 109 dnaG: ~51 lysP: 116 ccI ColRNAI, IncA/C2 aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCARB-2, blaCMY-159, blaGES-24, blaTEM-1, ere(B), erm(B), mph(A), qacEdelta1, qnrB34, sul1, tet(X)  

STW0522-23 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195864 DRR199669 N/A 108 74 5,135,307 238,583 4,919 Citrobacter freundii N/A new ST aspC: 57 clpX: 192 fadD: ~133 mdh: 100 arcA: 109 dnaG: ~51 lysP: 116 ccI ColRNAI, IncA/C2 aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCARB-2, blaCMY-159, blaGES-24, blaTEM-1, ere(B), erm(B), mph(A), qacEdelta1, qnrB34, sul1, tet(X)  

STW0522-24 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195865 DRR199670 N/A 54 187 5,459,633 136,896 5,446 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: ~11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncP6 aac(6')-31, aph(3')-Ia, blaCMY-34, blaGES-5, blaOXA-1, mph(A), qacEdelta1, qnrB9, sul1  

STW0522-25 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195866 DRR199671 N/A 77 111 5,099,493 150,046 4,950 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STW0522-26 Sewage tank W0522 2018-05-22 complete PRJDB9036 SAMD00195867 DRR199672 AP022389 - AP022393 165 5 5,284,538 N/A 5,137 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D Col440I, IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STW0522-27 Sewage tank W0522 2018-05-22 complete PRJDB9036 SAMD00195868 DRR199673 AP022394 - AP022398 250 5 5,424,327 N/A 5,282 Citrobacter portucalensis N/A ST143 aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: 47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(K), IncFII(p14) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-125, blaGES-24, mph(A), qnrB9  

STW0522-29 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195869 DRR199674 N/A 49 65 5,129,435 257,821 4,902 Citrobacter freundii N/A new ST aspC: 57 clpX: 192 fadD: ~133 mdh: 100 arcA: 109 dnaG: ~51 lysP: 116 ccI ColRNAI, IncA/C2 aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCARB-2, blaCMY-159, blaGES-24, blaTEM-1, ere(B), mph(A), qacEdelta1, qnrB34, sul1  

STW0522-30 Sewage tank W0522 2018-05-22 complete PRJDB9036 SAMD00195870 DRR199675 AP022399 - AP022408 387 10 5,402,558 N/A 5,229 Citrobacter portucalensis N/A ST143 aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: 47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIA(HI1), IncFII(Yp) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-34, blaGES-24, mph(A), qnrB9  

STW0522-31 Sewage tank W0522 2018-05-22 complete PRJDB9036 SAMD00195871 DRR199676 AP022409 - AP022411 596 3 4,869,410 N/A 4,596 Escherichia coli O8:H23 ST224 adk: 6 fumC: 4 gyrB: 33 icd: 16 mdh: 11 purA: 8 recA: 6 entB, entC, entD, entE, entF, entS, espL1, espX1, espX4, espX5, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimD, fimF, fimG, fimH, gad, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, lpfA, manB, manC, ompA, yagV/ecpE, yagW/ecpD, yagX/ecpC, yagY/ecpB, yagZ/ecpA, ykgK/ecpR Col440I, IncFII blaCTX-M-14, blaEC-18, blaTEM-1, mdf(A), mph(A), tet(A)  

STW0522-32 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195872 DRR199677 N/A 91 110 5,100,338 156,573 4,948 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STW0522-33 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195873 DRR199678 N/A 31 81 5,211,345 203,978 5,001 Citrobacter freundii N/A new ST aspC: 57 clpX: 192 fadD: ~133 mdh: 100 arcA: 109 dnaG: ~51 lysP: 116 ccI ColRNAI, IncA/C2 aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCARB-2, blaCMY-159, blaGES-24, blaTEM-1, ere(B), erm(B), mph(A), qacEdelta1, qnrB34, sul1, tet(X)  

STW0522-34 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195874 DRR199679 N/A 29 72 5,127,981 203,970 4,895 Citrobacter freundii N/A new ST aspC: 57 clpX: 192 fadD: ~133 mdh: 100 arcA: 109 dnaG: ~51 lysP: 116 ccI ColRNAI, IncA/C2 aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCARB-2, blaCMY-159, blaGES-24, blaTEM-1, ere(B), mph(A), qacEdelta1, qnrB34, sul1  

STW0522-35 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195875 DRR199680 N/A 26 72 5,127,135 185,009 4,895 Citrobacter freundii N/A new ST aspC: 57 clpX: 192 fadD: ~133 mdh: 100 arcA: 109 dnaG: ~51 lysP: 116 ccI ColRNAI, IncA/C2 aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCARB-2, blaCMY-159, blaTEM-1, ere(B), mph(A), qacEdelta1, qnrB34, sul1, tet(X)  

STW0522-36 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195876 DRR199681 N/A 37 66 5,207,131 204,248 4,988 Citrobacter freundii N/A new ST aspC: 57 clpX: 192 fadD: ~133 mdh: 100 arcA: 109 dnaG: ~51 lysP: 116 ccI ColRNAI, IncA/C2 aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCARB-2, blaCMY-159, blaGES-24, blaTEM-1, ere(B), mph(A), qacEdelta1, qnrB34, sul1  

STW0522-37 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195877 DRR199682 N/A 69 210 5,244,815 97,753 5,240 Enterobacter kobei N/A ST914 dnaA: 272 fusA: 3 gyrB: 291 leuS: 36 pyrG: 3 rplB: 16 rpoB: 175 N/D Col(IRGK), Col440I, IncFIA(HI1), IncFIB(pECLA), IncFII(Yp), IncFII(pECLA), IncW, RepA aac(6')-Ib, aadA5, blaACT-52, blaGES-5, fosA, mcr-9.1, qacEdelta1, qnrA1, sul1  

STW0522-38 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195878 DRR199683 N/A 79 97 4,784,136 177,086 4,627 Enterobacter kobei N/A ST520 dnaA: 41 fusA: 3 gyrB: 191 leuS: 207 pyrG: 3 rplB: 16 rpoB: 114 mrkD, mrkF Col(IRGK), Col440I, IncFII(Yp), IncP6 blaACT-28, fosA  

STW0522-39 Sewage tank W0522 2018-05-22 complete PRJDB9036 SAMD00195879 DRR199684 AP022412 - AP022418 288 7 5,610,760 N/A 5,364 Klebsiella quasipneumoniae N/A
ST2131 gapA: 18 infB: 22 mdh: 26 pgi: 22 phoE: 171 rpoB: 20 tonB: 51

KPHS, acrA, acrB, clpV/tssH, cpsACP, dotU/tssL, entA, entB, entC, entE, entF, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimC, fimD, fimF, fimG, fimH, fimI, galF, gnd, hcp/tssD, impA/tssA, manB, manC, mrkA, mrkB, mrkC, mrkD, mrkF, mrkH, mrkJ, rcsA, rcsB, sciN/tssJ, tle1, tl i1, tssF, tssG, ugd, vasE/tssK, vgrG/tssI, vipA/tssB, vipB/tssC, ybdA Col440I, Col440I, IncFIB(K), IncR blaCTX-M-2, blaOKP-B-15, fosA, oqxA10, oqxB11  

STW0522-40 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195880 DRR199685 N/A 43 212 5,201,368 93,928 5,184 Enterobacter kobei N/A ST914 dnaA: 272 fusA: 3 gyrB: 291 leuS: 36 pyrG: 3 rplB: 16 rpoB: 175 N/D Col(IMGS31), Col(IRGK), Col440I, IncFIA(HI1), IncFIB(pECLA), IncFII(Yp), IncFII(pECLA), IncN, IncW, RepA aac(6')-Ib, aadA5, blaACT-52, blaCTX-M-14, fosA, fosA3, mcr-9.1, qacEdelta1, qnrA1, sul1  

STW0522-41 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195881 DRR199686 N/A 107 205 5,204,576 91,062 5,180 Enterobacter kobei N/A ST914 dnaA: 272 fusA: 3 gyrB: 291 leuS: 36 pyrG: 3 rplB: 16 rpoB: 175 N/D Col(IMGS31), Col(IRGK), Col440I, IncFIA(HI1), IncFIB(pECLA), IncFII(Yp), IncFII(pECLA), IncW, RepA aac(6')-Ib, aadA5, blaACT-52, blaGES-5, fosA, mcr-9.1, qacEdelta1, qnrA1, sul1  

STW0522-42 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195882 DRR199687 N/A 103 126 5,494,494 150,001 5,391 Klebsiella sp. N/A N/A N/A N/A N/A N/A N/A N/A N/A N/D Col(Ye4449), IncN, IncR, RepA blaCTX-M-5, blaGES-24, qacEdelta1, sul1  

STW0522-43 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195883 DRR199688 N/A 119 196 5,212,574 99,510 5,193 Enterobacter kobei N/A ST914 dnaA: 272 fusA: 3 gyrB: 291 leuS: 36 pyrG: 3 rplB: 16 rpoB: 175 N/D Col(IRGK), Col440I, IncFIA(HI1), IncFIB(pECLA), IncFII(Yp), IncFII(pECLA), IncW, RepA aac(6')-Ib, aadA5, blaACT-52, blaGES-5, fosA, mcr-9.1, qacEdelta1, qnrA1, sul1  

STW0522-44 Sewage tank W0522 2018-05-22 complete PRJDB9036 SAMD00195884 DRR199689 AP022419 - AP022430 360 12 5,625,027 N/A 5,500 Klebsiella sp. N/A N/A N/A N/A N/A N/A N/A N/A N/A N/D Col(Ye4449), IncN, IncR, RepA blaCTX-M-5, blaGES-24, qacEdelta1, sul1  

