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Supplementary Figure 1. Gene expression level of PGDH was lower in tumor tissues compared with normal tissues. (A) Analysis of the PGDH gene expression level in different tumor samples and paired normal tissues using datasets from TCGA with GEPIA website. The height of the bar represents the median expression of a certain tumor sample or normal sample.
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Supplementary Figure 2. Inhibition of 15-PGDH promoted cell proliferation. (A) Growth curves of EV and PGDH(+) A549 cells determined by CCK-8 assay. (B) Growth curves of PGDH(+) and 200 nM SW033291-treated PGDH(+) A549 cells determined by CCK-8 assay. Data were analyzed using Student’s t-test. ***p < 0.001. 
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Supplementary Figure 3. 15-PGDH overexpression downregulated DNA repair-related proteins. (A) Western blotting of expression levels of EXO1, KIAA0101, DTL, and β-actin in EV and PGDH(+) cells. 

Supplementary Table 1. The sequences of qPCR primers
	Gene
	Primer name
	Sequence (5’-3’)

	HPGD
	Forward primer
	GCTGGTGGATTGGAATCTTGA

	
	Reverse primer
	TCTCTCAGTTGTTGCTGGTCA

	ACTB
	Forward primer
	CATGTACGTTGCTATCCAGGC

	
	Reverse primer
	CTCCTTAATGTCACGCACGAT



Supplementary Table 2. Down-regulated proteins in PGDH(+) cells
	Accession
	Description
	Score
	Ratio (PGDH/PLVX）
	# AAs
	MW [kDa]
	calc. pI

	O76070
	Gamma-synuclein OS=Homo sapiens GN=SNCG PE=1 SV=2 - [SYUG_HUMAN]
	42.58
	0.194
	127
	13.32
	4.86

	A0A096LPK4
	Mucin-5AC OS=Homo sapiens GN=MUC5AC PE=4 SV=1 - [A0A096LPK4_HUMAN]
	19.64
	0.206
	5654
	585.20
	7.02

	F8VUJ3
	Polypeptide N-acetylgalactosaminyltransferase OS=Homo sapiens GN=POC1B-GALNT4 PE=3 SV=1 - [F8VUJ3_HUMAN]
	8.27
	0.301
	575
	66.20
	7.47

	Q5VUA4
	Zinc finger protein 318 OS=Homo sapiens GN=ZNF318 PE=1 SV=2 - [ZN318_HUMAN]
	3.91
	0.327
	2279
	250.96
	7.20

	O43790
	Keratin, type II cuticular Hb6 OS=Homo sapiens GN=KRT86 PE=1 SV=1 - [KRT86_HUMAN]
	454.02
	0.353
	486
	53.47
	5.66

	O00264
	Membrane-associated progesterone receptor component 1 OS=Homo sapiens GN=PGRMC1 PE=1 SV=3 - [PGRC1_HUMAN]
	50.35
	0.369
	195
	21.66
	4.70

	P08727
	Keratin, type I cytoskeletal 19 OS=Homo sapiens GN=KRT19 PE=1 SV=4 - [K1C19_HUMAN]
	39.58
	0.378
	400
	44.08
	5.14

	Q14533
	Keratin, type II cuticular Hb1 OS=Homo sapiens GN=KRT81 PE=1 SV=3 - [KRT81_HUMAN]
	531.64
	0.408
	505
	54.89
	5.47

	Q6P5Q4
	Leiomodin-2 OS=Homo sapiens GN=LMOD2 PE=2 SV=2 - [LMOD2_HUMAN]
	4.37
	0.425
	547
	61.64
	5.78

	P26232-2
	Isoform 2 of Catenin alpha-2 OS=Homo sapiens GN=CTNNA2 - [CTNA2_HUMAN]
	71.92
	0.425
	905
	100.38
	5.96

	H0Y8C5
	Adenylate kinase 9 (Fragment) OS=Homo sapiens GN=AK9 PE=4 SV=1 - [H0Y8C5_HUMAN]
	5.20
	0.450
	312
	36.45
	9.22

	H0YBG5
	Protein Spindly (Fragment) OS=Homo sapiens GN=SPDL1 PE=4 SV=1 - [H0YBG5_HUMAN]
	8.03
	0.450
	312
	36.67
	5.21

	F8WDE6
	Potassium channel subfamily K member 2 OS=Homo sapiens GN=KCNK2 PE=4 SV=1 - [F8WDE6_HUMAN]
	4.46
	0.452
	217
	23.27
	6.77

	P25815
	Protein S100-P OS=Homo sapiens GN=S100P PE=1 SV=2 - [S100P_HUMAN]
	9.80
	0.453
	95
	10.39
	4.88

	O15523-2
	Isoform 2 of ATP-dependent RNA helicase DDX3Y OS=Homo sapiens GN=DDX3Y - [DDX3Y_HUMAN]
	268.06
	0.464
	657
	72.89
	8.21

	P0DMM9
	Sulfotransferase 1A3 OS=Homo sapiens GN=SULT1A3 PE=1 SV=1 - [ST1A3_HUMAN]
	50.04
	0.473
	295
	34.17
	6.01

	F5GZ90
	Denticleless protein homolog OS=Homo sapiens GN=DTL PE=1 SV=1 - [F5GZ90_HUMAN]
	4.25
	0.484
	688
	74.95
	9.07

	P49448
	Glutamate dehydrogenase 2, mitochondrial OS=Homo sapiens GN=GLUD2 PE=1 SV=2 - [DHE4_HUMAN]
	190.87
	0.485
	558
	61.40
	8.46

	F8WBN3
	Small EDRK-rich factor 2 OS=Homo sapiens GN=SERF2 PE=1 SV=1 - [F8WBN3_HUMAN]
	10.74
	0.490
	40
	4.58
	11.41

	Q53HL2
	Borealin OS=Homo sapiens GN=CDCA8 PE=1 SV=2 - [BOREA_HUMAN]
	4.45
	0.499
	280
	31.30
	9.86

	Q9BU23-3
	Isoform 3 of Lipase maturation factor 2 OS=Homo sapiens GN=LMF2 - [LMF2_HUMAN]
	4.59
	0.500
	594
	67.11
	10.14

	Q5T4B9
	Ubiquinone biosynthesis protein COQ4 homolog, mitochondrial OS=Homo sapiens GN=COQ4 PE=4 SV=1 - [Q5T4B9_HUMAN]
	5.21
	0.508
	151
	16.79
	9.35

	P01034
	Cystatin-C OS=Homo sapiens GN=CST3 PE=1 SV=1 - [CYTC_HUMAN]
	9.71
	0.509
	146
	15.79
	8.75

	Q9NVW2-2
	Isoform 2 of E3 ubiquitin-protein ligase RLIM OS=Homo sapiens GN=RLIM - [RNF12_HUMAN]
	4.45
	0.512
	483
	52.61
	9.47

	A8MT33
	Synaptonemal complex central element protein 1-like OS=Homo sapiens GN=SYCE1L PE=2 SV=3 - [SYC1L_HUMAN]
	4.49
	0.525
	242
	27.38
	5.02

	H0YJN0
	Ena/VASP-like protein (Fragment) OS=Homo sapiens GN=EVL PE=1 SV=1 - [H0YJN0_HUMAN]
	21.39
	0.527
	212
	22.04
	6.10

	P32320
	Cytidine deaminase OS=Homo sapiens GN=CDA PE=1 SV=2 - [CDD_HUMAN]
	24.79
	0.527
	146
	16.17
	6.92

	A6NJI1
	Uncharacterized protein C11orf86 OS=Homo sapiens GN=C11orf86 PE=2 SV=2 - [CK086_HUMAN]
	4.14
	0.536
	115
	13.16
	11.47

	P35908
	Keratin, type II cytoskeletal 2 epidermal OS=Homo sapiens GN=KRT2 PE=1 SV=2 - [K22E_HUMAN]
	90.75
	0.540
	639
	65.39
	8.00

	H0Y6M2
	FCH and double SH3 domains protein 2 (Fragment) OS=Homo sapiens GN=FCHSD2 PE=4 SV=1 - [H0Y6M2_HUMAN]
	5.01
	0.548
	117
	13.11
	7.34

	P23141-3
	Isoform 3 of Liver carboxylesterase 1 OS=Homo sapiens GN=CES1 - [EST1_HUMAN]
	9.39
	0.549
	566
	62.35
	6.60

	P13645
	Keratin, type I cytoskeletal 10 OS=Homo sapiens GN=KRT10 PE=1 SV=6 - [K1C10_HUMAN]
	5.62
	0.551
	584
	58.79
	5.21

	Q9P289-2
	Isoform 2 of Serine/threonine-protein kinase 26 OS=Homo sapiens GN=STK26 - [STK26_HUMAN]
	30.01
	0.553
	339
	37.75
	6.09

	O75949-2
	Isoform 2 of Transmembrane protein FAM155B OS=Homo sapiens GN=FAM155B - [F155B_HUMAN]
	4.98
	0.556
	472
	52.44
	7.85

	P35580
	Myosin-10 OS=Homo sapiens GN=MYH10 PE=1 SV=3 - [MYH10_HUMAN]
	422.86
	0.561
	1976
	228.86
	5.54

	A0A087WVD7
	Transcription initiation factor TFIID subunit 9 OS=Homo sapiens GN=TAF9 PE=4 SV=1 - [A0A087WVD7_HUMAN]
	11.78
	0.568
	109
	12.54
	4.56

	H0YJW3
	Alpha-actinin-1 (Fragment) OS=Homo sapiens GN=ACTN1 PE=1 SV=1 - [H0YJW3_HUMAN]
	222.79
	0.574
	251
	28.85
	5.06

	O75828
	Carbonyl reductase [NADPH] 3 OS=Homo sapiens GN=CBR3 PE=1 SV=3 - [CBR3_HUMAN]
	74.84
	0.580
	277
	30.83
	6.18

	H7BZV4
	ADP-ribosylation factor-like protein 6-interacting protein 4 (Fragment) OS=Homo sapiens GN=ARL6IP4 PE=1 SV=1 - [H7BZV4_HUMAN]
	45.02
	0.580
	216
	24.25
	10.95

	Q9HAV0
	Guanine nucleotide-binding protein subunit beta-4 OS=Homo sapiens GN=GNB4 PE=1 SV=3 - [GBB4_HUMAN]
	34.71
	0.580
	340
	37.54
	6.00

	P23443-4
	Isoform 3 of Ribosomal protein S6 kinase beta-1 OS=Homo sapiens GN=RPS6KB1 - [KS6B1_HUMAN]
	6.09
	0.584
	451
	50.98
	6.49

	P47914
	60S ribosomal protein L29 OS=Homo sapiens GN=RPL29 PE=1 SV=2 - [RL29_HUMAN]
	56.19
	0.585
	159
	17.74
	11.66

	H0YAE0
	UPF0461 protein C5orf24 (Fragment) OS=Homo sapiens GN=C5orf24 PE=1 SV=1 - [H0YAE0_HUMAN]
	4.36
	0.590
	84
	9.60
	8.95

	Q8ND23
	Leucine-rich repeat-containing protein 16B OS=Homo sapiens GN=LRRC16B PE=2 SV=2 - [LR16B_HUMAN]
	4.30
	0.590
	1372
	150.14
	7.44

	B1ANH7
	Putative uncharacterized protein IBA57-AS1 OS=Homo sapiens GN=IBA57-AS1 PE=5 SV=1 - [IBAS1_HUMAN]
	4.33
	0.592
	110
	12.19
	9.07

