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	PRRC2C
	TRIP12
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Supplementary Table 1. KDM5A/B/C subfamily members and their 120 co-expression genes in LUAD and LUSC patients.
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Supplementary figure 1. Somatic copy number alterations of KDM5A/B/C subfamily members in LUAD and LUSC patients.
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Supplementary figure 2. Protein-protein interactions network of KDM5A/B/C subfamily members and their 120 co-expression genes in LUAD and LUSC patients.