STW0522-45 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195885 DRR199690 N/A 114 187 5,119,831 109,443 5,081 Enterobacter kobei N/A ST914 dnaA: 272 fusA: 3 gyrB: 291 leuS: 36 pyrG: 3 rplB: 16 rpoB: 175 N/D Col(IMGS31), Col(IRGK), Col440I, IncFIA(HI1), IncFIB(pECLA), IncFII(Yp), IncFII(pECLA), IncW, RepA aac(6')-Ib, aadA5, blaACT-52, blaGES-5, fosA, mcr-9.1, qacEdelta1, qnrA1, sul1  

STW0522-46 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195886 DRR199691 N/A 125 209 5,171,183 97,753 5,142 Enterobacter kobei N/A ST914 dnaA: 272 fusA: 3 gyrB: 291 leuS: 36 pyrG: 3 rplB: 16 rpoB: 175 N/D Col(IMGS31), Col(IRGK), Col440I, IncFIA(HI1), IncFIB(pECLA), IncFII(Yp), IncFII(pECLA), IncN, IncW, RepA aac(6')-Ib, aadA5, blaACT-52, blaCTX-M-14, blaGES-5, fosA, fosA3, mcr-9.1, qacEdelta1, qnrA1, sul1  

STW0522-47 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195887 DRR199692 N/A 110 281 5,851,036 53,862 5,820 Klebsiella variicola N/A new ST
gapA: 16 infB: 24 mdh: ~48 pgi: ~138 phoE: ~82 rpoB: 60 tonB: 103

acrA, acrB, cpsACP, entA, entB, entC, entE, entF, fepA, fepB, fepC, fepD, fepG, fes, galF, gnd, mrkA, mrkB, mrkC, mrkD, mrkF, mrkH, mrkI, rcsA, rcsB, ugd, yagZ/ecpA, ybdA Col440I, Col440I, Col440II, Col440II, IncN, IncR aadA2, ant(2'')-Ia, blaCTX-M-62, blaGES-24, blaLEN-24, fosA, qacEdelta1, sul1  

STW0522-48 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195888 DRR199693 N/A 139 207 5,118,756 99,510 5,099 Enterobacter kobei N/A ST914 dnaA: 272 fusA: 3 gyrB: 291 leuS: 36 pyrG: 3 rplB: 16 rpoB: 175 N/D Col(IRGK), Col440I, IncFIA(HI1), IncFIB(pECLA), IncFII(Yp), IncFII(pECLA), IncW, RepA aac(6')-Ib, aadA5, blaACT-52, blaGES-5, fosA, mcr-9.1, qacEdelta1, qnrA1, sul1  

STW0522-49 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195889 DRR199694 N/A 84 146 5,808,471 267,842 5,716 Klebsiella pneumoniae N/A ST2212 gapA: 2 infB: 3 mdh: 6 pgi: 1 phoE: 9 rpoB: 7 tonB: 59 KPHS, acrA, acrB, clpV/tssH, cpsACP, dotU/tssL, entA, entB, entC, entD, entE, entF, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fimK, galF, glf, gnd, hcp/tssD, icmF/tssM, impA/tssA, iroE, mrkA, mrkB, mrkC, mrkD, mrkF, mrkH, mrkI, mrkJ, rcsA, rcsB, sciN/tssJ, tle1, tl i1, tssF, tssG, ugd, vasE/tssK, vgrG/tssI, vipA/tssB, vipB/tssC, wbbM, wbbN, wbbO, wzm, wzt, yagZ/ecpA, ybdA Col440I, Col440I, IncFIB(K) blaCTX-M-2, blaSHV-26, fosA5, oqxA9, oqxB12  

STW0522-50 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195890 DRR199695 N/A 149 202 5,203,802 107,810 5,196 Enterobacter kobei N/A ST914 dnaA: 272 fusA: 3 gyrB: 291 leuS: 36 pyrG: 3 rplB: 16 rpoB: 175 N/D Col(IMGS31), Col(IRGK), Col440I, IncFIA(HI1), IncFIB(pECLA), IncFII(Yp), IncFII(pECLA), IncN, IncW, Rep, RepA aac(6')-Ib, aadA5, blaACT-52, blaCTX-M-14, blaGES-5, fosA, fosA3, mcr-9.1, qacEdelta1, qnrA1, sul1  

STW0522-51 Sewage tank W0522 2018-05-22 complete PRJDB9036 SAMD00195891 DRR199696 AP022431 - AP022437 315 7 5,163,318 N/A 5,048 Enterobacter kobei N/A ST770 dnaA: 63 fusA: 3 gyrB: 51 leuS: 35 pyrG: 77 rplB: 27 rpoB: 164 N/D IncFIB(pECLA), IncN3 aadA11, blaACT-28, blaCTX-M-62, blaOXA-2, fosA, qacG2  

STW0522-52 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195892 DRR199697 N/A 98 196 5,084,675 107,810 5,043 Enterobacter kobei N/A ST914 dnaA: 272 fusA: 3 gyrB: 291 leuS: 36 pyrG: 3 rplB: 16 rpoB: 175 N/D Col(IRGK), Col440I, IncFIA(HI1), IncFIB(pECLA), IncFII(Yp), IncFII(pECLA), IncW, RepA aac(6')-Ib, aadA5, blaACT-52, blaGES-5, fosA, mcr-9.1, qacEdelta1, qnrA1, sul1  

STW0522-53 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195893 DRR199698 N/A 119 188 5,159,301 107,810 5,128 Enterobacter kobei N/A ST914 dnaA: 272 fusA: 3 gyrB: 291 leuS: 36 pyrG: 3 rplB: 16 rpoB: 175 N/D Col(IMGS31), Col(IRGK), Col440I, IncFIA(HI1), IncFIB(pECLA), IncFII(Yp), IncFII(pECLA), IncW, RepA aac(6')-Ib, aadA5, blaACT-52, blaGES-5, fosA, mcr-9.1, qacEdelta1, qnrA1, sul1  

STW0522-54 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195894 DRR199699 N/A 93 207 5,244,797 99,021 5,242 Enterobacter kobei N/A ST914 dnaA: 272 fusA: 3 gyrB: 291 leuS: 36 pyrG: 3 rplB: 16 rpoB: 175 N/D Col(IMGS31), Col(IRGK), Col440I, IncFIA(HI1), IncFIB(pECLA), IncFII(Yp), IncFII(pECLA), IncW, RepA aac(6')-Ib, aadA5, blaACT-52, blaGES-5, fosA, mcr-9.1, qacEdelta1, qnrA1, sul1  

STW0522-55 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195895 DRR199700 N/A 149 202 5,175,381 107,810 5,147 Enterobacter kobei N/A ST914 dnaA: 272 fusA: 3 gyrB: 291 leuS: 36 pyrG: 3 rplB: 16 rpoB: 175 N/D Col(IRGK), Col440I, IncFIA(HI1), IncFIB(pECLA), IncFII(Yp), IncFII(pECLA), IncN, IncW, RepA aac(6')-Ib, aadA5, blaACT-52, blaCTX-M-14, blaGES-5, fosA, fosA3, mcr-9.1, qacEdelta1, qnrA1, sul1  

STW0522-56 Sewage tank W0522 2018-05-22 complete PRJDB9036 SAMD00195896 DRR199701 AP022438 - AP022445 477 8 5,671,282 N/A 5,481 Raoultella planticola N/A N/A N/A N/A N/A N/A N/A N/A N/A N/D Col440I, Col440I, Col440I, IncR aadA5, blaORN-1, blaSHV-12, fosA, qacEdelta1, qnrA1, sul1  

STW0522-57 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195897 DRR199702 N/A 45 187 5,129,339 107,810 5,075 Enterobacter kobei N/A ST914 dnaA: 272 fusA: 3 gyrB: 291 leuS: 36 pyrG: 3 rplB: 16 rpoB: 175 N/D Col(IRGK), Col440I, IncFIA(HI1), IncFIB(pECLA), IncFII(Yp), IncFII(pECLA), IncW, RepA aac(6')-Ib, aadA5, blaACT-52, blaGES-5, fosA, mcr-9.1, qacEdelta1, qnrA1, sul1  

STW0522-58 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195898 DRR199703 N/A 94 187 5,065,410 104,023 5,023 Enterobacter kobei N/A ST914 dnaA: 272 fusA: 3 gyrB: 291 leuS: 36 pyrG: 3 rplB: 16 rpoB: 175 N/D Col(IMGS31), Col(IRGK), Col440I, IncFIA(HI1), IncFIB(pECLA), IncFII(Yp), IncFII(pECLA), IncW, RepA aac(6')-Ib, aadA5, blaACT-52, blaGES-5, fosA, mcr-9.1, qacEdelta1, qnrA1, sul1  

STW0522-59 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195899 DRR199704 N/A 116 200 5,145,522 99,518 5,124 Enterobacter kobei N/A ST914 dnaA: 272 fusA: 3 gyrB: 291 leuS: 36 pyrG: 3 rplB: 16 rpoB: 175 N/D Col(IMGS31), Col(IRGK), Col440I, IncFIA(HI1), IncFIB(pECLA), IncFII(Yp), IncFII(pECLA), IncW, Rep, RepA aac(6')-Ib, aadA5, blaACT-52, blaGES-5, fosA, mcr-9.1, qacEdelta1, qnrA1, sul1  

