Supplementary materials

Supplemental Materials and Methods
Gene knockout of Glipr1
Knockout of exon1-3 affects the initiation of normal transcription and translation of Glipr1. The coding region of exon1-3 is 500 bp, and the knockout region is about 8.6 kb. Guide-RNA was performed as follow: 5ʹ-ACAAGGTGTGCAAAGCAACA-3ʹ, and 5ʹ-GCAAATTTTATATGCGACTA-3ʹ. Guide-RNA and Cas9 mRNA were transduced into the fertilized ovum of C57BL/6 mice. Glipr1 knockout was verified by PCR of genomic DNA from the tails of the offspring. Then, the mice were routinely bred in the animal facility of Zhongshan.

Supplementary Table S1 Primers sequences 
	Species
	Gene
	Forward (5ʹ-3ʹ)
	Reverse (5ʹ-3ʹ)

	Human
	GLIPR1
	CGTGTCACACTTGCTACAATAG
	TCGGAACTTGTTATGGATTCGA

	
	PLAU
	AATTTCAGTGTGGCCAAAAGAC
	GTCCTCCTTCTTTGGGTAATCA

	
	EGFR
	ACCCATATGTACCATCGATGTC
	GAATTCGATGATCAACTCACGG

	
	β-actin
	CTGGCACCCAGCACAATG
	CCGATCCACACGGAGTACTTG

	Mouse
	Glipr1
	ATGTGTTCAAGTTCACAACCAG
	CAGCTGTGGGTTGTGTTTAAAT

	
	Plau
	GCTTGTTTCTCATGAACAGTGT
	TTCGATGTTACAGATAAGCGGT

	
	β-actin
	CCTCTATGCCAACACAGT
	AGCCACCAATCCACACAG
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Supplementary Figure S1 Schematic representation of the Glipr1-knockout strategy. Organization of the Glipr1 wild type gene (top) and Glipt1 knockout gene (bottom).
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