
Figure S1. Unsupervised consensus clustering by pyroptosis-related lncRNAs. (A) Consensus

clustering cumulative distribution function (CDF) for k=2 to 9. (B) Relative change in area under

the CDF curve for k=2 to 9. (C) Tracking plot for k=2 to 9.

Table S1: List of 33 pyroptosis-related genes

Table S2: Correlations between 20 pyroptosis-related genes and 166

pyroptosis-related lncRNAs.















Table S3: List of 809 differentially expressed immune-related lncRNAs between

high-risk and low-risk groups in OS signature.