STW0522-60 Sewage tank W0522 2018-05-22 complete PRJDB9036 SAMD00195900 DRR199705 AP022446 - AP022451 409 6 5,412,308 N/A 5,342 Enterobacter kobei N/A ST520 dnaA: 41 fusA: 3 gyrB: 191 leuS: 207 pyrG: 3 rplB: 16 rpoB: 114 manB, manC IncFII(p14), RepA blaACT-28, blaGES-24, fosA, qacEdelta1, sul1  

STW0522-61 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195901 DRR199706 N/A 117 110 5,224,359 213,039 5,058 Enterobacter hormaechei N/A ST133 dnaA: 11 fusA: 4 gyrB: 4 leuS: 13 pyrG: 39 rplB: 4 rpoB: 9 iroB, iroC, iroN Col440I, IncHI2, IncHI2A aadA2, ant(2'')-Ia, blaACT-17, blaCTX-M-9, dfrA16, fosA, mcr-9.1, qnrA1, sul1, tet(A)  

STW0522-62 Sewage tank W0522 2018-05-22 complete PRJDB9036 SAMD00195902 DRR199707 AP022452 - AP022464 550 13 5,244,779 N/A 5,129 Enterobacter kobei N/A new ST dnaA: 63 fusA: 3 gyrB: 58 leuS: ~37 pyrG: 77 rplB: 16 rpoB: ~17 N/D Col(IMGS31), IncFIB(pHCM2) blaACT-51, fosA, mcr-9.1  

STW0522-63 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195903 DRR199708 N/A 82 124 5,100,759 156,573 4,937 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D Col440I, IncFIB(pECLA), IncFII(pECLA) blaCMY-34, qnrB9  

STW0522-64 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195904 DRR199709 N/A 75 100 5,792,972 260,128 5,687 Klebsiella pneumoniae N/A ST34 gapA: 2 infB: 3 mdh: 6 pgi: 1 phoE: 9 rpoB: 7 tonB: 4 KPHS, acrA, acrB, clpV/tssH, cpsACP, dotU/tssL, entA, entB, entC, entD, entE, entF, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fimK, galF, glf, gnd, hcp/tssD, icmF/tssM, impA/tssA, iroE, mrkA, mrkB, mrkC, mrkD, mrkF, mrkH, mrkI, mrkJ, rcsA, rcsB, sciN/tssJ, tle1, tl i1, tssF, tssG, ugd, vasE/tssK, vgrG/tssI, vipA/tssB, vipB/tssC, wbbM, wbbN, wbbO, wzm, wzt, yagZ/ecpA, ybdA Col440I, Col440I, IncFIB(K) blaCTX-M-2, blaSHV-26, fosA5, oqxA9, oqxB12  

STW0522-65 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195905 DRR199710 N/A 44 130 5,177,783 119,922 5,028 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D Col440I, IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STW0522-66 Sewage tank W0522 2018-05-22 complete PRJDB9036 SAMD00195906 DRR199711 AP022465 - AP022472 513 8 5,377,515 N/A 5,179 Enterobacter roggenkampii N/A ST166 dnaA: 36 fusA: 39 gyrB: 71 leuS: 91 pyrG: 49 rplB: 12 rpoB: 37 N/D Col440II, IncFIB(K), IncFII(Yp), IncW blaGES-5, blaMIR-1, fosA, oqxB9, qacEdelta1, sul1  

STW0522-67 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195907 DRR199712 N/A 41 111 5,222,490 213,039 5,052 Enterobacter hormaechei N/A ST133 dnaA: 11 fusA: 4 gyrB: 4 leuS: 13 pyrG: 39 rplB: 4 rpoB: 9 iroB, iroC, iroN Col440I, IncHI2, IncHI2A aadA2, ant(2'')-Ia, blaACT-17, blaCTX-M-9, dfrA16, fosA, mcr-9.1, qnrA1, sul1, tet(A)  

STW0522-68 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195908 DRR199713 N/A 60 103 4,696,037 149,348 4,534 Enterobacter kobei N/A ST520 dnaA: 41 fusA: 3 gyrB: 191 leuS: 207 pyrG: 3 rplB: 16 rpoB: 114 N/D Col440I, IncP6 blaACT-28, fosA  

STW0522-69 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195909 DRR199714 N/A 38 105 5,042,846 156,960 4,858 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D Col440I, IncFIB(pECLA) blaCMY-34, qnrB9  

STW0522-70 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195910 DRR199715 N/A 50 109 5,223,032 199,426 5,049 Enterobacter hormaechei N/A ST133 dnaA: 11 fusA: 4 gyrB: 4 leuS: 13 pyrG: 39 rplB: 4 rpoB: 9 iroB, iroC, iroN Col440I, IncHI2, IncHI2A aadA2, ant(2'')-Ia, blaACT-17, blaCTX-M-9, dfrA16, fosA, mcr-9.1, qnrA1, sul1, tet(A)  

STW0522-71 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195911 DRR199716 N/A 42 59 6,804,326 294,695 6,313 Achromobacter xylosoxidans N/A ST184 nusA: 81 rpoB: 84 eno: 2 gltB: 4 lepA: 59 nuoL: 8 nrdA: 2 N/D N/D blaOXA-114r  

STW0522-72 Sewage tank W0522 2018-05-22 complete PRJDB9036 SAMD00195912 DRR199717 AP022473 - AP022477 454 5 5,862,193 N/A 5,557 Pseudomonas monteil i i N/A N/A N/A N/A N/A N/A N/A N/A N/A N/D N/D aac(6')-Il, blaIMP-11, blaOXA-2, fosI, qacEdelta1, qacG2, sul1  

STW0522-73 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195913 DRR199718 N/A 130 76 4,958,964 128,296 4,576 Stenotrophomonas maltophilia N/A new ST atpD: 100 gapA: ~154 guaA: ~271 mutM: ~102 nuoD: 111 ppsA: 182 recA: ~102 N/D N/D qacEdelta1, sul1  

STW0522-74 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195914 DRR199719 N/A 41 64 6,892,548 203,824 6,408 Achromobacter xylosoxidans N/A ST182 nusA: 6 rpoB: 26 eno: 2 gltB: 4 lepA: 62 nuoL: 4 nrdA: 2 N/D N/D blaAXC-1, blaOXA-114a  

STW0522-75 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195915 DRR199720 N/A 34 65 6,890,630 191,429 6,407 Achromobacter xylosoxidans N/A ST182 nusA: 6 rpoB: 26 eno: 2 gltB: 4 lepA: 62 nuoL: 4 nrdA: 2 N/D N/D blaAXC-1, blaOXA-114a  

STW0522-76 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195916 DRR199721 N/A 55 61 6,700,623 326,033 6,213 Achromobacter xylosoxidans N/A ST182 nusA: 6 rpoB: 26 eno: 2 gltB: 4 lepA: 62 nuoL: 4 nrdA: 2 N/D N/D blaAXC-1, blaOXA-114a  

STW0522-77 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195917 DRR199722 N/A 42 128 5,682,728 105,583 5,384 Pseudomonas monteil i i N/A N/A N/A N/A N/A N/A N/A N/A N/A N/D N/D aac(6')-Il, blaIMP-11, blaOXA-2, fosI, qacEdelta1, qacG2, sul1  

STW0522-78 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195918 DRR199723 N/A 29 142 5,677,738 85,353 5,377 Pseudomonas monteil i i N/A N/A N/A N/A N/A N/A N/A N/A N/A N/D N/D aac(6')-Il, blaIMP-11, blaOXA-2, qacEdelta1, qacG2, sul1  

STW0522-79 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195919 DRR199724 N/A 29 73 6,801,817 179,501 6,314 Achromobacter xylosoxidans N/A ST184 nusA: 81 rpoB: 84 eno: 2 gltB: 4 lepA: 59 nuoL: 8 nrdA: 2 N/D N/D blaOXA-114r  

STW0522-80 Sewage tank W0522 2018-05-22 draft PRJDB9036 SAMD00195920 DRR199725 N/A 50 206 5,257,759 97,753 5,229 Enterobacter kobei N/A ST914 dnaA: 272 fusA: 3 gyrB: 291 leuS: 36 pyrG: 3 rplB: 16 rpoB: 175 N/D Col(IRGK), Col440I, IncFIA(HI1), IncFIB(pECLA), IncFII(Yp), IncFII(pECLA), IncN, IncW, RepA aac(6')-Ib, aadA5, blaACT-52, blaCTX-M-14, blaGES-5, fosA, fosA3, mcr-9.1, qacEdelta1, qnrA1, sul1  

STN0717-01 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195921 DRR199726 N/A 56 104 5,091,338 211,796 4,809 Escherichia coli O15:H1 ST393 adk: 18 fumC: 106 gyrB: 17 icd: 6 mdh: 5 purA: 5 recA: 4 aslA, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL1, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gad, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iha, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, lpfA, ompA, papB, papC, papD, papF,
papG, papH, papI, papJ, papK, papX, sat, shuA, shuS, shuT, shuX, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX

Col(MG828), IncFIA, IncFIB(pB171) aadA5, aph(3'')-Ib, aph(6)-Id, blaCTX-M-27, blaEC-8, dfrA17, mdf(A), mph(A), qacEdelta1, sul1, sul2, tet(A)  

STN0717-02 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195922 DRR199727 N/A 65 121 5,090,636 165,935 4,815 Escherichia coli O15:H1 ST393 adk: 18 fumC: 106 gyrB: 17 icd: 6 mdh: 5 purA: 5 recA: 4 aslA, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL1, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gad, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iha, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, lpfA, ompA, papB, papC, papD, papF,
papG, papH, papI, papJ, papK, papX, sat, shuA, shuS, shuT, shuX, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX

Col(MG828), IncFIA, IncFIB(pB171) aadA5, aph(3'')-Ib, aph(6)-Id, blaCTX-M-27, blaEC-8, dfrA17, mdf(A), mph(A), qacEdelta1, sul1, sul2, tet(A)  

STN0717-03 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195923 DRR199728 N/A 70 114 5,090,176 165,917 4,813 Escherichia coli O15:H1 ST393 adk: 18 fumC: 106 gyrB: 17 icd: 6 mdh: 5 purA: 5 recA: 4 aslA, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL1, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gad, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iha, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, lpfA, ompA, papB, papC, papD, papF,
papG, papH, papI, papJ, papK, papX, sat, shuA, shuS, shuT, shuX, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX

Col(MG828), IncFIA, IncFIB(pB171) aadA5, aph(3'')-Ib, aph(6)-Id, blaCTX-M-27, blaEC-8, dfrA17, mdf(A), mph(A), qacEdelta1, sul1, sul2, tet(A)  

STN0717-04 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195924 DRR199729 N/A 54 117 5,089,877 157,295 4,810 Escherichia coli O15:H1 ST393 adk: 18 fumC: 106 gyrB: 17 icd: 6 mdh: 5 purA: 5 recA: 4 aslA, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL1, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iha, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, lpfA, ompA, papB, papC, papD, papF, papG,
papH, papI, papJ, papK, papX, sat, shuA, shuS, shuT, shuX, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX

Col(MG828), IncFIA, IncFIB(pB171) aadA5, aph(3'')-Ib, aph(6)-Id, blaCTX-M-27, blaEC-8, dfrA17, mdf(A), mph(A), qacEdelta1, sul1, sul2, tet(A)  

STN0717-05 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195925 DRR199730 N/A 75 115 5,089,524 157,189 4,811 Escherichia coli O15:H1 ST393 adk: 18 fumC: 106 gyrB: 17 icd: 6 mdh: 5 purA: 5 recA: 4 aslA, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL1, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gad, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iha, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, lpfA, ompA, papB, papC, papD, papF,
papG, papH, papI, papJ, papK, papX, sat, shuA, shuS, shuT, shuX, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX

Col(MG828), IncFIA, IncFIB(pB171) aadA5, aph(3'')-Ib, aph(6)-Id, blaCTX-M-27, blaEC-8, dfrA17, mdf(A), mph(A), qacEdelta1, sul1, sul2, tet(A)  

STN0717-06 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195926 DRR199731 N/A 68 112 5,091,861 140,831 4,810 Escherichia coli O15:H1 ST393 adk: 18 fumC: 106 gyrB: 17 icd: 6 mdh: 5 purA: 5 recA: 4 aslA, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL1, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gad, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iha, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, lpfA, ompA, papB, papC, papD, papF,
papG, papH, papI, papJ, papK, papX, sat, shuA, shuS, shuT, shuX, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX

Col(MG828), IncFIA, IncFIB(pB171) aadA5, aph(3'')-Ib, aph(6)-Id, blaCTX-M-27, blaEC-8, dfrA17, mdf(A), mph(A), qacEdelta1, sul1, sul2, tet(A)  

STN0717-07 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195927 DRR199732 N/A 66 120 5,090,014 182,534 4,816 Escherichia coli O15:H1 ST393 adk: 18 fumC: 106 gyrB: 17 icd: 6 mdh: 5 purA: 5 recA: 4 aslA, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL1, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gad, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iha, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, lpfA, ompA, papB, papC, papD, papF,
papG, papH, papI, papJ, papK, papX, sat, shuA, shuS, shuT, shuX, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX

Col(MG828), IncFIA, IncFIB(pB171) aadA5, aph(3'')-Ib, aph(6)-Id, blaCTX-M-27, blaEC-8, dfrA17, mdf(A), mph(A), qacEdelta1, sul1, sul2, tet(A)  

STN0717-08 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195928 DRR199733 N/A 53 123 5,087,991 140,831 4,814 Escherichia coli O15:H1 ST393 adk: 18 fumC: 106 gyrB: 17 icd: 6 mdh: 5 purA: 5 recA: 4 aslA, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL1, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iha, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, lpfA, ompA, papB, papC, papD, papF, papG,
papH, papI, papJ, papK, papX, sat, shuA, shuS, shuT, shuX, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX

Col(MG828), IncFIA, IncFIB(pB171) aadA5, aph(3'')-Ib, aph(6)-Id, blaCTX-M-27, blaEC-8, dfrA17, mdf(A), mph(A), qacEdelta1, sul1, sul2, tet(A)  

STN0717-09 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195929 DRR199734 N/A 89 113 5,091,961 157,721 4,814 Escherichia coli O15:H1 ST393 adk: 18 fumC: 106 gyrB: 17 icd: 6 mdh: 5 purA: 5 recA: 4 aslA, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL1, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gad, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iha, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, lpfA, ompA, papB, papC, papD, papF,
papG, papH, papI, papJ, papK, papX, sat, shuA, shuS, shuT, shuX, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX

Col(MG828), IncFIA, IncFIB(pB171) aadA5, aph(3'')-Ib, aph(6)-Id, blaCTX-M-27, blaEC-8, dfrA17, mdf(A), mph(A), qacEdelta1, sul1, sul2, tet(A)  

STN0717-10 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195930 DRR199735 N/A 113 121 5,090,408 151,720 4,810 Escherichia coli O15:H1 ST393 adk: 18 fumC: 106 gyrB: 17 icd: 6 mdh: 5 purA: 5 recA: 4 aslA, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL1, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iha, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, lpfA, ompA, papB, papC, papD, papF, papG,
papH, papI, papJ, papK, papX, sat, shuA, shuS, shuT, shuX, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX

Col(MG828), IncFIA, IncFIB(pB171) aadA5, aph(3'')-Ib, aph(6)-Id, blaCTX-M-27, blaEC-8, dfrA17, mdf(A), mph(A), qacEdelta1, sul1, sul2, tet(A)  

STN0717-11 Sewage tank N0717 2018-07-17 complete PRJDB9036 SAMD00195931 DRR199736 AP022478 - AP022481 453 4 5,172,464 N/A 4,848 Escherichia coli O15:H1 ST393 adk: 18 fumC: 106 gyrB: 17 icd: 6 mdh: 5 purA: 5 recA: 4 aslA, chuA, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL1, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gad, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iha, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, lpfA, ompA, papB, papC, papD, papF,
papG, papH, papI, papJ, papK, papX, sat, shuA, shuS, shuT, shuX, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX

IncFIA, IncFIB(pB171) aadA5, aph(3'')-Ib, aph(6)-Id, blaCTX-M-27, blaEC-8, dfrA17, mdf(A), mph(A), qacEdelta1, sul1, sul2, tet(A)  

STN0717-12 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195932 DRR199737 N/A 458 10 5,336,129 1,587,092 5,117 Escherichia coli O86:H18 ST38 adk: 4 fumC: 26 gyrB: 2 icd: 25 mdh: 5 purA: 5 recA: 19 aslA, chuS, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimB, fimC, fimE, fimF, fimG, fimH, fimI, fyuA, gad, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, irp1, irp2, iss, ompA, shuA, shuT, shuX, yagV/ecpE, yagX/ecpC, yagY/ecpB, yagZ/ecpA, ybtA, ybtE,
ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX

IncFII(pHN7A8), p0111 aph(3'')-Ib, aph(6)-Id, blaCTX-M-55, blaEC-8, fosA3, mdf(A), sul2  

STN0717-13 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195933 DRR199738 N/A 254 223 5,085,312 55,768 4,953 Escherichia coli O86:H18 ST38 adk: 4 fumC: 26 gyrB: 2 icd: 25 mdh: 5 purA: 5 recA: 19 aslA, chuS, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimB, fimC, fimE, fimF, fimG, fimH, fimI, fyuA, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, irp1, irp2, iss, ompA, shuA, shuT, shuX, yagV/ecpE, yagX/ecpC, yagY/ecpB, yagZ/ecpA, ybtA, ybtE, ybtP,
ybtQ, ybtS, ybtT, ybtU, ybtX

IncFII(pHN7A8), p0111 aph(3'')-Ib, aph(6)-Id, blaCTX-M-55, blaEC-8, fosA3, mdf(A), sul2  

STN0717-14 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195934 DRR199739 N/A 46 128 5,086,478 140,831 4,815 Escherichia coli O15:H1 ST393 adk: 18 fumC: 106 gyrB: 17 icd: 6 mdh: 5 purA: 5 recA: 4 aslA, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL1, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gad, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iha, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, lpfA, ompA, papB, papC, papD, papF,
papG, papH, papI, papJ, papK, papX, sat, shuA, shuS, shuT, shuX, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX

Col(MG828), IncFIA, IncFIB(pB171) aadA5, aph(3'')-Ib, aph(6)-Id, blaCTX-M-27, blaEC-8, dfrA17, mdf(A), mph(A), qacEdelta1, sul1, sul2, tet(A)  

STN0717-15 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195935 DRR199740 N/A 199 118 5,091,622 151,723 4,816 Escherichia coli O15:H1 ST393 adk: 18 fumC: 106 gyrB: 17 icd: 6 mdh: 5 purA: 5 recA: 4 aslA, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL1, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gad, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iha, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, lpfA, ompA, papB, papC, papD, papF,
papG, papH, papI, papJ, papK, papX, sat, shuA, shuS, shuT, shuX, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX

Col(MG828), IncFIA, IncFIB(pB171) aadA5, aph(3'')-Ib, aph(6)-Id, blaCTX-M-27, blaEC-8, dfrA17, mdf(A), mph(A), qacEdelta1, sul1, sul2, tet(A)  

STN0717-17 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195936 DRR199741 N/A 96 229 5,085,320 55,768 4,947 Escherichia coli O86:H18 ST38 adk: 4 fumC: 26 gyrB: 2 icd: 25 mdh: 5 purA: 5 recA: 19 aslA, chuS, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimB, fimC, fimE, fimF, fimG, fimH, fimI, fyuA, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, irp1, irp2, iss, ompA, shuA, shuT, shuX, yagV/ecpE, yagX/ecpC, yagY/ecpB, yagZ/ecpA, ybtA, ybtE, ybtP,
ybtQ, ybtS, ybtT, ybtU, ybtX

IncFII(pHN7A8), p0111 aph(3'')-Ib, aph(6)-Id, blaCTX-M-55, blaEC-8, fosA3, mdf(A), sul2  

STN0717-18 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195937 DRR199742 N/A 181 223 5,087,423 54,129 4,956 Escherichia coli O86:H18 ST38 adk: 4 fumC: 26 gyrB: 2 icd: 25 mdh: 5 purA: 5 recA: 19 aslA, chuS, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimB, fimC, fimE, fimF, fimG, fimH, fimI, fyuA, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, irp1, irp2, iss, ompA, shuA, shuT, shuX, yagV/ecpE, yagX/ecpC, yagY/ecpB, yagZ/ecpA, ybtA, ybtE, ybtP,
ybtQ, ybtS, ybtT, ybtU, ybtX

IncFII(pHN7A8), p0111 aph(3'')-Ib, aph(6)-Id, blaCTX-M-55, blaEC-8, fosA3, mdf(A), sul2  

STN0717-19 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195938 DRR199743 N/A 56 118 5,088,088 165,927 4,810 Escherichia coli O15:H1 ST393 adk: 18 fumC: 106 gyrB: 17 icd: 6 mdh: 5 purA: 5 recA: 4 aslA, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL1, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gad, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iha, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, lpfA, ompA, papB, papC, papD, papF,
papG, papH, papI, papJ, papK, papX, sat, shuA, shuS, shuT, shuX, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX

Col(MG828), IncFIA, IncFIB(pB171) aadA5, aph(3'')-Ib, aph(6)-Id, blaCTX-M-27, blaEC-8, dfrA17, mdf(A), mph(A), qacEdelta1, sul1, sul2, tet(A)  

STN0717-20 Sewage tank N0717 2018-07-17 complete PRJDB9036 SAMD00195939 DRR199744 AP022482 - AP022485 272 4 4,987,264 N/A 4,787 Escherichia coli O8:H10 ST9586 adk: 6 fumC: 4 gyrB: 4 icd: 16 mdh: 24 purA: 13 recA: 14 cpsACP, entB, entC, entD, entE, entF, entS, espL1, espX1, espX4, espX5, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fyuA, gad, galF, gnd, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iroB, iroC, iroD, iroE, iroN, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, lpfA, manB, manC, ompA, ugd, wcaG, yagV/ecpE, yagW/ecpD, yagX/ecpC, yagY/ecpB, yagZ/ecpA, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU,
ybtX, ykgK/ecpR

IncFIA, IncFIB(AP001918), IncI2 aac(3)-IId, blaCTX-M-55, blaEC-18, mdf(A), qnrS1, tet(A)  

STN0717-21 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195940 DRR199745 N/A 126 230 5,085,791 52,013 4,951 Escherichia coli O86:H18 ST38 adk: 4 fumC: 26 gyrB: 2 icd: 25 mdh: 5 purA: 5 recA: 19 aslA, chuS, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimB, fimC, fimE, fimF, fimG, fimH, fimI, fyuA, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, irp1, irp2, iss, ompA, shuA, shuT, shuX, yagV/ecpE, yagX/ecpC, yagY/ecpB, yagZ/ecpA, ybtA, ybtE, ybtP,
ybtQ, ybtS, ybtT, ybtU, ybtX

IncFII(pHN7A8), p0111 aph(3'')-Ib, aph(6)-Id, blaCTX-M-55, blaEC-8, fosA3, mdf(A), sul2  

STN0717-22 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195941 DRR199746 N/A 57 127 5,151,804 118,175 4,997 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-23 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195942 DRR199747 N/A 110 181 5,161,408 75,753 5,019 Citrobacter portucalensis N/A ST143 aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: 47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIA(HI1) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-34, blaGES-24, mph(A), qnrB9  

STN0717-24 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195943 DRR199748 N/A 113 180 5,158,300 76,232 5,012 Citrobacter portucalensis N/A ST143 aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: 47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIA(HI1) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-34, blaGES-24, mph(A), qnrB9  

STN0717-25 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195944 DRR199749 N/A 227 126 5,190,250 151,039 5,057 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-26 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195945 DRR199750 N/A 227 125 5,151,256 136,430 5,000 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-27 Sewage tank N0717 2018-07-17 complete PRJDB9036 SAMD00195946 DRR199751 AP022486 - AP022493 734 8 5,302,483 N/A 5,162 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-28 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195947 DRR199752 N/A 251 127 5,189,557 136,430 5,058 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-29 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195948 DRR199753 N/A 403 185 5,160,051 75,753 5,023 Citrobacter portucalensis N/A ST143 aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: 47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIA(HI1) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-34, blaGES-24, mph(A), qnrB9  

STN0717-30 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195949 DRR199754 N/A 207 127 5,152,753 151,039 4,999 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-31 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195950 DRR199755 N/A 261 183 5,164,437 75,268 5,025 Citrobacter portucalensis N/A ST143 aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: 47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIA(HI1) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-34, blaGES-24, mph(A), qnrB9  

STN0717-32 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195951 DRR199756 N/A 197 173 5,164,288 76,240 5,024 Citrobacter portucalensis N/A ST143 aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: 47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIA(HI1) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-34, blaGES-24, mph(A), qnrB9  

STN0717-33 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195952 DRR199757 N/A 54 122 5,163,519 126,828 5,028 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-34 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195953 DRR199758 N/A 72 182 5,161,510 75,753 5,014 Citrobacter portucalensis N/A ST143 aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: 47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIA(HI1) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-34, blaGES-24, mph(A), qnrB9  

STN0717-35 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195954 DRR199759 N/A 74 176 5,162,568 75,753 5,016 Citrobacter portucalensis N/A ST143 aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: 47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIA(HI1) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-34, blaGES-24, mph(A), qnrB9  

STN0717-36 Sewage tank N0717 2018-07-17 complete PRJDB9036 SAMD00195955 DRR199760 AP022494 - AP022497 319 4 5,372,530 N/A 5,196 Citrobacter portucalensis N/A ST143 aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: 47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIA(HI1) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-34, blaGES-24, mph(A), qnrB9  

STN0717-37 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195956 DRR199761 N/A 81 124 5,195,097 138,278 5,065 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-38 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195957 DRR199762 N/A 65 129 5,188,292 151,035 5,060 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-39 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195958 DRR199763 N/A 92 123 5,190,613 136,430 5,057 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-40 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195959 DRR199764 N/A 82 125 5,190,507 151,039 5,063 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-41 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195960 DRR199765 N/A 44 129 5,192,008 137,285 5,055 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-42 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195961 DRR199766 N/A 70 122 5,193,500 126,273 5,063 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-43 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195962 DRR199767 N/A 73 121 5,149,575 151,039 5,007 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-44 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195963 DRR199768 N/A 69 125 5,192,467 136,430 5,059 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-45 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195964 DRR199769 N/A 64 127 5,189,632 136,430 5,060 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-46 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195965 DRR199770 N/A 69 124 5,195,292 135,970 5,057 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-47 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195966 DRR199771 N/A 57 131 5,188,586 126,714 5,052 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-48 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195967 DRR199772 N/A 103 123 5,181,743 136,430 5,049 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-49 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195968 DRR199773 N/A 43 131 5,193,750 136,430 5,060 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-50 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195969 DRR199774 N/A 67 120 5,189,869 151,039 5,056 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-51 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195970 DRR199775 N/A 59 119 5,189,981 136,430 5,050 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-52 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195971 DRR199776 N/A 75 123 5,149,767 151,042 5,002 Citrobacter portucalensis N/A new ST aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: ~47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(pECLA), IncFII(pECLA) aadA2, aph(3'')-Ib, aph(6)-Id, blaCMY-34, qnrB9  

STN0717-53 Sewage tank N0717 2018-07-17 complete PRJDB9036 SAMD00195972 DRR199777 AP022498 - AP022507 315 10 5,400,778 N/A 5,287 Enterobacter kobei N/A ST99 dnaA: 41 fusA: 3 gyrB: 60 leuS: 60 pyrG: 63 rplB: 16 rpoB: 3 N/D Col(IRGK), IncFIB(pENTAS01), RepA aadA5, blaACT-51, blaSHV-12, fosA, qacEdelta1, qnrA1, sul1  

STN0717-54 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195973 DRR199778 N/A 35 68 4,791,460 168,504 4,569 Enterobacter cloacae N/A ST50 dnaA: 4 fusA: 4 gyrB: 4 leuS: 6 pyrG: 37 rplB: 4 rpoB: 25 iroB, iroC, iroN N/D blaACT-15, fosA  