	Q86YA3
	Protein ZGRF1 OS=Homo sapiens GN=ZGRF1 PE=2 SV=3 - [ZGRF1_HUMAN]
	4.67
	0.592
	2104
	236.45
	6.16

	Q9BSJ6-2
	Isoform 2 of Protein FAM64A OS=Homo sapiens GN=FAM64A - [FA64A_HUMAN]
	4.11
	0.594
	238
	26.23
	9.91

	G3V3R6
	Galectin OS=Homo sapiens GN=LGALS3 PE=1 SV=1 - [G3V3R6_HUMAN]
	8.77
	0.599
	233
	24.07
	9.39

	O43602-4
	Isoform 4 of Neuronal migration protein doublecortin OS=Homo sapiens GN=DCX - [DCX_HUMAN]
	7.91
	0.599
	361
	40.12
	9.39

	E5RIW3
	Tubulin-specific chaperone A OS=Homo sapiens GN=TBCA PE=1 SV=1 - [E5RIW3_HUMAN]
	119.38
	0.600
	84
	10.07
	4.63

	Q8N5A5-4
	Isoform 4 of Zinc finger CCCH-type with G patch domain-containing protein OS=Homo sapiens GN=ZGPAT - [ZGPAT_HUMAN]
	3.48
	0.601
	188
	20.68
	10.65

	Q6ZRH9
	Uncharacterized protein FLJ46347 OS=Homo sapiens PE=2 SV=1 - [YB011_HUMAN]
	3.94
	0.605
	516
	53.58
	12.00

	F8WE62
	Lysine-specific demethylase 3A OS=Homo sapiens GN=KDM3A PE=1 SV=1 - [F8WE62_HUMAN]
	5.71
	0.606
	711
	78.57
	8.29

	Q5RL73
	RNA-binding protein 48 OS=Homo sapiens GN=RBM48 PE=2 SV=1 - [RBM48_HUMAN]
	4.59
	0.606
	367
	41.78
	8.72

	O43291-2
	Isoform 2 of Kunitz-type protease inhibitor 2 OS=Homo sapiens GN=SPINT2 - [SPIT2_HUMAN]
	17.13
	0.607
	195
	21.81
	8.38

	Q9BXB5-2
	Isoform 2 of Oxysterol-binding protein-related protein 10 OS=Homo sapiens GN=OSBPL10 - [OSB10_HUMAN]
	9.87
	0.612
	700
	77.19
	7.69

	P20290
	Transcription factor BTF3 OS=Homo sapiens GN=BTF3 PE=1 SV=1 - [BTF3_HUMAN]
	440.01
	0.612
	206
	22.15
	9.38

	Q9BW04
	Specifically androgen-regulated gene protein OS=Homo sapiens GN=SARG PE=1 SV=2 - [SARG_HUMAN]
	119.38
	0.614
	601
	63.93
	8.62

	Q6PIJ6
	F-box only protein 38 OS=Homo sapiens GN=FBXO38 PE=1 SV=3 - [FBX38_HUMAN]
	4.06
	0.614
	1188
	133.86
	6.33

	H7C1I7
	Zinc finger MYM-type protein 4 (Fragment) OS=Homo sapiens GN=ZMYM4 PE=1 SV=1 - [H7C1I7_HUMAN]
	4.27
	0.616
	1207
	134.33
	7.85

	P11532-3
	Isoform 2 of Dystrophin OS=Homo sapiens GN=DMD - [DMD_HUMAN]
	7.48
	0.616
	2341
	270.87
	6.37

	M0R1E3
	N-acetyltransferase 14 (Fragment) OS=Homo sapiens GN=NAT14 PE=4 SV=1 - [M0R1E3_HUMAN]
	8.68
	0.619
	173
	17.83
	11.96

	Q12834
	Cell division cycle protein 20 homolog OS=Homo sapiens GN=CDC20 PE=1 SV=2 - [CDC20_HUMAN]
	4.55
	0.619
	499
	54.69
	9.23

	P46087-2
	Isoform 2 of Probable 28S rRNA (cytosine(4447)-C(5))-methyltransferase OS=Homo sapiens GN=NOP2 - [NOP2_HUMAN]
	224.35
	0.624
	808
	88.92
	9.23

	A0A087WYX9
	Collagen alpha-2(V) chain OS=Homo sapiens GN=COL5A2 PE=4 SV=1 - [A0A087WYX9_HUMAN]
	4.13
	0.625
	1112
	106.92
	6.33

	P02795
	Metallothionein-2 OS=Homo sapiens GN=MT2A PE=1 SV=1 - [MT2_HUMAN]
	33.42
	0.628
	61
	6.04
	7.83

	P80297
	Metallothionein-1X OS=Homo sapiens GN=MT1X PE=1 SV=1 - [MT1X_HUMAN]
	24.73
	0.631
	61
	6.06
	7.96

	R4GN98
	Protein S100 (Fragment) OS=Homo sapiens GN=S100A6 PE=1 SV=1 - [R4GN98_HUMAN]
	36.21
	0.632
	85
	9.68
	5.45

	K7EQZ3
	Uncharacterized protein (Fragment) OS=Homo sapiens PE=4 SV=1 - [K7EQZ3_HUMAN]
	9.12
	0.633
	153
	16.42
	9.41

	Q92597
	Protein NDRG1 OS=Homo sapiens GN=NDRG1 PE=1 SV=1 - [NDRG1_HUMAN]
	57.42
	0.635
	394
	42.81
	5.82

	Q92947
	Glutaryl-CoA dehydrogenase, mitochondrial OS=Homo sapiens GN=GCDH PE=1 SV=1 - [GCDH_HUMAN]
	4.50
	0.635
	438
	48.10
	8.06

	Q8TEA8
	D-tyrosyl-tRNA(Tyr) deacylase 1 OS=Homo sapiens GN=DTD1 PE=1 SV=2 - [DTD1_HUMAN]
	9.88
	0.638
	209
	23.41
	8.24

	O75369-8
	Isoform 8 of Filamin-B OS=Homo sapiens GN=FLNB - [FLNB_HUMAN]
	2743.40
	0.641
	2633
	281.46
	5.71

	Q6R327
	Rapamycin-insensitive companion of mTOR OS=Homo sapiens GN=RICTOR PE=1 SV=1 - [RICTR_HUMAN]
	4.58
	0.641
	1708
	192.10
	7.47

	H0YEG4
	Monocarboxylate transporter 5 (Fragment) OS=Homo sapiens GN=SLC16A4 PE=4 SV=1 - [H0YEG4_HUMAN]
	5.34
	0.642
	219
	24.45
	8.15

	Q8TCT0-2
	Isoform 2 of Ceramide kinase OS=Homo sapiens GN=CERK - [CERK1_HUMAN]
	3.61
	0.642
	339
	37.76
	7.74

	B8QGS9
	Plakophilin-2 OS=Homo sapiens GN=PKP2 PE=2 SV=1 - [B8QGS9_HUMAN]
	37.33
	0.643
	824
	91.18
	9.16

	Q12894
	Interferon-related developmental regulator 2 OS=Homo sapiens GN=IFRD2 PE=1 SV=3 - [IFRD2_HUMAN]
	3.26
	0.644
	506
	54.78
	7.94

	A0A0A0MRI7
	Protein ARV1 OS=Homo sapiens GN=ARV1 PE=4 SV=1 - [A0A0A0MRI7_HUMAN]
	23.31
	0.647
	231
	26.37
	8.09

	Q8N488
	RING1 and YY1-binding protein OS=Homo sapiens GN=RYBP PE=1 SV=2 - [RYBP_HUMAN]
	19.89
	0.649
	228
	24.81
	9.63

	Q13501
	Sequestosome-1 OS=Homo sapiens GN=SQSTM1 PE=1 SV=1 - [SQSTM_HUMAN]
	315.31
	0.649
	440
	47.66
	5.22

	Q9Y2E8
	Sodium/hydrogen exchanger 8 OS=Homo sapiens GN=SLC9A8 PE=1 SV=4 - [SL9A8_HUMAN]
	4.93
	0.650
	581
	65.38
	6.54

	Q15004
	PCNA-associated factor OS=Homo sapiens GN=KIAA0101 PE=1 SV=1 - [PAF15_HUMAN]
	43.85
	0.651
	111
	11.98
	9.83

	Q969G5
	Protein kinase C delta-binding protein OS=Homo sapiens GN=PRKCDBP PE=1 SV=3 - [PRDBP_HUMAN]
	12.44
	0.651
	261
	27.68
	6.43

	B7Z5R6
	Next to BRCA1 gene 1 protein OS=Homo sapiens GN=NBR1 PE=2 SV=1 - [B7Z5R6_HUMAN]
	11.59
	0.652
	837
	92.89
	4.97

	Q9H6S0
	Probable ATP-dependent RNA helicase YTHDC2 OS=Homo sapiens GN=YTHDC2 PE=1 SV=2 - [YTDC2_HUMAN]
	32.57
	0.653
	1430
	160.15
	8.40

	Q8IVL5-2
	Isoform 2 of Prolyl 3-hydroxylase 2 OS=Homo sapiens GN=LEPREL1 - [P3H2_HUMAN]
	18.08
	0.656
	527
	60.35
	5.07

	Q5JXX1
	Mortality factor 4-like protein 2 (Fragment) OS=Homo sapiens GN=MORF4L2 PE=1 SV=1 - [Q5JXX1_HUMAN]
	33.25
	0.656
	158
	17.61
	10.43

	Q15035
	Translocating chain-associated membrane protein 2 OS=Homo sapiens GN=TRAM2 PE=1 SV=1 - [TRAM2_HUMAN]
	10.90
	0.658
	370
	43.30
	9.22

	B4DZ85
	Nuclear receptor coactivator 4 OS=Homo sapiens GN=NCOA4 PE=2 SV=1 - [B4DZ85_HUMAN]
	13.84
	0.660
	448
	50.68
	6.23

	C9JT60
	Calcineurin-binding protein cabin-1 (Fragment) OS=Homo sapiens GN=CABIN1 PE=1 SV=1 - [C9JT60_HUMAN]
	4.26
	0.660
	357
	39.98
	7.44

	Q9BQ61
	Uncharacterized protein C19orf43 OS=Homo sapiens GN=C19orf43 PE=1 SV=1 - [CS043_HUMAN]
	41.37
	0.662
	176
	18.41
	9.44

	Q969M3
	Protein YIPF5 OS=Homo sapiens GN=YIPF5 PE=1 SV=1 - [YIPF5_HUMAN]
	8.91
	0.664
	257
	27.97
	4.36

	Q9UQ84-4
	Isoform 2 of Exonuclease 1 OS=Homo sapiens GN=EXO1 - [EXO1_HUMAN]
	5.89
	0.664
	803
	89.18
	8.43

	P28799-3
	Isoform 3 of Granulins OS=Homo sapiens GN=GRN - [GRN_HUMAN]
	9.00
	0.666
	413
	44.10
	7.12

	B4DFG2
	WW domain-binding protein 2 OS=Homo sapiens GN=WBP2 PE=2 SV=1 - [B4DFG2_HUMAN]
	24.18
	0.667
	216
	23.37
	5.90

	O14907
	Tax1-binding protein 3 OS=Homo sapiens GN=TAX1BP3 PE=1 SV=2 - [TX1B3_HUMAN]
	35.57
	0.669
	124
	13.73
	8.48



Supplementary Table 3. Up-regulated proteins in PGDH(+) cells
	Accession
	Description
	Score
	Ratio（PGDH/PLVX）
	# AAs
	MW [kDa]
	calc. pI

