Supplementary Table 1 The basic information of analyzed polymorphic variants 
	Gene
	Polymorphic variant
	Chromosome: Location
	Region
	Alleles
	MAF

	FTO
	rs7185735
	16:53788739
	intron variant
	A/G/T
	0.34 (G)

	FTO
	rs9939609
	16:53786615
	intron variant
	T/A
	0.34 (A)

	FTO
	rs1421085
	16:53767042
	intron variant
	T/C
	0.23 (C)

	FTO
	rs1861868
	16:53756490
	intron variant
	C/T
	0.32 (T)

	FTO
	rs3751812
	16:53784548
	intron variant
	G/T
	0.22 (T)

	FTO
	rs8050136
	16:53782363
	intron variant
	C/A
	0.32 (A)


Legend: MAF - Minor allele frequency

Supplementary table 2 Hardy-Weinberg equilibrium test results

	SNP
	χ2
	p-value

	rs7185735
	29.649
	<0.0001

	rs9939609
	2.818
	0.0932


	rs1421085
	0.140
	0.7082

	rs1861868
	2.288
	0.1304

	rs3751812
	0.722
	0.3956

	rs8050136
	0.439
	0.5078


Supplementary table 3 Results of associative analysis genotypes/alleles frequency and metabolic syndrome in patients with schizophrenia
	SNP
	Genotypes/
alleles
	Patients without MetS
	%
	Patients with MetS
	%
	OR
	CI 95% (lower)
	CI 95% (upper)
	χ2
	p

	rs9939609
	T/T
	97
	28.1
	36
	29.3
	1.06
	0.67
	1.67
	0.159
	0.924

	
	T/A
	187
	54.2
	63
	51.2
	0.91
	0.56
	1.46
	
	

	
	A/A
	61
	17.7
	24
	19.5
	1.06
	0.58
	1.95
	
	

	
	T
	0.552
	-
	0.549
	-
	0.99
	0.74
	1.32
	0.008
	0.927

	
	A
	0.448
	-
	0.451
	-
	1.01
	0.76
	1.36
	
	

	rs1421085
	T/T
	108
	31.3
	39
	31.5
	1.01
	0.65
	1.57
	0.812
	0.666

	
	T/C
	176
	51
	59
	47.6
	0.93
	0.58
	1.49
	
	

	
	C/C
	61
	17.7
	26
	21
	1.18
	0.66
	2.12
	
	

	
	T
	0.568
	-
	0.552
	-
	0.94
	0.70
	1.26
	0.183
	0.669

	
	C
	0.432
	-
	0.448
	-
	1.07
	0.80
	1.43
	
	

	rs1861868
	C/C
	111
	32.2
	36
	29
	0.86
	0.55
	1.35
	0.057
	0.972

	
	C/T
	175
	50.7
	71
	57.3
	1.25
	0.78
	1.99
	
	

	
	T/T
	59
	17.1
	17
	13.7
	0.89
	0.46
	1.71
	
	

	
	C
	0.575
	-
	0.577
	-
	1.01
	0.75
	1.35
	0.001
	0.973

	
	T
	0.425
	-
	0.423
	-
	0.99
	0.74
	1.33
	
	

	rs3751812
	G/G
	108
	31.3
	42
	33.9
	1.12
	0.73
	1.74
	0.128
	0.938

	
	G/T
	181
	52.5
	58
	46.8
	0.82
	0.52
	1.31
	
	

	
	T/T
	56
	16.2
	24
	19.4
	1.1
	0.61
	2
	
	

	
	G
	0.575
	-
	0.573
	-
	0.99
	0.74
	1.33
	0.006
	0.939

	
	T
	0.425
	-
	0.427
	-
	1.01
	0.75
	1.36
	
	

	rs8050136
	C/C
	109
	31.6
	43
	34.7
	1.15
	0.74
	1.77
	0.009
	0.996

	
	C/A
	180
	52.2
	57
	46
	0.8
	0.51
	1.27
	
	

	
	A/A
	56
	16.2
	24
	19.4
	1.09
	0.6
	1.97
	
	

	
	C
	0.577
	-
	0.577
	-
	1.00
	0.74
	1.34
	0.00003
	0.996

	
	A
	0.423
	-
	0.423
	-
	1.00
	0.75
	1.34
	
	


Supplementary table 4 Results of associative analysis genotypes/alleles frequency and abdominal obesity in patients with schizophrenia
	SNP
	Genotypes/
alleles
	Patients without abdominal obesity
	%
	Patients with abdominal obesity
	%
	OR
	CI 95% (lower)
	CI 95% (upper)
	χ2
	p

	rs9939609
	T/T
	79
	29.8
	63
	26.4
	0.84
	0.57
	1.24
	5.940
	0.051

	
	T/A
	148
	55.8
	122
	51
	1.03
	0.69
	1.56
	
	

	
	A/A
	38
	14.3
	54
	22.6
	1.78
	1.05
	3.03
	
	

	
	T
	0.577
	-
	0.519
	-
	0.79
	0.62
	1.01
	3.478
	0.062

	
	A
	0.423
	-
	0.481
	-
	1.27
	0.99
	1.62
	
	

	rs1421085
	T/T
	88
	33.3
	68
	28.2
	0.79
	0.54
	1.15
	5.900
	0.052

	
	T/C
	135
	51.1
	119
	49.4
	1.14
	0.76
	1.7
	
	

	
	C/C
	41
	15.5
	54
	22.4
	1.7
	1.02
	2.85
	
	

	
	T
	0.589
	-
	0.529
	-
	0.78
	0.61
	1.01
	3.678
	0.055

	
	C
	0.411
	-
	0.471
	-
	1.28
	0.99
	1.64
	
	

	rs1861868
	C/C
	94
	35.6
	64
	26.6
	0.65
	0.45
	0.96
	4.000
	0.135

	
	C/T
	127
	48.1
	138
	57.3
	1.6
	1.07
	2.38
	
	

	
	T/T
	43
	16.3
	39
	16.2
	1.33
	0.78
	2.28
	
	

	
	C
	0.597
	-
	0.552
	-
	0.83
	0.65
	1.07
	2.063
	0.151

	
	T
	0.403
	-
	0.448
	-
	1.20
	0.94
	1.54
	
	

	rs3751812
	G/G
	88
	33.3
	71
	29.5
	0.84
	0.57
	1.22
	5.598
	0.061

	
	G/T
	140
	53
	119
	49.4
	1.05
	0.71
	1.57
	
	

	
	T/T
	36
	13.6
	51
	21.2
	1.76
	1.03
	2.98
	
	

	
	G
	0.598
	-
	0.541
	-
	0.79
	0.62
	1.02
	3.342
	0.068

	
	T
	0.402
	-
	0.459
	-
	1.26
	0.98
	1.62
	
	

	rs8050136
	C/C
	89
	33.7
	72
	29.9
	0.84
	0.58
	1.22
	5.546
	0.063

	
	C/A
	139
	52.7
	118
	49
	1.05
	0.71
	1.56
	
	

	
	A/A
	36
	13.6
	51
	21.2
	1.75
	1.03
	2.97
	
	

	
	C
	0.600
	-
	0.544
	-
	0.79
	0.62
	1.02
	3.324
	0.068

	
	A
	0.400
	-
	0.456
	-
	1.26
	0.98
	1.62
	
	