STN0717-55 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195974 DRR199779 N/A 40 36 4,584,235 266,837 4,296 Enterobacter bugandensis N/A ST1052 dnaA: 288 fusA: 18 gyrB: 323 leuS: 142 pyrG: 126 rplB: 8 rpoB: 29 hcp/tssD N/D blaACT-49, fosA  

STN0717-56 Sewage tank N0717 2018-07-17 complete PRJDB9036 SAMD00195975 DRR199780 AP022508 320 1 4,635,750 N/A 4,339 Enterobacter bugandensis N/A ST1052 dnaA: 288 fusA: 18 gyrB: 323 leuS: 142 pyrG: 126 rplB: 8 rpoB: 29 hcp/tssD N/D blaACT-49, fosA  

STN0717-57 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195976 DRR199781 N/A 329 40 4,585,457 266,855 4,305 Enterobacter bugandensis N/A ST1052 dnaA: 288 fusA: 18 gyrB: 323 leuS: 142 pyrG: 126 rplB: 8 rpoB: 29 hcp/tssD N/D blaACT-49, fosA  

STN0717-58 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195977 DRR199782 N/A 72 35 4,586,584 266,818 4,301 Enterobacter bugandensis N/A ST1052 dnaA: 288 fusA: 18 gyrB: 323 leuS: 142 pyrG: 126 rplB: 8 rpoB: 29 hcp/tssD N/D blaACT-49, fosA  

STN0717-60 Sewage tank N0717 2018-07-17 complete PRJDB9036 SAMD00195978 DRR199783 AP022509 301 1 4,853,939 N/A 4,632 Enterobacter cloacae N/A ST50 dnaA: 4 fusA: 4 gyrB: 4 leuS: 6 pyrG: 37 rplB: 4 rpoB: 25 iroB, iroC, iroN N/D blaACT-15, fosA  

STN0717-61 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195979 DRR199784 N/A 237 106 5,283,340 160,454 5,187 Enterobacter kobei N/A ST99 dnaA: 41 fusA: 3 gyrB: 60 leuS: 60 pyrG: 63 rplB: 16 rpoB: 3 N/D Col(IRGK), IncFIB(pENTAS01), RepA aadA5, blaACT-51, blaSHV-12, fosA, qnrA1, sul1  

STN0717-62 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195980 DRR199785 N/A 60 37 4,585,857 249,576 4,298 Enterobacter bugandensis N/A ST1052 dnaA: 288 fusA: 18 gyrB: 323 leuS: 142 pyrG: 126 rplB: 8 rpoB: 29 hcp/tssD N/D blaACT-49, fosA  

STN0717-63 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195981 DRR199786 N/A 100 36 4,586,189 321,200 4,299 Enterobacter bugandensis N/A ST1052 dnaA: 288 fusA: 18 gyrB: 323 leuS: 142 pyrG: 126 rplB: 8 rpoB: 29 hcp/tssD N/D blaACT-49, fosA  

STN0717-64 Sewage tank N0717 2018-07-17 complete PRJDB9036 SAMD00195982 DRR199787 AP022510 - AP022512 320 3 5,274,269 N/A 5,054 Enterobacter hormaechei N/A ST133 dnaA: 11 fusA: 4 gyrB: 4 leuS: 13 pyrG: 39 rplB: 4 rpoB: 9 iroB, iroC, iroN Col440I, IncHI2, IncHI2A aadA2, ant(2'')-Ia, blaACT-17, blaCTX-M-9, catA1, dfrA16, fosA, mcr-9.1, qacEdelta1, qnrA1, sul1, tet(A)  

STN0717-65 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195983 DRR199788 N/A 93 32 4,586,736 272,085 4,299 Enterobacter bugandensis N/A ST1052 dnaA: 288 fusA: 18 gyrB: 323 leuS: 142 pyrG: 126 rplB: 8 rpoB: 29 hcp/tssD N/D blaACT-49, fosA  

STN0717-66 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195984 DRR199789 N/A 114 30 4,586,867 308,685 4,301 Enterobacter bugandensis N/A ST1052 dnaA: 288 fusA: 18 gyrB: 323 leuS: 142 pyrG: 126 rplB: 8 rpoB: 29 hcp/tssD N/D blaACT-49, fosA  

STN0717-67 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195985 DRR199790 N/A 65 38 4,586,144 249,579 4,296 Enterobacter bugandensis N/A ST1052 dnaA: 288 fusA: 18 gyrB: 323 leuS: 142 pyrG: 126 rplB: 8 rpoB: 29 hcp/tssD N/D blaACT-49, fosA  

STN0717-68 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195986 DRR199791 N/A 91 54 5,070,166 312,735 4,788 Klebsiella aerogenes N/A ST135 dnaA: 22 fusA: 17 gyrB: 30 leuS: 26 pryG: 3 rplB: 1 rpoB: 10 entA, entB, entE, iroN N/D ampC, fosA  

STN0717-69 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195987 DRR199792 N/A 314 172 5,165,634 79,117 5,028 Citrobacter portucalensis N/A ST143 aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: 47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIA(HI1) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-34, blaGES-24, mph(A), qnrB9  

STN0717-70 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195988 DRR199793 N/A 407 171 5,160,367 78,682 5,021 Citrobacter portucalensis N/A ST143 aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: 47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIA(HI1) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-34, blaGES-24, mph(A), qnrB9  

STN0717-71 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195989 DRR199794 N/A 606 174 5,159,744 75,753 5,022 Citrobacter portucalensis N/A ST143 aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: 47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIA(HI1) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-34, blaGES-24, mph(A), qnrB9  

STN0717-72 Sewage tank N0717 2018-07-17 complete PRJDB9036 SAMD00195990 DRR199795 AP022513 - AP022518 877 6 5,405,390 N/A 5,249 Citrobacter portucalensis N/A ST143 aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: 47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIB(K) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-125, blaGES-24, mph(A), qnrB9  

STN0717-73 Sewage tank N0717 2018-07-17 complete PRJDB9036 SAMD00195991 DRR199796 AP022519 - AP022524 236 6 5,332,357 N/A 5,128 Enterobacter cloacae N/A ST484 dnaA: 26 fusA: 14 gyrB: 143 leuS: 191 pyrG: 61 rplB: 11 rpoB: 89 astA IncFIB(pECLA), IncFII(pECLA), IncHI2, IncHI2A aadA2, ant(2'')-Ia, blaACT-8, blaSHV-12, catA1, dfrA16, fosA, mcr-9.1, oqxB20, qacEdelta1, qnrA1, sul1, tet(A)  

STN0717-74 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195992 DRR199797 N/A 45 36 4,585,648 266,837 4,298 Enterobacter bugandensis N/A ST1052 dnaA: 288 fusA: 18 gyrB: 323 leuS: 142 pyrG: 126 rplB: 8 rpoB: 29 hcp/tssD N/D blaACT-49, fosA  

STN0717-75 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195993 DRR199798 N/A 32 35 4,584,704 308,685 4,298 Enterobacter bugandensis N/A ST1052 dnaA: 288 fusA: 18 gyrB: 323 leuS: 142 pyrG: 126 rplB: 8 rpoB: 29 hcp/tssD N/D blaACT-49, fosA  

STN0717-76 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195994 DRR199799 N/A 65 31 4,587,691 324,926 4,303 Enterobacter bugandensis N/A ST1052 dnaA: 288 fusA: 18 gyrB: 323 leuS: 142 pyrG: 126 rplB: 8 rpoB: 29 hcp/tssD N/D blaACT-49, fosA  

STN0717-77 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195995 DRR199800 N/A 172 176 5,165,727 79,117 5,032 Citrobacter portucalensis N/A ST143 aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: 47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIA(HI1) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-34, blaGES-24, mph(A), qnrB9  

STN0717-78 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195996 DRR199801 N/A 184 175 5,165,247 76,254 5,028 Citrobacter portucalensis N/A ST143 aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: 47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIA(HI1) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-34, blaGES-24, mph(A), qnrB9  

STN0717-79 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195997 DRR199802 N/A 126 175 5,164,119 77,373 5,022 Citrobacter portucalensis N/A ST143 aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: 47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIA(HI1) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-34, blaGES-24, mph(A), qnrB9  

STN0717-80 Sewage tank N0717 2018-07-17 draft PRJDB9036 SAMD00195998 DRR199803 N/A 202 173 5,165,472 78,682 5,029 Citrobacter portucalensis N/A ST143 aspC: 9 clpX: 11 fadD: 85 mdh: 11 arcA: 47 dnaG: 8 lysP: 68 N/D IncA/C2, IncFIA(HI1) aadA2, aph(3'')-Ib, aph(3')-Ia, aph(6)-Id, blaCMY-34, blaGES-24, mph(A), qnrB9  

THO-001 Clinically Isolate 2018-05-15 draft PRJDB9036 SAMD00195999 DRR199804 N/A 246 107 5,021,301 183,459 4,811 Escherichia coli O25:H4 ST131 adk: 53 fumC: 40 gyrB: 47 icd: 13 mdh: 36 purA: 28 recA: 29 aslA, chuA, chuS, chuT, chuU, chuV, chuW, chuX, chuY, entB, entC, entE, entF, entS, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iha, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, ompA, papB, papI, papX, sat, yagV/ecpE, yagW/ecpD, yagX/ecpC, yagY/ecpB, yagZ/ecpA, ybtA, ybtE, ybtP,
ybtQ, ybtS, ybtT, ybtU, ybtX, ykgK/ecpR

Col(MG828), IncFIA, IncFIB(AP001918), IncFII(pRSB107) aadA5, blaCTX-M-27, blaEC-5, mdf(A), qacEdelta1, sul1  