	Q8N0U8
	Vitamin K epoxide reductase complex subunit 1-like protein 1 OS=Homo sapiens GN=VKORC1L1 PE=1 SV=2 - [VKORL_HUMAN]
	4.47
	32.862
	176
	19.82
	9.13

	E9PRJ3
	Tetraspanin (Fragment) OS=Homo sapiens GN=CD151 PE=1 SV=1 - [E9PRJ3_HUMAN]
	3.13
	22.475
	178
	19.78
	7.77

	E9PKE3
	Heat shock cognate 71 kDa protein OS=Homo sapiens GN=HSPA8 PE=1 SV=1 - [E9PKE3_HUMAN]
	2033.74
	14.028
	627
	68.76
	5.52

	R4GND3
	Pleckstrin homology-like domain family A member 1 OS=Homo sapiens GN=PHLDA1 PE=1 SV=1 - [R4GND3_HUMAN]
	3.57
	13.391
	260
	29.63
	9.20

	K7ENY5
	U6 snRNA-associated Sm-like protein LSm7 OS=Homo sapiens GN=LSM7 PE=1 SV=1 - [K7ENY5_HUMAN]
	3.22
	12.629
	35
	4.10
	9.47

	C9JTQ0
	Ankyrin repeat domain-containing protein 63 OS=Homo sapiens GN=ANKRD63 PE=3 SV=1 - [ANR63_HUMAN]
	3.97
	11.321
	380
	39.60
	11.03

	Q96DR7-4
	Isoform 3 of Rho guanine nucleotide exchange factor 26 OS=Homo sapiens GN=ARHGEF26 - [ARHGQ_HUMAN]
	4.10
	10.349
	791
	88.08
	9.20

	E9PLD3
	Uncharacterized protein OS=Homo sapiens PE=4 SV=1 - [E9PLD3_HUMAN]
	3.88
	9.345
	99
	11.59
	12.23

	P15428
	15-hydroxyprostaglandin dehydrogenase [NAD(+)] OS=Homo sapiens GN=HPGD PE=1 SV=1 - [PGDH_HUMAN]
	320.79
	9.128
	266
	28.96
	5.86

	Q9H1U4
	Multiple epidermal growth factor-like domains protein 9 OS=Homo sapiens GN=MEGF9 PE=2 SV=3 - [MEGF9_HUMAN]
	4.49
	8.686
	602
	62.94
	5.67

	P10412
	Histone H1.4 OS=Homo sapiens GN=HIST1H1E PE=1 SV=2 - [H14_HUMAN]
	287.59
	8.398
	219
	21.85
	11.03

	F2Z363
	NEDD8-conjugating enzyme UBE2F OS=Homo sapiens GN=UBE2F PE=4 SV=1 - [F2Z363_HUMAN]
	3.25
	8.168
	47
	5.17
	11.63

	I3L0X5
	Sperm-associated antigen 7 OS=Homo sapiens GN=SPAG7 PE=1 SV=1 - [I3L0X5_HUMAN]
	3.76
	8.037
	176
	20.07
	5.74

	B7Z9U0
	CCR4-NOT transcription complex subunit 8 OS=Homo sapiens GN=CNOT8 PE=2 SV=1 - [B7Z9U0_HUMAN]
	6.09
	7.980
	128
	14.65
	5.29

	A0A087WW31
	U4/U6.U5 tri-snRNP-associated protein 2 (Fragment) OS=Homo sapiens GN=USP39 PE=1 SV=1 - [A0A087WW31_HUMAN]
	9.16
	7.847
	61
	6.75
	8.76

	J3KMZ7
	Integrator complex subunit 2 OS=Homo sapiens GN=INTS2 PE=4 SV=1 - [J3KMZ7_HUMAN]
	4.53
	7.761
	1196
	133.29
	6.05

	D6RG19
	Ribosomal protein L37 OS=Homo sapiens GN=RPL37 PE=1 SV=1 - [D6RG19_HUMAN]
	4.00
	6.967
	82
	9.72
	11.53

	Q5JVS0-2
	Isoform 2 of Intracellular hyaluronan-binding protein 4 OS=Homo sapiens GN=HABP4 - [HABP4_HUMAN]
	4.39
	6.935
	308
	34.34
	8.10

	Q9BRK4
	Leucine zipper putative tumor suppressor 2 OS=Homo sapiens GN=LZTS2 PE=1 SV=2 - [LZTS2_HUMAN]
	4.02
	6.709
	669
	72.71
	6.51

	E9PL33
	Etoposide-induced protein 2.4 homolog (Fragment) OS=Homo sapiens GN=EI24 PE=1 SV=1 - [E9PL33_HUMAN]
	5.19
	6.515
	125
	14.55
	9.99

	H0YLC3
	Isovaleryl-CoA dehydrogenase, mitochondrial (Fragment) OS=Homo sapiens GN=IVD PE=1 SV=1 - [H0YLC3_HUMAN]
	3.57
	6.321
	243
	26.41
	6.33

	Q9HCU8-2
	Isoform 2 of DNA polymerase delta subunit 4 OS=Homo sapiens GN=POLD4 - [DPOD4_HUMAN]
	4.19
	6.207
	79
	8.86
	5.17

	G5E9Z2
	Cisplatin resistance related protein CRR9p, isoform CRA_c OS=Homo sapiens GN=CLPTM1L PE=4 SV=1 - [G5E9Z2_HUMAN]
	10.33
	6.200
	369
	43.25
	8.79

	O95793-3
	Isoform 3 of Double-stranded RNA-binding protein Staufen homolog 1 OS=Homo sapiens GN=STAU1 - [STAU1_HUMAN]
	126.75
	5.869
	502
	55.60
	9.54

	P20742-2
	Isoform 2 of Pregnancy zone protein OS=Homo sapiens GN=PZP - [PZP_HUMAN]
	3.77
	5.629
	1268
	140.28
	6.29

	Q9UHX1-4
	Isoform 4 of Poly(U)-binding-splicing factor PUF60 OS=Homo sapiens GN=PUF60 - [PUF60_HUMAN]
	294.81
	5.617
	499
	53.99
	5.33

	Q7Z7D3-4
	Isoform 4 of V-set domain-containing T-cell activation inhibitor 1 OS=Homo sapiens GN=VTCN1 - [VTCN1_HUMAN]
	4.37
	5.549
	187
	20.73
	8.13

	H3BT85
	Nuclear receptor subfamily 4 group A member 1 (Fragment) OS=Homo sapiens GN=NR4A1 PE=1 SV=1 - [H3BT85_HUMAN]
	3.12
	5.481
	302
	31.27
	4.78

	D6RDU9
	Glutamyl-tRNA(Gln) amidotransferase subunit B, mitochondrial OS=Homo sapiens GN=GATB PE=4 SV=1 - [D6RDU9_HUMAN]
	4.86
	5.332
	357
	39.51
	9.50

	V9GY58
	ELMO domain-containing protein 2 OS=Homo sapiens GN=ELMOD2 PE=1 SV=1 - [V9GY58_HUMAN]
	3.76
	4.941
	59
	7.34
	9.88

	Q9Y5X2
	Sorting nexin-8 OS=Homo sapiens GN=SNX8 PE=1 SV=1 - [SNX8_HUMAN]
	10.24
	4.806
	465
	52.54
	7.39

	A2ACR1
	Proteasome subunit beta type OS=Homo sapiens GN=PSMB9 PE=3 SV=1 - [A2ACR1_HUMAN]
	4.13
	4.108
	196
	20.95
	4.89

	Q5D1E8
	Ribonuclease ZC3H12A OS=Homo sapiens GN=ZC3H12A PE=1 SV=1 - [ZC12A_HUMAN]
	4.00
	4.072
	599
	65.66
	6.93

	Q96GA3
	Protein LTV1 homolog OS=Homo sapiens GN=LTV1 PE=1 SV=1 - [LTV1_HUMAN]
	9.35
	3.992
	475
	54.82
	4.91

	H3BQR0
	Snurportin-1 (Fragment) OS=Homo sapiens GN=SNUPN PE=1 SV=1 - [H3BQR0_HUMAN]
	3.15
	3.931
	63
	7.32
	9.86

	P30154-4
	Isoform 4 of Serine/threonine-protein phosphatase 2A 65 kDa regulatory subunit A beta isoform OS=Homo sapiens GN=PPP2R1B - [2AAB_HUMAN]

	66.03
	3.761
	556
	61.27
	4.93

	Q04941
	Proteolipid protein 2 OS=Homo sapiens GN=PLP2 PE=1 SV=1 - [PLP2_HUMAN]
	3.11
	3.622
	152
	16.68
	7.24

	Q86WV8
	Hamartin OS=Homo sapiens GN=TSC1 PE=2 SV=1 - [Q86WV8_HUMAN]
	4.62
	3.594
	366
	41.13
	6.65

	O75387
	Large neutral amino acids transporter small subunit 3 OS=Homo sapiens GN=SLC43A1 PE=2 SV=1 - [LAT3_HUMAN]
	3.92
	3.445
	559
	61.44
	7.68

	Q6AWC2-7
	Isoform 7 of Protein WWC2 OS=Homo sapiens GN=WWC2 - [WWC2_HUMAN]
	10.53
	3.439
	320
	36.64
	8.72

	Q96IK1
	Biorientation of chromosomes in cell division protein 1 OS=Homo sapiens GN=BOD1 PE=1 SV=2 - [BOD1_HUMAN]
	14.14
	3.289
	185
	19.18
	6.33

	A0A087WXQ8
	Proteasome subunit beta type-3 OS=Homo sapiens GN=PSMB3 PE=1 SV=1 - [A0A087WXQ8_HUMAN]
	14.16
	3.286
	107
	12.07
	9.85

	Q9NWT8
	Aurora kinase A-interacting protein OS=Homo sapiens GN=AURKAIP1 PE=1 SV=1 - [AKIP_HUMAN]
	5.26
	3.204
	199
	22.34
	10.76

	P16402
	Histone H1.3 OS=Homo sapiens GN=HIST1H1D PE=1 SV=2 - [H13_HUMAN]
	277.65
	3.141
	221
	22.34
	11.02

	Q96S90-2
	Isoform 2 of LysM and putative peptidoglycan-binding domain-containing protein 1 OS=Homo sapiens GN=LYSMD1 - [LYSM1_HUMAN]
	4.09
	3.126
	179
	20.16
	8.32

	Q5TFA5
	Glycoprotein integral membrane protein 1 (Fragment) OS=Homo sapiens GN=GINM1 PE=4 SV=1 - [Q5TFA5_HUMAN]
	4.10
	3.019
	125
	14.13
	4.77

	Q8IU85-2
	Isoform 2 of Calcium/calmodulin-dependent protein kinase type 1D OS=Homo sapiens GN=CAMK1D - [KCC1D_HUMAN]
	4.39
	3.002
	357
	40.16
	6.55

	O75446
	Histone deacetylase complex subunit SAP30 OS=Homo sapiens GN=SAP30 PE=1 SV=1 - [SAP30_HUMAN]
	3.51
	2.994
	220
	23.29
	9.17

	C9JYK5
	BAG family molecular chaperone regulator 1 (Fragment) OS=Homo sapiens GN=BAG1 PE=1 SV=2 - [C9JYK5_HUMAN]
	10.73
	2.973
	150
	16.70
	5.15

	Q8NE86-3
	Isoform 3 of Calcium uniporter protein, mitochondrial OS=Homo sapiens GN=MCU - [MCU_HUMAN]
	19.41
	2.950
	302
	35.14
	7.49

	Q14249
	Endonuclease G, mitochondrial OS=Homo sapiens GN=ENDOG PE=1 SV=4 - [NUCG_HUMAN]
	15.09
	2.902
	297
	32.60
	9.50