THO-002 Clinically Isolate 2018-05-14 draft PRJDB9036 SAMD00196000 DRR199805 N/A 460 5 5,197,789 4,180,283 4,850 Escherichia coli O86:H18 ST38 adk: 4 fumC: 26 gyrB: 2 icd: 25 mdh: 5 purA: 5 recA: 19 aslA, chuS, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL1, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gad, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iroD, iroE, irp1, irp2, kpsD, kpsM, ompA, papB, papI, shuA, shuT, shuX, yagV/ecpE,
yagW/ecpD, yagX/ecpC, yagY/ecpB, yagZ/ecpA, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX, ykgK/ecpR

N/D aadA2, aph(3'')-Ib, aph(6)-Id, blaCTX-M-14, blaEC-8, dfrA12, floR, mdf(A), mph(A), qacEdelta1, sul1, sul2, tet(A)  

THO-003 Clinically Isolate 2018-05-09 complete PRJDB9036 SAMD00196001 DRR199806 AP022525, AP022526 456 2 5,379,055 N/A 5,215 Escherichia coli O25:H4 ST131 adk: 53 fumC: 40 gyrB: 47 icd: 13 mdh: 36 purA: 28 recA: 29 aslA, chuA, chuS, chuT, chuU, chuV, chuW, chuX, chuY, cnf1, entB, entC, entE, entF, entS, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gad, gspL, gspM, hlyA, hlyB, hlyC, hlyD, iha, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, ompA, papB, papC, papD, papF, papG, papH, papI, papJ, papK, papX, sat, yagV/ecpE, yagW/ecpD, yagX/ecpC, yagY/ecpB,
yagZ/ecpA, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX, ykgK/ecpR

IncFIA, IncN aac(3)-IIa, aac(6')-Ib-cr, blaCTX-M-15, blaEC-5, blaOXA-1, mdf(A)  

THO-004 Clinically Isolate 2018-05-18 complete PRJDB9036 SAMD00196002 DRR199807 AP022527 - AP022532 332 6 5,455,881 N/A 5,162 Klebsiella pneumoniae N/A ST20 gapA: 2 infB: 3 mdh: 1 pgi: 1 phoE: 4 rpoB: 4 tonB: 4 acrA, acrB, clpV/tssH, cpsACP, dotU/tssL, entA, entB, entC, entD, entE, entF, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fimK, galF, glf, gnd, hcp/tssD, impA/tssA, iroE, manB, manC, mrkA, mrkB, mrkC, mrkD, mrkF, rcsA, rcsB, sciN/tssJ, tssF, tssG, ugd, vasE/tssK, vgrG/tssI, vipA/tssB, vipB/tssC, wbbM, wbbN, wbbO, wzm, wzt, ybdA IncFIB(K), IncN3 blaCTX-M-14, blaSHV-78, fosA, oqxA, oqxB32  

THO-005 Clinically Isolate 2018-06-04 draft PRJDB9036 SAMD00196003 DRR199808 N/A 219 128 5,213,080 186,725 5,087 Escherichia coli O25:H4 ST131 adk: 53 fumC: 40 gyrB: 47 icd: 13 mdh: 36 purA: 28 recA: 29 aslA, chuA, chuS, chuT, chuU, chuV, chuW, chuX, chuY, cnf1, entB, entC, entE, entF, entS, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gspL, gspM, hlyA, hlyB, hlyC, hlyD, irp1, irp2, iss, iutA, kpsM, ompA, papB, papC, papD, papF, papG, papH, papI, papJ, papK, papX, yagV/ecpE, yagW/ecpD, yagX/ecpC, yagY/ecpB, yagZ/ecpA, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT,
ybtU, ybtX, ykgK/ecpR

IncFIA, IncFIB(AP001918) aac(3)-IIa, aac(6')-Ib-cr, aadA5, blaCTX-M-15, blaEC-5, blaOXA-1, dfrA17, mdf(A), mph(A), qacEdelta1, sul1, tet(A)  

THO-006 Clinically Isolate 2018-06-04 complete PRJDB9036 SAMD00196004 DRR199809 AP022533 - AP022535 366 3 5,265,682 N/A 5,005 Escherichia coli O6:H1 ST73 adk: 36 fumC: 24 gyrB: 9 icd: 13 mdh: 17 purA: 11 recA: 25 aslA, chuA, chuS, chuT, chuU, chuV, chuW, chuX, chuY, clbA, clbB, clbC, clbD, clbE, clbF, clbG, clbH, clbI, clbJ, clbK, clbL, clbM, clbN, clbO, clbP, clbQ, clbS, entB, entC, entD, entE, entF, entS, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gad, gspL, gspM, hlyA, hlyB, hlyC, hlyD, iha, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, ompA, papA, papB, papC,
papD, papF, papG, papH, papI, papJ, papK, papX, pic, sat, set1A, set1B, tcpC, vat, yagV/ecpE, yagW/ecpD, yagX/ecpC, yagY/ecpB, yagZ/ecpA, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX, ykgK/ecpR

IncFIA, IncFIB(AP001918), IncFII(pRSB107) aadA5, aph(3'')-Ib, aph(6)-Id, blaCTX-M-27, blaEC-5, dfrA17, mdf(A), mph(A), qacEdelta1, sul1, sul2, tet(A)  

THO-007 Clinically Isolate 2018-06-06 draft PRJDB9036 SAMD00196005 DRR199810 N/A 144 104 5,136,668 137,267 4,900 Escherichia coli O86:H18 ST38 adk: 4 fumC: 26 gyrB: 2 icd: 25 mdh: 5 purA: 5 recA: 19 aslA, chuS, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL1, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, irp1, irp2, iss, kpsD, kpsM, ompA, papX, shuA, shuT, shuX, yagV/ecpE, yagW/ecpD, yagX/ecpC,
yagY/ecpB, yagZ/ecpA, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX, ykgK/ecpR

Col156, IncFII, IncI1 aadA2, blaCTX-M-14, blaEC-8, dfrA12, mdf(A), mph(A), qacEdelta1, sul1  

THO-008 Clinically Isolate 2018-06-07 complete PRJDB9036 SAMD00196006 DRR199811 AP022536 - AP022539 431 4 5,231,583 N/A 4,924 Escherichia coli O15:H1 ST393 adk: 18 fumC: 106 gyrB: 17 icd: 6 mdh: 5 purA: 5 recA: 4 aslA, chuA, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL1, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gad, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iha, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, lpfA, ompA, papB, papC, papD, papF,
papG, papH, papI, papJ, papK, papX, sat, shuA, shuS, shuT, shuX, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX

IncFIA, IncFIB(pB171) aadA5, aph(3'')-Ib, aph(6)-Id, blaCTX-M-27, blaEC-8, dfrA17, mdf(A), mph(A), qacEdelta1, sul1, sul2, tet(A)  

THO-009 Clinically Isolate 2018-07-02 draft PRJDB9036 SAMD00196007 DRR199812 N/A 123 131 5,237,835 172,540 4,983 Escherichia coli O130:H10 ST1011 adk: 6 fumC: 4 gyrB: 159 icd: 44 mdh: 112 purA: 1 recA: 17 aslA, astA, chuU, chuV, chuW, chuY, cma, eilA, entB, entC, entD, entE, entF, entS, espL1, espX2, espX4, espX5, espY1, espY2, espY3, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iucA, iucB, iucC, iucD, iutA, ompA, shuA, shuS, shuT, shuX, yagV/ecpE, yagW/ecpD, yagX/ecpC, yagY/ecpB,
yagZ/ecpA, ykgK/ecpR

Col156, IncFIB(AP001918), IncFIC(FII), IncFII, IncN, IncX1, p0111 aph(3')-Ia, blaCTX-M-55, blaEC-15, blaTEM-1, dfrA1, floR, mdf(A), qnrS1, sat2  

THO-010 Clinically Isolate 2018-06-20 complete PRJDB9036 SAMD00196008 DRR199813 AP022540 - AP022546 281 7 5,514,580 N/A 5,251 Escherichia coli O130:H10 ST1011 adk: 6 fumC: 4 gyrB: 159 icd: 44 mdh: 112 purA: 1 recA: 17 aslA, astA, chuU, chuV, chuW, chuY, cma, eilA, entB, entC, entD, entE, entF, entS, espL1, espX2, espX4, espX5, espY1, espY2, espY3, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, gad, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iucA, iucB, iucC, iucD, iutA, ompA, shuA, shuS, shuT, shuX, yagV/ecpE, yagW/ecpD, yagX/ecpC, yagY/ecpB,
yagZ/ecpA, ykgK/ecpR

IncFIB(AP001918), IncFIC(FII), IncFII, IncHI2, IncX1, p0111 ARR-3, aac(3)-IIa, aadA16, aph(3')-Ia, blaCMY-2, blaCTX-M-55, blaEC-15, blaTEM-1, bleO, dfrA1, dfrA27, floR, mdf(A), mph(A), oqxA, oqxB, qacEdelta1, sat2, s   

THO-011 Clinically Isolate 2018-07-05 complete PRJDB9036 SAMD00196009 DRR199814 AP022547, AP022548 240 2 6,041,841 N/A 5,614 Klebsiella michiganensis N/A new ST gapA: 12 infB: 29 mdh: 17 pgi: 9 phoE: 20 rpoB: ~19 tonB: ~46 entB, fyuA, ybtA IncI1 aph(3')-Ia, blaCTX-M-8, blaOXY-1-2  