	P16188
	HLA class I histocompatibility antigen, A-30 alpha chain OS=Homo sapiens GN=HLA-A PE=1 SV=2 - [1A30_HUMAN]
	83.31
	2.880
	365
	40.88
	6.10

	Q14195-2
	Isoform LCRMP-4 of Dihydropyrimidinase-related protein 3 OS=Homo sapiens GN=DPYSL3 - [DPYL3_HUMAN]
	74.25
	2.879
	684
	73.86
	6.35

	Q9NWU2
	Glucose-induced degradation protein 8 homolog OS=Homo sapiens GN=GID8 PE=1 SV=1 - [GID8_HUMAN]
	5.15
	2.874
	228
	26.73
	4.97

	Q9H4L7-3
	Isoform 3 of SWI/SNF-related matrix-associated actin-dependent regulator of chromatin subfamily A containing DEAD/H box 1 OS=Homo sapiens GN=SMARCAD1 - [SMRCD_HUMAN]
	9.75
	2.852
	596
	68.73
	7.55

	P50336
	Protoporphyrinogen oxidase OS=Homo sapiens GN=PPOX PE=1 SV=1 - [PPOX_HUMAN]
	9.17
	2.765
	477
	50.73
	8.16

	Q8NHU6-3
	Isoform 3 of Tudor domain-containing protein 7 OS=Homo sapiens GN=TDRD7 - [TDRD7_HUMAN]
	7.69
	2.694
	418
	47.51
	6.79

	O75394
	39S ribosomal protein L33, mitochondrial OS=Homo sapiens GN=MRPL33 PE=1 SV=1 - [RM33_HUMAN]
	4.93
	2.655
	65
	7.61
	10.80

	Q96JQ2
	Calmin OS=Homo sapiens GN=CLMN PE=1 SV=1 - [CLMN_HUMAN]
	9.45
	2.654
	1002
	111.58
	4.94

	Q6EEV4-2
	Isoform 5 of DNA-directed RNA polymerase II subunit GRINL1A, isoforms 4/5 OS=Homo sapiens GN=POLR2M - [GL1AD_HUMAN]
	10.60
	2.614
	86
	8.82
	8.25

	P51151
	Ras-related protein Rab-9A OS=Homo sapiens GN=RAB9A PE=1 SV=1 - [RAB9A_HUMAN]
	10.13
	2.611
	201
	22.82
	5.47

	P43490
	Nicotinamide phosphoribosyltransferase OS=Homo sapiens GN=NAMPT PE=1 SV=1 - [NAMPT_HUMAN]
	365.00
	2.603
	491
	55.49
	7.15

	Q96B36
	Proline-rich AKT1 substrate 1 OS=Homo sapiens GN=AKT1S1 PE=1 SV=1 - [AKTS1_HUMAN]
	19.63
	2.601
	256
	27.37
	4.75

	Q8NAV1
	Pre-mRNA-splicing factor 38A OS=Homo sapiens GN=PRPF38A PE=1 SV=1 - [PR38A_HUMAN]
	4.70
	2.584
	312
	37.45
	9.96

	Q8TDB8-3
	Isoform 3 of Solute carrier family 2, facilitated glucose transporter member 14 OS=Homo sapiens GN=SLC2A14 - [GTR14_HUMAN]
	3.48
	2.541
	161
	17.37
	6.51

	P62834
	Ras-related protein Rap-1A OS=Homo sapiens GN=RAP1A PE=1 SV=1 - [RAP1A_HUMAN]
	50.29
	2.506
	184
	20.97
	6.67

	Q9NX62
	Inositol monophosphatase 3 OS=Homo sapiens GN=IMPAD1 PE=1 SV=1 - [IMPA3_HUMAN]
	10.71
	2.496
	359
	38.66
	6.86

	Q96IX5
	Up-regulated during skeletal muscle growth protein 5 OS=Homo sapiens GN=USMG5 PE=1 SV=1 - [USMG5_HUMAN]
	3.35
	2.457
	58
	6.45
	9.76

	Q9H6X2-5
	Isoform 5 of Anthrax toxin receptor 1 OS=Homo sapiens GN=ANTXR1 - [ANTR1_HUMAN]
	12.63
	2.447
	528
	59.17
	7.23

	Q9BS40
	Latexin OS=Homo sapiens GN=LXN PE=1 SV=2 - [LXN_HUMAN]
	8.93
	2.394
	222
	25.73
	5.78

	Q15109-9
	Isoform 9 of Advanced glycosylation end product-specific receptor OS=Homo sapiens GN=AGER - [RAGE_HUMAN]
	8.92
	2.367
	355
	38.36
	10.10

	Q15853-2
	Isoform USF2A-delta-H of Upstream stimulatory factor 2 OS=Homo sapiens GN=USF2 - [USF2_HUMAN]
	12.66
	2.367
	338
	36.16
	4.97

	P15121
	Aldose reductase OS=Homo sapiens GN=AKR1B1 PE=1 SV=3 - [ALDR_HUMAN]
	531.78
	2.314
	316
	35.83
	6.98

	M0QYD2
	Anoctamin OS=Homo sapiens GN=ANO8 PE=3 SV=1 - [M0QYD2_HUMAN]
	14.00
	2.295
	581
	65.59
	8.91

	Q9UIJ7
	GTP:AMP phosphotransferase AK3, mitochondrial OS=Homo sapiens GN=AK3 PE=1 SV=4 - [KAD3_HUMAN]
	86.97
	2.282
	227
	25.55
	9.16

	P17096-2
	Isoform HMG-Y of High mobility group protein HMG-I/HMG-Y OS=Homo sapiens GN=HMGA1 - [HMGA1_HUMAN]
	38.40
	2.268
	96
	10.67
	10.32

	Q6GQQ9-2
	Isoform 2 of OTU domain-containing protein 7B OS=Homo sapiens GN=OTUD7B - [OTU7B_HUMAN]
	8.87
	2.266
	814
	88.89
	6.68

	Q96Q04
	Serine/threonine-protein kinase LMTK3 OS=Homo sapiens GN=LMTK3 PE=2 SV=2 - [LMTK3_HUMAN]
	3.98
	2.245
	1460
	153.57
	4.86

	Q9BRW5
	SP2 protein OS=Homo sapiens GN=SP2 PE=2 SV=1 - [Q9BRW5_HUMAN]
	4.55
	2.225
	249
	25.60
	9.94

	Q53TN4-3
	Isoform 3 of Cytochrome b reductase 1 OS=Homo sapiens GN=CYBRD1 - [CYBR1_HUMAN]
	3.50
	2.219
	228
	25.07
	8.44

	Q9H008-2
	Isoform 2 of Phospholysine phosphohistidine inorganic pyrophosphate phosphatase OS=Homo sapiens GN=LHPP - [LHPP_HUMAN]
	4.95
	2.200
	210
	22.68
	7.21

	H0Y950
	ADP-ribosyl cyclase/cyclic ADP-ribose hydrolase 1 (Fragment) OS=Homo sapiens GN=CD38 PE=1 SV=4 - [H0Y950_HUMAN]
	16.45
	2.192
	151
	17.41
	5.85

	Q92823-3
	Isoform 3 of Neuronal cell adhesion molecule OS=Homo sapiens GN=NRCAM - [NRCAM_HUMAN]
	248.92
	2.183
	1180
	130.59
	6.04

	A0A087X1H5
	Arf-GAP with coiled-coil, ANK repeat and PH domain-containing protein 2 OS=Homo sapiens GN=ACAP2 PE=1 SV=1 - [A0A087X1H5_HUMAN]
	8.43
	2.182
	777
	87.97
	6.90

	Q9NTG7-2
	Isoform 2 of NAD-dependent protein deacetylase sirtuin-3, mitochondrial OS=Homo sapiens GN=SIRT3 - [SIR3_HUMAN]
	3.94
	2.179
	257
	28.55
	5.81

	I3L410
	PHD finger protein 23 (Fragment) OS=Homo sapiens GN=PHF23 PE=1 SV=1 - [I3L410_HUMAN]
	4.54
	2.172
	201
	21.54
	5.07

	I3L2X8
	Phosphatidylinositol transfer protein alpha isoform (Fragment) OS=Homo sapiens GN=PITPNA PE=1 SV=2 - [I3L2X8_HUMAN]
	14.89
	2.170
	83
	9.74
	5.74

	Q9HD47-4
	Isoform 4 of Ran guanine nucleotide release factor OS=Homo sapiens GN=RANGRF - [MOG1_HUMAN]
	5.59
	2.158
	118
	12.89
	5.02

	Q96IZ5-2
	Isoform 2 of RNA-binding protein 41 OS=Homo sapiens GN=RBM41 - [RBM41_HUMAN]
	4.15
	2.153
	405
	46.31
	8.82

	H0YCU9
	Transgelin (Fragment) OS=Homo sapiens GN=TAGLN PE=1 SV=1 - [H0YCU9_HUMAN]
	9.81
	2.144
	151
	16.83
	9.36

	O15498
	Synaptobrevin homolog YKT6 OS=Homo sapiens GN=YKT6 PE=1 SV=1 - [YKT6_HUMAN]
	9.53
	2.138
	198
	22.40
	6.92

	Q86WC4
	Osteopetrosis-associated transmembrane protein 1 OS=Homo sapiens GN=OSTM1 PE=1 SV=1 - [OSTM1_HUMAN]
	8.51
	2.123
	334
	37.23
	6.01

	H7BZ50
	Mitotic-spindle organizing protein 2B (Fragment) OS=Homo sapiens GN=MZT2B PE=1 SV=1 - [H7BZ50_HUMAN]
	11.21
	2.113
	121
	12.38
	10.61

	P08574
	Cytochrome c1, heme protein, mitochondrial OS=Homo sapiens GN=CYC1 PE=1 SV=3 - [CY1_HUMAN]
	23.08
	2.104
	325
	35.40
	9.00

	B7Z2L0
	B-cell receptor-associated protein 29 OS=Homo sapiens GN=BCAP29 PE=2 SV=1 - [B7Z2L0_HUMAN]
	7.50
	2.102
	147
	17.36
	9.52

	Q96DA6-2
	Isoform 2 of Mitochondrial import inner membrane translocase subunit TIM14 OS=Homo sapiens GN=DNAJC19 - [TIM14_HUMAN]
	9.09
	2.094
	91
	10.07
	10.05

	J3QS51
	Inositol-3-phosphate synthase 1 (Fragment) OS=Homo sapiens GN=ISYNA1 PE=1 SV=1 - [J3QS51_HUMAN]
	7.66
	2.090
	233
	25.33
	5.74

	Q00839
	Heterogeneous nuclear ribonucleoprotein U OS=Homo sapiens GN=HNRNPU PE=1 SV=6 - [HNRPU_HUMAN]
	993.92
	2.088
	825
	90.53
	6.00

	P02788-2
	Isoform DeltaLf of Lactotransferrin OS=Homo sapiens GN=LTF - [TRFL_HUMAN]
	7.29
	2.067
	666
	73.11
	7.85

	P62266
	40S ribosomal protein S23 OS=Homo sapiens GN=RPS23 PE=1 SV=3 - [RS23_HUMAN]
	273.20
	2.058
	143
	15.80
	10.49

	C9JYC1
	WD repeat-containing protein C2orf44 (Fragment) OS=Homo sapiens GN=C2orf44 PE=1 SV=1 - [C9JYC1_HUMAN]
	4.14
	2.054
	174
	19.00
	6.77

	C9J6N5
	Protein FAM107B (Fragment) OS=Homo sapiens GN=FAM107B PE=1 SV=4 - [C9J6N5_HUMAN]
	13.81
	2.052
	124
	14.83
	8.81

	Q9H0E2
	Toll-interacting protein OS=Homo sapiens GN=TOLLIP PE=1 SV=1 - [TOLIP_HUMAN]
	7.57
	2.046
	274
	30.26
	5.97

	Q15526-2
	Isoform 2 of Surfeit locus protein 1 OS=Homo sapiens GN=SURF1 - [SURF1_HUMAN]
	18.81
	2.046
	288
	31.96
	9.36

	G3V2M2
	Zinc finger FYVE domain-containing protein 21 OS=Homo sapiens GN=ZFYVE21 PE=4 SV=1 - [G3V2M2_HUMAN]
	9.53
	2.041
	93
	10.46
	10.77

	O60675
	Transcription factor MafK OS=Homo sapiens GN=MAFK PE=1 SV=1 - [MAFK_HUMAN]
	7.70
	2.035
	156
	17.51
	10.10

	Q9NZJ7-2
	Isoform 2 of Mitochondrial carrier homolog 1 OS=Homo sapiens GN=MTCH1 - [MTCH1_HUMAN]
	3.26
	2.032
	372
	39.89
	9.48

	A0A087WTT6
	40S ribosomal protein S29 OS=Homo sapiens GN=RPS29 PE=1 SV=1 - [A0A087WTT6_HUMAN]
	4.28
	2.021
	53
	6.11
	9.14

	G3V1R7
	Solute carrier family 27 (Fatty acid transporter), member 2, isoform CRA_b OS=Homo sapiens GN=SLC27A2 PE=4 SV=1 - [G3V1R7_HUMAN]
	8.74
	2.021
	385
	43.97
	8.32

	K7ER12
	UPF0449 protein C19orf25 (Fragment) OS=Homo sapiens GN=C19orf25 PE=4 SV=2 - [K7ER12_HUMAN]
	11.54
	2.019
	42
	4.51
	6.60

	Q9UII2
	ATPase inhibitor, mitochondrial OS=Homo sapiens GN=ATPIF1 PE=1 SV=1 - [ATIF1_HUMAN]
	13.92
	2.013
	106
	12.24
	9.35

	Q14331
	Protein FRG1 OS=Homo sapiens GN=FRG1 PE=1 SV=1 - [FRG1_HUMAN]
	18.64
	1.997
	258
	29.15
	9.01

	P19022-2
	Isoform 2 of Cadherin-2 OS=Homo sapiens GN=CDH2 - [CADH2_HUMAN]
	5.13
	1.996
	875
	96.98
	4.84

	P23527
	Histone H2B type 1-O OS=Homo sapiens GN=HIST1H2BO PE=1 SV=3 - [H2B1O_HUMAN]
	600.18
	1.992
	126
	13.90
	10.32

	P16930
	Fumarylacetoacetase OS=Homo sapiens GN=FAH PE=1 SV=2 - [FAAA_HUMAN]
	9.43
	1.990
	419
	46.34
	6.95

	A0A075B6J6
	Protein IGLV3-22 (Fragment) OS=Homo sapiens GN=IGLV3-22 PE=4 SV=1 - [A0A075B6J6_HUMAN]
	8.47
	1.987
	115
	12.54
	4.09

	Q92752-2
	Isoform 2 of Tenascin-R OS=Homo sapiens GN=TNR - [TENR_HUMAN]
	3.95
	1.987
	1268
	139.61
	4.79

	P54652
	Heat shock-related 70 kDa protein 2 OS=Homo sapiens GN=HSPA2 PE=1 SV=1 - [HSP72_HUMAN]
	727.77
	1.986
	639
	69.98
	5.74

	K7EPK1
	Histone-arginine methyltransferase CARM1 OS=Homo sapiens GN=CARM1 PE=1 SV=1 - [K7EPK1_HUMAN]
	14.18
	1.983
	161
	17.09
	7.96

	P62875
	DNA-directed RNA polymerases I, II, and III subunit RPABC5 OS=Homo sapiens GN=POLR2L PE=1 SV=1 - [RPAB5_HUMAN]
	8.48
	1.975
	67
	7.64
	7.77

	O95793-2
	Isoform Short of Double-stranded RNA-binding protein Staufen homolog 1 OS=Homo sapiens GN=STAU1 - [STAU1_HUMAN]
	128.71
	1.973
	496
	54.90
	9.51

	Q08AG7
	Mitotic-spindle organizing protein 1 OS=Homo sapiens GN=MZT1 PE=1 SV=2 - [MZT1_HUMAN]
	8.25
	1.970
	82
	8.47
	4.78

	Q9BUL9
	Ribonuclease P protein subunit p25 OS=Homo sapiens GN=RPP25 PE=1 SV=1 - [RPP25_HUMAN]
	4.82
	1.963
	199
	20.62
	9.61

	E9PJ07
	Erythroid differentiation-related factor 1 OS=Homo sapiens GN=EDRF1 PE=4 SV=1 - [E9PJ07_HUMAN]
	5.36
	1.954
	343
	37.57
	6.13

	Q9BRX8-2
	Isoform 2 of Redox-regulatory protein FAM213A OS=Homo sapiens GN=FAM213A - [F213A_HUMAN]
	5.47
	1.948
	218
	24.45
	9.01

	Q14914-2
	Isoform 2 of Prostaglandin reductase 1 OS=Homo sapiens GN=PTGR1 - [PTGR1_HUMAN]
	298.43
	1.945
	301
	32.87
	7.20

	Q99541
	Perilipin-2 OS=Homo sapiens GN=PLIN2 PE=1 SV=2 - [PLIN2_HUMAN]
	36.16
	1.944
	437
	48.05
	6.80

	Q14432
	cGMP-inhibited 3',5'-cyclic phosphodiesterase A OS=Homo sapiens GN=PDE3A PE=1 SV=3 - [PDE3A_HUMAN]
	41.48
	1.939
	1141
	124.90
	6.00

	Q00839-2
	Isoform Short of Heterogeneous nuclear ribonucleoprotein U OS=Homo sapiens GN=HNRNPU - [HNRPU_HUMAN]
	1001.84
	1.929
	806
	88.92
	5.78

	H3BPM9
	Hepatoma-derived growth factor-related protein 3 (Fragment) OS=Homo sapiens GN=HDGFRP3 PE=4 SV=1 - [H3BPM9_HUMAN]
	3.60
	1.926
	141
	15.50
	5.21

	P02751-12
	Isoform 12 of Fibronectin OS=Homo sapiens GN=FN1 - [FINC_HUMAN]
	14.45
	1.920
	2008
	221.15
	6.18

	Q14004-2
	Isoform 2 of Cyclin-dependent kinase 13 OS=Homo sapiens GN=CDK13 - [CDK13_HUMAN]
	18.10
	1.919
	1452
	158.34
	9.70

	Q96JM4-2
	Isoform 2 of Leucine-rich repeat and IQ domain-containing protein 1 OS=Homo sapiens GN=LRRIQ1 - [LRIQ1_HUMAN]
	4.82
	1.915
	1697
	195.91
	6.23

	Q6PCE3
	Glucose 1,6-bisphosphate synthase OS=Homo sapiens GN=PGM2L1 PE=1 SV=3 - [PGM2L_HUMAN]
	12.06
	1.914
	622
	70.40
	7.15

	Q9NVG8-2
	Isoform 2 of TBC1 domain family member 13 OS=Homo sapiens GN=TBC1D13 - [TBC13_HUMAN]
	8.48
	1.911
	275
	32.15
	5.60

	C9J250
	RNA-binding protein 6 OS=Homo sapiens GN=RBM6 PE=4 SV=1 - [C9J250_HUMAN]
	4.92
	1.909
	119
	12.69
	9.39

	A0A024RAC6
	Transcription elongation factor B (SIII), polypeptide 3 (110kDa, elongin A), isoform CRA_a OS=Homo sapiens GN=TCEB3 PE=4 SV=1 - [A0A024RAC6_HUMAN]
	8.79
	1.909
	772
	87.18
	9.57

	Q8WUD1
	Ras-related protein Rab-2B OS=Homo sapiens GN=RAB2B PE=1 SV=1 - [RAB2B_HUMAN]
	27.66
	1.907
	216
	24.20
	7.83

	Q96S52-2
	Isoform 2 of GPI transamidase component PIG-S OS=Homo sapiens GN=PIGS - [PIGS_HUMAN]
	8.93
	1.891
	547
	60.97
	6.43

	Q14978
	Nucleolar and coiled-body phosphoprotein 1 OS=Homo sapiens GN=NOLC1 PE=1 SV=2 - [NOLC1_HUMAN]
	297.23
	1.876
	699
	73.56
	9.47

	Q9H2K0
	Translation initiation factor IF-3, mitochondrial OS=Homo sapiens GN=MTIF3 PE=1 SV=4 - [IF3M_HUMAN]
	4.57
	1.863
	278
	31.71
	9.69

	Q96HC4
	PDZ and LIM domain protein 5 OS=Homo sapiens GN=PDLIM5 PE=1 SV=5 - [PDLI5_HUMAN]
	308.48
	1.863
	596
	63.90
	8.21

	Q13641
	Trophoblast glycoprotein OS=Homo sapiens GN=TPBG PE=1 SV=1 - [TPBG_HUMAN]
	3.39
	1.852
	420
	46.00
	6.83

	C9JGI3
	Thymidine phosphorylase (Fragment) OS=Homo sapiens GN=TYMP PE=1 SV=1 - [C9JGI3_HUMAN]
	25.05
	1.850
	445
	46.06
	5.52

	A0A087X0K9
	Tight junction protein ZO-1 OS=Homo sapiens GN=TJP1 PE=1 SV=1 - [A0A087X0K9_HUMAN]
	421.01
	1.850
	1676
	187.73
	6.70

	P22692-2
	Isoform 2 of Insulin-like growth factor-binding protein 4 OS=Homo sapiens GN=IGFBP4 - [IBP4_HUMAN]
	26.05
	1.842
	158
	17.62
	7.15

	O76041-2
	Isoform 2 of Nebulette OS=Homo sapiens GN=NEBL - [NEBL_HUMAN]
	7.40
	1.837
	270
	31.18
	8.31

	A0A087WY88
	Protein jagunal homolog 1 OS=Homo sapiens GN=JAGN1 PE=1 SV=1 - [A0A087WY88_HUMAN]
	13.38
	1.830
	181
	20.78
	9.57

	Q9NYL4-2
	Isoform 2 of Peptidyl-prolyl cis-trans isomerase FKBP11 OS=Homo sapiens GN=FKBP11 - [FKB11_HUMAN]
	14.82
	1.829
	146
	15.76
	6.16

	P54802
	Alpha-N-acetylglucosaminidase OS=Homo sapiens GN=NAGLU PE=1 SV=2 - [ANAG_HUMAN]
	5.00
	1.821
	743
	82.21
	6.65

	Q9NSU2-2
	Isoform 2 of Three-prime repair exonuclease 1 OS=Homo sapiens GN=TREX1 - [TREX1_HUMAN]
	9.34
	1.818
	304
	32.26
	7.93

	P50454
	Serpin H1 OS=Homo sapiens GN=SERPINH1 PE=1 SV=2 - [SERPH_HUMAN]
	365.92
	1.813
	418
	46.41
	8.69

	F8U8C0
	Tumor necrosis factor receptor superfamily member 10A OS=Homo sapiens GN=TNFRSF10A PE=2 SV=1 - [F8U8C0_HUMAN]
	3.95
	1.811
	310
	33.89
	5.34