THO-012 Clinically Isolate 2018-07-06 draft PRJDB9036 SAMD00196010 DRR199815 N/A 107 140 5,201,786 158,827 5,000 Escherichia coli O4:H1 ST12 adk: 13 fumC: 13 gyrB: 9 icd: 13 mdh: 16 purA: 10 recA: 9 aslA, chuA, chuS, chuT, chuU, chuV, chuW, chuX, chuY, clbA, clbB, clbC, clbD, clbE, clbF, clbG, clbH, clbI, clbL, clbM, clbN, clbO, clbP, clbQ, clbS, cnf1, entB, entC, entD, entE, entF, entS, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, focH, fyuA, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, gtrA, hlyA, hlyB, hlyC, hlyD, iha, ireA, iroB, iroC,
iroD, iroE, iroN, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, mchB, mchC, mchF, mcmA, ompA, papC, papD, papI, papJ, papK, senB, sfaB, sfaC, sfaD, sfaE, sfaF, sfaG, sfaX, sfaY, tcpC, vat, yagV/ecpE, yagW/ecpD, yagX/ecpC, yagY/ecpB, yagZ/ecpA, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX, ykgK/ecpR

IncFIB(AP001918) blaCTX-M-14, blaEC-5, mdf(A)  

THO-013 Clinically Isolate 2018-07-06 draft PRJDB9036 SAMD00196011 DRR199816 N/A 56 137 5,398,755 146,409 5,153 Escherichia coli O130:H10 ST1011 adk: 6 fumC: 4 gyrB: 159 icd: 44 mdh: 112 purA: 1 recA: 17 aslA, astA, chuU, chuV, chuW, chuY, cma, eilA, entB, entC, entD, entE, entF, entS, espL1, espX2, espX4, espX5, espY1, espY2, espY3, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iucA, iucB, iucC, iucD, iutA, ompA, shuA, shuS, shuT, shuX, yagV/ecpE, yagW/ecpD, yagX/ecpC, yagY/ecpB,
yagZ/ecpA, ykgK/ecpR

Col156, IncFIB(AP001918), IncFIC(FII), IncFII, IncHI2, IncX1, p0111 ARR-3, aac(3)-IIa, aadA16, aph(3')-Ia, blaCMY-2, blaCTX-M-55, blaEC-15, blaTEM-1, bleO, dfrA1, dfrA27, floR, mdf(A), mph(A), oqxA, oqxB, qacEdelta1, sat2, s   

THO-014 Clinically Isolate 2018-07-06 draft PRJDB9036 SAMD00196012 DRR199817 N/A 54 141 5,398,068 151,564 5,156 Escherichia coli O130:H10 ST1011 adk: 6 fumC: 4 gyrB: 159 icd: 44 mdh: 112 purA: 1 recA: 17 aslA, astA, chuU, chuV, chuW, chuY, cma, eilA, entB, entC, entD, entE, entF, entS, espL1, espX2, espX4, espX5, espY1, espY2, espY3, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, gad, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iucA, iucB, iucC, iucD, iutA, ompA, shuA, shuS, shuT, shuX, yagV/ecpE, yagW/ecpD, yagX/ecpC, yagY/ecpB,
yagZ/ecpA, ykgK/ecpR

Col156, IncFIB(AP001918), IncFIC(FII), IncFII, IncHI2, IncX1, p0111 ARR-3, aac(3)-IIa, aadA16, aph(3')-Ia, blaCMY-2, blaCTX-M-55, blaEC-15, blaTEM-1, bleO, dfrA1, dfrA27, floR, mdf(A), mph(A), oqxA, oqxB, qacEdelta1, sat2, s   

THO-015 Clinically Isolate 2018-07-12 complete PRJDB9036 SAMD00196013 DRR199818 AP022549 - AP022552 387 4 5,228,148 N/A 5,030 Escherichia coli O25:H4 ST131 adk: 53 fumC: 40 gyrB: 47 icd: 13 mdh: 36 purA: 28 recA: 29 aslA, chuA, chuS, chuT, chuU, chuV, chuW, chuX, chuY, entB, entC, entE, entF, entS, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gad, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iha, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, ompA, papB, papI, sat, yagV/ecpE, yagW/ecpD, yagX/ecpC, yagY/ecpB, yagZ/ecpA, ybtA, ybtE, ybtP,
ybtQ, ybtS, ybtT, ybtU, ybtX, ykgK/ecpR

IncFII(pRSB107) aadA5, aph(3'')-Ib, aph(6)-Id, blaCTX-M-27, blaCTX-M-44, blaEC-5, dfrA17, mdf(A), mph(A), qacEdelta1, sul1, sul2, tet(A)  

THO-016 Clinically Isolate 2018-07-13 draft PRJDB9036 SAMD00196014 DRR199819 N/A 100 107 4,996,874 173,683 4,782 Escherichia coli O25:H4 ST131 adk: 53 fumC: 40 gyrB: 47 icd: 13 mdh: 36 purA: 28 recA: 29 aslA, chuA, chuS, chuT, chuU, chuV, chuW, chuX, chuY, entB, entC, entE, entF, entS, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iha, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, ompA, papB, papI, papX, sat, senB, yagV/ecpE, yagW/ecpD, yagX/ecpC, yagY/ecpB, yagZ/ecpA, ybtA, ybtE,
ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX, ykgK/ecpR

Col(MG828), Col156, IncFIA, IncFII(pRSB107) blaCTX-M-27, blaEC-5, mdf(A)  

THO-017 Clinically Isolate 2018-07-13 complete PRJDB9036 SAMD00196015 DRR199820 AP022553 - AP022556 412 4 5,749,465 N/A 5,476 Klebsiella pneumoniae N/A ST45 gapA: 2 infB: 1 mdh: 1 pgi: 6 phoE: 7 rpoB: 1 tonB: 12 acrA, acrB, clpV/tssH, cpsACP, dotU/tssL, entA, entB, entC, entD, entE, entF, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fimK, fyuA, galF, hcp/tssD, iroE, irp1, irp2, mrkA, mrkB, mrkC, mrkD, mrkF, mrkH, mrkI, mrkJ, rcsA, rcsB, sciN/tssJ, tssF, tssG, ugd, vasE/tssK, vipA/tssB, vipB/tssC, ybdA, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX IncFIB(K), IncR aph(3'')-Ib, aph(6)-Id, blaCTX-M-15, blaSHV-78, blaTEM-1, dfrA14, fosA, oqxA11, oqxB20, qnrS1, sul2  

THO-018 Clinically Isolate 2018-07-14 draft PRJDB9036 SAMD00196016 DRR199821 N/A 93 68 5,325,266 158,468 5,056 Klebsiella pneumoniae N/A ST37 gapA: 2 infB: 9 mdh: 2 pgi: 1 phoE: 13 rpoB: 1 tonB: 16 acrA, acrB, clpV/tssH, dotU/tssL, entA, entB, entC, entE, entF, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fimK, galF, gnd, hcp/tssD, iroE, manB, mrkA, mrkB, mrkC, mrkD, mrkF, mrkH, mrkI, mrkJ, rcsA, rcsB, sciN/tssJ, tssF, tssG, ugd, vasE/tssK, vipA/tssB, vipB/tssC, yagZ/ecpA, ybdA IncN blaCTX-M-14, blaSHV-77, fosA3, fosA6, oqxA, oqxB  

THO-019 Clinically Isolate 2018-07-17 draft PRJDB9036 SAMD00196017 DRR199822 N/A 207 110 5,092,013 182,568 4,810 Escherichia coli O15:H1 ST393 adk: 18 fumC: 106 gyrB: 17 icd: 6 mdh: 5 purA: 5 recA: 4 aslA, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL1, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gad, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, iha, irp1, irp2, iss, iucA, iucB, iucC, iucD, iutA, kpsD, kpsM, lpfA, ompA, papB, papC, papD, papF,
papG, papH, papI, papJ, papK, papX, sat, shuA, shuS, shuT, shuX, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX

Col(MG828), IncFIA, IncFIB(pB171) aadA5, aph(3'')-Ib, aph(6)-Id, blaCTX-M-27, blaEC-8, dfrA17, mdf(A), mph(A), qacEdelta1, sul1, sul2, tet(A)  

THO-020 Clinically Isolate 2018-07-17 draft PRJDB9036 SAMD00196018 DRR199823 N/A 258 126 5,225,745 123,243 5,012 Escherichia coli O86:H18 ST38 adk: 4 fumC: 26 gyrB: 2 icd: 25 mdh: 5 purA: 5 recA: 19 aslA, chuS, chuU, chuV, chuW, chuY, eilA, entB, entC, entD, entE, entF, entS, espL1, espL4, espR1, espX1, espX4, espX5, espY1, espY2, espY3, espY4, fdeC, fepA, fepB, fepC, fepD, fepG, fes, fimA, fimB, fimC, fimD, fimE, fimF, fimG, fimH, fimI, fyuA, gspC, gspD, gspE, gspF, gspG, gspH, gspI, gspJ, gspK, gspL, gspM, irp1, irp2, iss, kpsD, kpsM, ompA, papX, shuA, shuT, shuX, yagV/ecpE, yagW/ecpD, yagX/ecpC,
yagY/ecpB, yagZ/ecpA, ybtA, ybtE, ybtP, ybtQ, ybtS, ybtT, ybtU, ybtX, ykgK/ecpR

Col156, IncFII, IncI1, IncY aadA2, blaCTX-M-14, blaEC-8, dfrA12, mdf(A), mph(A), qacEdelta1, sul1  

Data Set S2. Whole-genome information of antimicrobial resistance Proteobacteria isolated from sewage tanks and clinical patients.
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