	F6RY50
	Signal-induced proliferation-associated protein 1 OS=Homo sapiens GN=SIPA1 PE=1 SV=1 - [F6RY50_HUMAN]
	12.80
	1.811
	940
	101.76
	6.48

	E9PLY5
	Microtubule-actin cross-linking factor 1, isoforms 1/2/3/5 (Fragment) OS=Homo sapiens GN=MACF1 PE=1 SV=1 - [E9PLY5_HUMAN]
	20.87
	1.810
	1375
	159.82
	5.66

	Q5QPB1
	AN1-type zinc finger protein 5 (Fragment) OS=Homo sapiens GN=ZFAND5 PE=1 SV=1 - [Q5QPB1_HUMAN]
	16.74
	1.807
	211
	22.53
	9.28

	Q9Y597-2
	Isoform 2 of BTB/POZ domain-containing protein KCTD3 OS=Homo sapiens GN=KCTD3 - [KCTD3_HUMAN]
	10.11
	1.803
	813
	88.71
	7.14

	O43852-2
	Isoform 2 of Calumenin OS=Homo sapiens GN=CALU - [CALU_HUMAN]
	54.99
	1.802
	315
	37.11
	4.59

	Q9BVA1
	Tubulin beta-2B chain OS=Homo sapiens GN=TUBB2B PE=1 SV=1 - [TBB2B_HUMAN]
	1194.37
	1.801
	445
	49.92
	4.89

	A0A087WXX9
	5'-AMP-activated protein kinase catalytic subunit alpha-2 OS=Homo sapiens GN=PRKAA2 PE=1 SV=1 - [A0A087WXX9_HUMAN]
	24.92
	1.798
	552
	62.28
	7.61

	Q8N3U4
	Cohesin subunit SA-2 OS=Homo sapiens GN=STAG2 PE=1 SV=3 - [STAG2_HUMAN]
	18.74
	1.798
	1231
	141.24
	5.43

	A4D1P6-3
	Isoform 3 of WD repeat-containing protein 91 OS=Homo sapiens GN=WDR91 - [WDR91_HUMAN]
	4.25
	1.794
	365
	42.09
	7.81

	E9PRZ2
	Post-GPI attachment to proteins factor 2 OS=Homo sapiens GN=PGAP2 PE=4 SV=1 - [E9PRZ2_HUMAN]
	4.63
	1.792
	56
	6.40
	7.21

	Q71UI9-3
	Isoform 3 of Histone H2A.V OS=Homo sapiens GN=H2AFV - [H2AV_HUMAN]
	48.40
	1.792
	90
	9.37
	10.49

	Q99538-3
	Isoform 3 of Legumain OS=Homo sapiens GN=LGMN - [LGMN_HUMAN]
	17.94
	1.791
	372
	41.98
	6.20

	Q9H4Z3
	Phosphorylated CTD-interacting factor 1 OS=Homo sapiens GN=PCIF1 PE=1 SV=1 - [PCIF1_HUMAN]
	4.53
	1.790
	704
	80.62
	7.42

	Q9C0H2-3
	Isoform 3 of Protein tweety homolog 3 OS=Homo sapiens GN=TTYH3 - [TTYH3_HUMAN]
	12.68
	1.776
	352
	38.46
	6.34

	E7EMV2
	Neurofilament medium polypeptide OS=Homo sapiens GN=NEFM PE=1 SV=1 - [E7EMV2_HUMAN]
	36.51
	1.774
	698
	78.83
	4.78

	H7C2G0
	SH3 domain-binding glutamic acid-rich protein (Fragment) OS=Homo sapiens GN=SH3BGR PE=4 SV=1 - [H7C2G0_HUMAN]
	4.10
	1.773
	137
	15.29
	4.04

	P19224-3
	Isoform 3 of UDP-glucuronosyltransferase 1-6 OS=Homo sapiens GN=UGT1A6 - [UD16_HUMAN]
	26.83
	1.773
	443
	50.49
	7.68

	I3L2F4
	Enhancer of mRNA-decapping protein 4 (Fragment) OS=Homo sapiens GN=EDC4 PE=1 SV=1 - [I3L2F4_HUMAN]
	37.12
	1.767
	135
	14.88
	8.88

	Q93034
	Cullin-5 OS=Homo sapiens GN=CUL5 PE=1 SV=4 - [CUL5_HUMAN]
	26.87
	1.764
	780
	90.90
	7.94

	E9PRK8
	Ferritin OS=Homo sapiens GN=FTH1 PE=1 SV=1 - [E9PRK8_HUMAN]
	4.01
	1.763
	95
	11.16
	8.43

	H0YIV9
	Uncharacterized protein (Fragment) OS=Homo sapiens PE=3 SV=1 - [H0YIV9_HUMAN]
	13.18
	1.762
	168
	18.70
	5.73

	H0Y332
	Syntaxin-binding protein 5 (Fragment) OS=Homo sapiens GN=STXBP5 PE=1 SV=1 - [H0Y332_HUMAN]
	4.63
	1.761
	174
	18.94
	8.16

	P36404
	ADP-ribosylation factor-like protein 2 OS=Homo sapiens GN=ARL2 PE=1 SV=4 - [ARL2_HUMAN]
	12.02
	1.760
	184
	20.86
	6.34

	G3V2R9
	Prostaglandin reductase 2 OS=Homo sapiens GN=PTGR2 PE=1 SV=1 - [G3V2R9_HUMAN]
	3.92
	1.749
	217
	23.36
	6.19

	O15118
	Niemann-Pick C1 protein OS=Homo sapiens GN=NPC1 PE=1 SV=2 - [NPC1_HUMAN]
	23.34
	1.743
	1278
	142.07
	5.36

	P16035
	Metalloproteinase inhibitor 2 OS=Homo sapiens GN=TIMP2 PE=1 SV=2 - [TIMP2_HUMAN]
	8.77
	1.736
	220
	24.38
	7.49

	P16401
	Histone H1.5 OS=Homo sapiens GN=HIST1H1B PE=1 SV=3 - [H15_HUMAN]
	142.09
	1.736
	226
	22.57
	10.92

	F8WEC7
	Zinc finger protein 473 OS=Homo sapiens GN=ZNF473 PE=4 SV=1 - [F8WEC7_HUMAN]
	3.91
	1.735
	859
	98.80
	8.32

	Q9NZ53
	Podocalyxin-like protein 2 OS=Homo sapiens GN=PODXL2 PE=1 SV=1 - [PDXL2_HUMAN]
	4.27
	1.734
	605
	65.04
	4.34

	Q9UBP6
	tRNA (guanine-N(7)-)-methyltransferase OS=Homo sapiens GN=METTL1 PE=1 SV=1 - [TRMB_HUMAN]
	17.60
	1.728
	276
	31.45
	7.64

	P00966
	Argininosuccinate synthase OS=Homo sapiens GN=ASS1 PE=1 SV=2 - [ASSY_HUMAN]
	9.40
	1.723
	412
	46.50
	8.02

	G3V5N2
	Spermatogenesis-associated protein 7 (Fragment) OS=Homo sapiens GN=SPATA7 PE=4 SV=4 - [G3V5N2_HUMAN]
	4.06
	1.721
	138
	15.25
	9.48

	C9J8Z2
	Arf-GAP with GTPase, ANK repeat and PH domain-containing protein 1 (Fragment) OS=Homo sapiens GN=AGAP1 PE=4 SV=1 - [C9J8Z2_HUMAN]
	3.79
	1.719
	117
	13.25
	4.88

	Q9NRW3
	DNA dC->dU-editing enzyme APOBEC-3C OS=Homo sapiens GN=APOBEC3C PE=1 SV=2 - [ABC3C_HUMAN]
	9.31
	1.715
	190
	22.81
	7.59

	Q15906
	Vacuolar protein sorting-associated protein 72 homolog OS=Homo sapiens GN=VPS72 PE=1 SV=1 - [VPS72_HUMAN]
	8.85
	1.709
	364
	40.57
	6.48

	Q9BYC9
	39S ribosomal protein L20, mitochondrial OS=Homo sapiens GN=MRPL20 PE=1 SV=1 - [RM20_HUMAN]
	44.79
	1.706
	149
	17.43
	10.86

	A0A096LPK7
	Thioredoxin reductase 2, mitochondrial OS=Homo sapiens GN=TXNRD2 PE=1 SV=1 - [A0A096LPK7_HUMAN]
	73.52
	1.705
	463
	50.03
	7.20

	E5RIY4
	Transcription termination factor 3, mitochondrial OS=Homo sapiens GN=MTERF3 PE=1 SV=1 - [E5RIY4_HUMAN]
	7.78
	1.705
	173
	20.09
	9.23

	Q96T76-9
	Isoform 6 of MMS19 nucleotide excision repair protein homolog OS=Homo sapiens GN=MMS19 - [MMS19_HUMAN]
	8.31
	1.700
	987
	108.31
	6.42

	A0A087WXF7
	Inhibitor of growth protein 1 (Fragment) OS=Homo sapiens GN=ING1 PE=1 SV=1 - [A0A087WXF7_HUMAN]
	4.42
	1.697
	111
	12.56
	4.83

	Q9UGT4
	Sushi domain-containing protein 2 OS=Homo sapiens GN=SUSD2 PE=1 SV=1 - [SUSD2_HUMAN]
	89.97
	1.696
	822
	90.15
	6.28

	Q6N021-2
	Isoform 2 of Methylcytosine dioxygenase TET2 OS=Homo sapiens GN=TET2 - [TET2_HUMAN]
	4.66
	1.694
	1165
	130.17
	7.80

	Q8IY26
	Presqualene diphosphate phosphatase OS=Homo sapiens GN=PPAPDC2 PE=1 SV=3 - [PPAC2_HUMAN]
	3.33
	1.694
	295
	32.17
	9.99

	A0A0A0MSI1
	Protein inscuteable homolog OS=Homo sapiens GN=INSC PE=4 SV=1 - [A0A0A0MSI1_HUMAN]
	4.16
	1.693
	566
	61.83
	5.31

	H3BTV9
	COMM domain-containing protein 4 OS=Homo sapiens GN=COMMD4 PE=1 SV=1 - [H3BTV9_HUMAN]
	4.27
	1.689
	52
	5.81
	5.19

	P50402
	Emerin OS=Homo sapiens GN=EMD PE=1 SV=1 - [EMD_HUMAN]
	56.26
	1.689
	254
	28.98
	5.50

	Q8NEZ2-2
	Isoform 2 of Vacuolar protein sorting-associated protein 37A OS=Homo sapiens GN=VPS37A - [VP37A_HUMAN]
	20.48
	1.682
	372
	41.43
	5.81

	S4R3W9
	39S ribosomal protein L19, mitochondrial (Fragment) OS=Homo sapiens GN=MRPL19 PE=1 SV=1 - [S4R3W9_HUMAN]
	15.89
	1.668
	143
	16.59
	9.51

	Q9UJX5
	Anaphase-promoting complex subunit 4 OS=Homo sapiens GN=ANAPC4 PE=1 SV=2 - [APC4_HUMAN]
	18.07
	1.666
	808
	92.06
	5.53

	P82914
	28S ribosomal protein S15, mitochondrial OS=Homo sapiens GN=MRPS15 PE=1 SV=1 - [RT15_HUMAN]
	8.01
	1.664
	257
	29.82
	10.48

	C9J712
	Profilin-2 OS=Homo sapiens GN=PFN2 PE=4 SV=1 - [C9J712_HUMAN]
	121.64
	1.661
	91
	9.79
	9.36

	Q9ULI0-2
	Isoform 2 of ATPase family AAA domain-containing protein 2B OS=Homo sapiens GN=ATAD2B - [ATD2B_HUMAN]
	8.26
	1.654
	1453
	164.23
	6.92

	Q6ZN55
	Zinc finger protein 574 OS=Homo sapiens GN=ZNF574 PE=1 SV=2 - [ZN574_HUMAN]
	23.75
	1.652
	896
	98.84
	8.07

	Q9UPM8-2
	Isoform 2 of AP-4 complex subunit epsilon-1 OS=Homo sapiens GN=AP4E1 - [AP4E1_HUMAN]
	4.00
	1.651
	1062
	119.41
	5.85

	Q08426
	Peroxisomal bifunctional enzyme OS=Homo sapiens GN=EHHADH PE=1 SV=3 - [ECHP_HUMAN]
	13.82
	1.649
	723
	79.44
	9.14

	Q9UJM3
	ERBB receptor feedback inhibitor 1 OS=Homo sapiens GN=ERRFI1 PE=1 SV=1 - [ERRFI_HUMAN]
	11.19
	1.644
	462
	50.53
	8.10

	Q9Y6Y0
	Influenza virus NS1A-binding protein OS=Homo sapiens GN=IVNS1ABP PE=1 SV=3 - [NS1BP_HUMAN]
	3.28
	1.640
	642
	71.68
	5.53

	P16070-18
	Isoform 18 of CD44 antigen OS=Homo sapiens GN=CD44 - [CD44_HUMAN]
	111.89
	1.638
	340
	37.25
	5.52

	Q9H299
	SH3 domain-binding glutamic acid-rich-like protein 3 OS=Homo sapiens GN=SH3BGRL3 PE=1 SV=1 - [SH3L3_HUMAN]
	29.00
	1.634
	93
	10.43
	4.93

	Q13232
	Nucleoside diphosphate kinase 3 OS=Homo sapiens GN=NME3 PE=1 SV=2 - [NDK3_HUMAN]
	23.41
	1.633
	169
	19.00
	7.84

	Q14240
	Eukaryotic initiation factor 4A-II OS=Homo sapiens GN=EIF4A2 PE=1 SV=2 - [IF4A2_HUMAN]
	247.47
	1.627
	407
	46.37
	5.48

	Q5T0W9
	Protein FAM83B OS=Homo sapiens GN=FAM83B PE=1 SV=1 - [FA83B_HUMAN]
	4.24
	1.625
	1011
	114.73
	8.97

	O43156
	TELO2-interacting protein 1 homolog OS=Homo sapiens GN=TTI1 PE=1 SV=3 - [TTI1_HUMAN]
	4.38
	1.624
	1089
	121.99
	5.97

	Q6ZQW0
	Indoleamine 2,3-dioxygenase 2 OS=Homo sapiens GN=IDO2 PE=1 SV=3 - [I23O2_HUMAN]
	4.74
	1.623
	407
	45.40
	6.84

	Q9GZY8-2
	Isoform 2 of Mitochondrial fission factor OS=Homo sapiens GN=MFF - [MFF_HUMAN]
	147.89
	1.623
	291
	32.95
	7.44

	Q07666
	KH domain-containing, RNA-binding, signal transduction-associated protein 1 OS=Homo sapiens GN=KHDRBS1 PE=1 SV=1 - [KHDR1_HUMAN]
	64.84
	1.623
	443
	48.20
	8.66

	Q9UPY5
	Cystine/glutamate transporter OS=Homo sapiens GN=SLC7A11 PE=1 SV=1 - [XCT_HUMAN]
	3.43
	1.621
	501
	55.39
	9.19

	Q14161-3
	Isoform 3 of ARF GTPase-activating protein GIT2 OS=Homo sapiens GN=GIT2 - [GIT2_HUMAN]
	30.05
	1.619
	744
	82.71
	7.12

	O14684
	Prostaglandin E synthase OS=Homo sapiens GN=PTGES PE=1 SV=2 - [PTGES_HUMAN]
	4.59
	1.618
	152
	17.09
	9.50

	M0R3J1
	Carcinoembryonic antigen-related cell adhesion molecule 5 (Fragment) OS=Homo sapiens GN=CEACAM5 PE=4 SV=1 - [M0R3J1_HUMAN]
	3.38
	1.614
	194
	21.82
	4.74

	O75381-2
	Isoform 2 of Peroxisomal membrane protein PEX14 OS=Homo sapiens GN=PEX14 - [PEX14_HUMAN]
	11.66
	1.613
	334
	36.68
	5.14

	C9K0L6
	UPF0415 protein C7orf25 (Fragment) OS=Homo sapiens GN=C7orf25 PE=4 SV=1 - [C9K0L6_HUMAN]
	4.24
	1.611
	178
	19.57
	8.43

	H0YAX6
	UBX domain-containing protein 2B (Fragment) OS=Homo sapiens GN=UBXN2B PE=4 SV=1 - [H0YAX6_HUMAN]
	3.93
	1.600
	142
	15.99
	5.97

	Q14192
	Four and a half LIM domains protein 2 OS=Homo sapiens GN=FHL2 PE=1 SV=3 - [FHL2_HUMAN]
	109.33
	1.600
	279
	32.17
	7.55

	H0YJ91
	Pecanex-like protein 1 (Fragment) OS=Homo sapiens GN=PCNX PE=4 SV=1 - [H0YJ91_HUMAN]
	4.44
	1.599
	1328
	148.94
	7.08

	Q9BRT6
	Protein LLP homolog OS=Homo sapiens GN=LLPH PE=2 SV=1 - [LLPH_HUMAN]
	13.79
	1.595
	129
	15.22
	10.37

	Q8IVL6
	Prolyl 3-hydroxylase 3 OS=Homo sapiens GN=LEPREL2 PE=1 SV=1 - [P3H3_HUMAN]
	14.42
	1.595
	736
	81.79
	6.32

	P42704
	Leucine-rich PPR motif-containing protein, mitochondrial OS=Homo sapiens GN=LRPPRC PE=1 SV=3 - [LPPRC_HUMAN]
	896.86
	1.594
	1394
	157.81
	6.13

	B8ZZG1
	MAGUK p55 subfamily member 6 OS=Homo sapiens GN=MPP6 PE=1 SV=1 - [B8ZZG1_HUMAN]
	53.33
	1.594
	428
	48.73
	8.76

	E5RHG6
	Tubulin-specific chaperone A OS=Homo sapiens GN=TBCA PE=1 SV=2 - [E5RHG6_HUMAN]
	113.67
	1.592
	131
	15.05
	5.16

	Q9UBI6
	Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-12 OS=Homo sapiens GN=GNG12 PE=1 SV=3 - [GBG12_HUMAN]
	40.95
	1.591
	72
	8.00
	8.97

	P17152
	Transmembrane protein 11, mitochondrial OS=Homo sapiens GN=TMEM11 PE=1 SV=1 - [TMM11_HUMAN]
	3.17
	1.588
	192
	21.53
	7.36

	A2A3F8
	WD repeat-containing protein 34 (Fragment) OS=Homo sapiens GN=WDR34 PE=4 SV=1 - [A2A3F8_HUMAN]
	4.12
	1.583
	139
	14.84
	6.28

	Q9UHL4
	Dipeptidyl peptidase 2 OS=Homo sapiens GN=DPP7 PE=1 SV=3 - [DPP2_HUMAN]
	16.68
	1.582
	492
	54.31
	6.32

	Q9NVX0
	HAUS augmin-like complex subunit 2 OS=Homo sapiens GN=HAUS2 PE=1 SV=1 - [HAUS2_HUMAN]
	9.67
	1.577
	235
	26.92
	7.88

	M0R075
	Bile acyl-CoA synthetase OS=Homo sapiens GN=SLC27A5 PE=4 SV=1 - [M0R075_HUMAN]
	4.41
	1.574
	95
	10.85
	8.19

	Q96HQ2-2
	Isoform 2 of CDKN2AIP N-terminal-like protein OS=Homo sapiens GN=CDKN2AIPNL - [C2AIL_HUMAN]
	9.98
	1.574
	85
	9.50
	5.87

	P09382
	Galectin-1 OS=Homo sapiens GN=LGALS1 PE=1 SV=2 - [LEG1_HUMAN]
	401.47
	1.573
	135
	14.71
	5.50

	H0YMB3
	GMP reductase 2 OS=Homo sapiens GN=GMPR2 PE=1 SV=1 - [H0YMB3_HUMAN]
	11.94
	1.571
	315
	33.90
	6.92

	B4DGU4
	Catenin beta-1 OS=Homo sapiens GN=CTNNB1 PE=2 SV=1 - [B4DGU4_HUMAN]
	84.47
	1.570
	774
	84.71
	5.92

	Q8WVB6-3
	Isoform 3 of Chromosome transmission fidelity protein 18 homolog OS=Homo sapiens GN=CHTF18 - [CTF18_HUMAN]
	7.74
	1.569
	557
	61.83
	9.51

	Q13395
	Probable methyltransferase TARBP1 OS=Homo sapiens GN=TARBP1 PE=1 SV=1 - [TARB1_HUMAN]
	3.92
	1.568
	1621
	181.56
	7.05

	A0A087WVF8
	Myomegalin OS=Homo sapiens GN=PDE4DIP PE=1 SV=1 - [A0A087WVF8_HUMAN]
	7.47
	1.567
	2240
	253.91
	5.39

	D6RAR7
	Dysbindin (Fragment) OS=Homo sapiens GN=DTNBP1 PE=4 SV=1 - [D6RAR7_HUMAN]
	4.71
	1.567
	142
	15.82
	4.13

	Q9NVD7
	Alpha-parvin OS=Homo sapiens GN=PARVA PE=1 SV=1 - [PARVA_HUMAN]
	31.04
	1.566
	372
	42.22
	5.95

	H7BXY5
	Nexilin (Fragment) OS=Homo sapiens GN=NEXN PE=1 SV=1 - [H7BXY5_HUMAN]
	5.14
	1.565
	576
	68.88
	5.06

	Q99417
	C-Myc-binding protein OS=Homo sapiens GN=MYCBP PE=1 SV=3 - [MYCBP_HUMAN]
	25.93
	1.563
	103
	11.96
	5.91

	Q9UHR6
	Zinc finger HIT domain-containing protein 2 OS=Homo sapiens GN=ZNHIT2 PE=1 SV=1 - [ZNHI2_HUMAN]
	4.38
	1.562
	403
	42.86
	5.99

	P07099
	Epoxide hydrolase 1 OS=Homo sapiens GN=EPHX1 PE=1 SV=1 - [HYEP_HUMAN]
	74.06
	1.560
	455
	52.91
	7.25

	P09525
	Annexin A4 OS=Homo sapiens GN=ANXA4 PE=1 SV=4 - [ANXA4_HUMAN]
	384.64
	1.556
	319
	35.86
	6.13

	Q9Y2V2
	Calcium-regulated heat stable protein 1 OS=Homo sapiens GN=CARHSP1 PE=1 SV=2 - [CHSP1_HUMAN]
	41.56
	1.556
	147
	15.88
	8.21

	Q5RI15
	Cytochrome c oxidase protein 20 homolog OS=Homo sapiens GN=COX20 PE=1 SV=2 - [COX20_HUMAN]
	25.02
	1.556
	118
	13.28
	8.76

	P04264
	Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6 - [K2C1_HUMAN]
	26.63
	1.556
	644
	66.00
	8.12

	Q8IWB1
	Inositol 1,4,5-trisphosphate receptor-interacting protein OS=Homo sapiens GN=ITPRIP PE=1 SV=1 - [IPRI_HUMAN]
	17.04
	1.555
	547
	62.02
	5.88

	P30837
	Aldehyde dehydrogenase X, mitochondrial OS=Homo sapiens GN=ALDH1B1 PE=1 SV=3 - [AL1B1_HUMAN]
	278.29
	1.554
	517
	57.17
	6.80

	Q9NRF9
	DNA polymerase epsilon subunit 3 OS=Homo sapiens GN=POLE3 PE=1 SV=1 - [DPOE3_HUMAN]
	47.54
	1.553
	147
	16.85
	4.74

	P31947
	14-3-3 protein sigma OS=Homo sapiens GN=SFN PE=1 SV=1 - [1433S_HUMAN]
	323.59
	1.552
	248
	27.76
	4.74

	Q7Z7H8
	39S ribosomal protein L10, mitochondrial OS=Homo sapiens GN=MRPL10 PE=1 SV=3 - [RM10_HUMAN]
	20.64
	1.552
	261
	29.26
	9.58

	A0A075B739
	Protein MGC50722 OS=Homo sapiens GN=MGC50722 PE=4 SV=2 - [A0A075B739_HUMAN]
	6.88
	1.549
	953
	103.03
	9.76

	Q16719
	Kynureninase OS=Homo sapiens GN=KYNU PE=1 SV=1 - [KYNU_HUMAN]
	240.96
	1.546
	465
	52.32
	7.03

	Q5JVB9
	Citrate lyase subunit beta-like protein, mitochondrial (Fragment) OS=Homo sapiens GN=CLYBL PE=4 SV=1 - [Q5JVB9_HUMAN]
	5.94
	1.546
	89
	9.99
	9.33

	Q04446
	1,4-alpha-glucan-branching enzyme OS=Homo sapiens GN=GBE1 PE=1 SV=3 - [GLGB_HUMAN]
	80.59
	1.545
	702
	80.42
	6.32

	Q6N069-5
	Isoform 5 of N-alpha-acetyltransferase 16, NatA auxiliary subunit OS=Homo sapiens GN=NAA16 - [NAA16_HUMAN]
	11.38
	1.544
	311
	36.83
	8.21

	P51513-5
	Isoform 5 of RNA-binding protein Nova-1 OS=Homo sapiens GN=NOVA1 - [NOVA1_HUMAN]
	8.02
	1.543
	483
	49.22
	8.53

	P62854
	40S ribosomal protein S26 OS=Homo sapiens GN=RPS26 PE=1 SV=3 - [RS26_HUMAN]
	90.76
	1.542
	115
	13.01
	11.00

	B8ZZQ6
	Prothymosin alpha OS=Homo sapiens GN=PTMA PE=1 SV=1 - [B8ZZQ6_HUMAN]
	119.08
	1.541
	107
	11.75
	3.81

	Q9NY12-2
	Isoform 2 of H/ACA ribonucleoprotein complex subunit 1 OS=Homo sapiens GN=GAR1 - [GAR1_HUMAN]
	4.81
	1.541
	199
	20.82
	10.43

	Q9Y3U8
	60S ribosomal protein L36 OS=Homo sapiens GN=RPL36 PE=1 SV=3 - [RL36_HUMAN]
	93.48
	1.540
	105
	12.25
	11.59

	Q9BQB6-3
	Isoform 3 of Vitamin K epoxide reductase complex subunit 1 OS=Homo sapiens GN=VKORC1 - [VKOR1_HUMAN]
	8.51
	1.539
	92
	9.87
	8.40

	P15918-2
	Isoform 2 of V(D)J recombination-activating protein 1 OS=Homo sapiens GN=RAG1 - [RAG1_HUMAN]
	4.07
	1.538
	931
	106.11
	8.75

	Q9P035
	Very-long-chain (3R)-3-hydroxyacyl-CoA dehydratase 3 OS=Homo sapiens GN=PTPLAD1 PE=1 SV=2 - [HACD3_HUMAN]
	14.97
	1.537
	362
	43.13
	8.94

	P05787
	Keratin, type II cytoskeletal 8 OS=Homo sapiens GN=KRT8 PE=1 SV=7 - [K2C8_HUMAN]
	2373.97
	1.535
	483
	53.67
	5.59

	O43294-2
	Isoform 2 of Transforming growth factor beta-1-induced transcript 1 protein OS=Homo sapiens GN=TGFB1I1 - [TGFI1_HUMAN]
	21.96
	1.535
	444
	47.91
	7.58

	E9PFH7
	C-Jun-amino-terminal kinase-interacting protein 3 OS=Homo sapiens GN=MAPK8IP3 PE=4 SV=1 - [E9PFH7_HUMAN]
	15.76
	1.529
	1330
	146.59
	5.43

	Q00535-2
	Isoform 2 of Cyclin-dependent-like kinase 5 OS=Homo sapiens GN=CDK5 - [CDK5_HUMAN]
	17.32
	1.529
	260
	29.53
	6.42

	H7C2A6
	Cysteine protease ATG4B (Fragment) OS=Homo sapiens GN=ATG4B PE=1 SV=1 - [H7C2A6_HUMAN]
	4.37
	1.529
	193
	21.19
	5.03

	E9PQC4
	Kinetochore protein Nuf2 OS=Homo sapiens GN=NUF2 PE=1 SV=1 - [E9PQC4_HUMAN]
	9.17
	1.527
	417
	48.80
	8.85

	P37173
	TGF-beta receptor type-2 OS=Homo sapiens GN=TGFBR2 PE=1 SV=2 - [TGFR2_HUMAN]
	5.43
	1.526
	567
	64.53
	5.90

	H0YFA4
	Cysteine-rich protein 2 (Fragment) OS=Homo sapiens GN=CRIP2 PE=1 SV=1 - [H0YFA4_HUMAN]
	64.74
	1.525
	192
	20.70
	8.94

	Q6IQ49-3
	Isoform 3 of Protein SDE2 homolog OS=Homo sapiens GN=SDE2 - [SDE2_HUMAN]
	28.94
	1.525
	356
	39.34
	5.05

	Q13188
	Serine/threonine-protein kinase 3 OS=Homo sapiens GN=STK3 PE=1 SV=2 - [STK3_HUMAN]
	38.93
	1.524
	491
	56.26
	5.24

	Q96CB9
	5-methylcytosine rRNA methyltransferase NSUN4 OS=Homo sapiens GN=NSUN4 PE=1 SV=2 - [NSUN4_HUMAN]
	11.11
	1.522
	384
	43.06
	8.18

	Q7L1Q6-2
	Isoform 2 of Basic leucine zipper and W2 domain-containing protein 1 OS=Homo sapiens GN=BZW1 - [BZW1_HUMAN]
	49.30
	1.521
	353
	40.51
	6.46

	Q9P260
	LisH domain and HEAT repeat-containing protein KIAA1468 OS=Homo sapiens GN=KIAA1468 PE=1 SV=2 - [K1468_HUMAN]
	4.45
	1.521
	1216
	134.55
	5.45

	P07305-2
	Isoform 2 of Histone H1.0 OS=Homo sapiens GN=H1F0 - [H10_HUMAN]
	23.08
	1.521
	177
	19.16
	10.83

	Q5TG81
	Voltage-gated potassium channel subunit beta-2 (Fragment) OS=Homo sapiens GN=KCNAB2 PE=1 SV=1 - [Q5TG81_HUMAN]
	4.76
	1.520
	253
	28.33
	8.76

	O95235-2
	Isoform 2 of Kinesin-like protein KIF20A OS=Homo sapiens GN=KIF20A - [KI20A_HUMAN]
	4.15
	1.519
	872
	98.04
	6.74

	P21399
	Cytoplasmic aconitate hydratase OS=Homo sapiens GN=ACO1 PE=1 SV=3 - [ACOC_HUMAN]
	129.76
	1.518
	889
	98.34
	6.68

	M0R3C9
	Neurogenic locus notch homolog protein 3 (Fragment) OS=Homo sapiens GN=NOTCH3 PE=4 SV=1 - [M0R3C9_HUMAN]
	4.01
	1.515
	1286
	134.22
	5.34

	A6NNI4
	Tetraspanin OS=Homo sapiens GN=CD9 PE=1 SV=1 - [A6NNI4_HUMAN]
	35.94
	1.514
	159
	17.75
	6.29

	P26583
	High mobility group protein B2 OS=Homo sapiens GN=HMGB2 PE=1 SV=2 - [HMGB2_HUMAN]
	119.37
	1.513
	209
	24.02
	7.81

	Q9NZ45
	CDGSH iron-sulfur domain-containing protein 1 OS=Homo sapiens GN=CISD1 PE=1 SV=1 - [CISD1_HUMAN]
	38.28
	1.512
	108
	12.19
	9.09

	Q9UBH6-2
	Isoform 2 of Xenotropic and polytropic retrovirus receptor 1 OS=Homo sapiens GN=XPR1 - [XPR1_HUMAN]
	30.25
	1.512
	631
	73.87
	7.52

	Q5K651
	Sterile alpha motif domain-containing protein 9 OS=Homo sapiens GN=SAMD9 PE=1 SV=1 - [SAMD9_HUMAN]
	4.47
	1.510
	1589
	184.16
	7.83

	O00429-4
	Isoform 3 of Dynamin-1-like protein OS=Homo sapiens GN=DNM1L - [DNM1L_HUMAN]
	209.86
	1.508
	699
	78.05
	6.81

	B5MC64
	Probable methyltransferase-like protein 15 OS=Homo sapiens GN=METTL15 PE=4 SV=1 - [B5MC64_HUMAN]
	4.63
	1.507
	93
	11.14
	7.37

	A0AVT1
	Ubiquitin-like modifier-activating enzyme 6 OS=Homo sapiens GN=UBA6 PE=1 SV=1 - [UBA6_HUMAN]
	25.77
	1.507
	1052
	117.90
	6.14

	H7BY04
	Laminin subunit gamma-3 (Fragment) OS=Homo sapiens GN=LAMC3 PE=4 SV=1 - [H7BY04_HUMAN]
	4.44
	1.507
	257
	28.38
	8.15

	H7C4H8
	Histone RNA hairpin-binding protein (Fragment) OS=Homo sapiens GN=SLBP PE=1 SV=1 - [H7C4H8_HUMAN]
	5.19
	1.506
	186
	21.33
	10.11

	Q15172-2
	Isoform 2 of Serine/threonine-protein phosphatase 2A 56 kDa regulatory subunit alpha isoform OS=Homo sapiens GN=PPP2R5A - [2A5A_HUMAN]
	4.39
	1.505
	429
	50.21
	5.78

	A0A087WXM8
	Basal cell adhesion molecule OS=Homo sapiens GN=BCAM PE=1 SV=1 - [A0A087WXM8_HUMAN]
	75.77
	1.504
	588
	63.65
	6.10

	P06737-2
	Isoform 2 of Glycogen phosphorylase, liver form OS=Homo sapiens GN=PYGL - [PYGL_HUMAN]
	174.39
	1.501
	813
	93.08
	7.30

	A0A087X0K1
	Calcium-binding protein 39 OS=Homo sapiens GN=CAB39 PE=1 SV=1 - [A0A087X0K1_HUMAN]
	4.14
	1.501
	339
	39.43
	7.11

	Q9UL46
	Proteasome activator complex subunit 2 OS=Homo sapiens GN=PSME2 PE=1 SV=4 - [PSME2_HUMAN]
	95.00
	1.501
	239
	27.38
	5.73
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