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[bookmark: _GoBack]Supplementary Figure 1. The mRNA level of immune checkpoints in STAD. Box plots derived from TCGA STAD dataset comparing the expression of LGALS9 (A), ICOSLG (B), TNFSF9 (C), TNFSF4 (D), CD70 (E), TNFSF18 (F) and CD48 (G) in STAD tissue and normal tissues.

Supplementary Table 1. The primers for qRT-PCR in the current study

	Gene
	Primers

	GAPDH

CD70

ICOSLG
	Forward: GCACCGTCAAGGCTGAGAAC
Reverse: TGGTGAAGACGCCAGTGGA
Forward: CGTCCCACCCAAGTGACTC
Reverse: GCTTTGGTCCCATTGGTCG
Forward: TGGAAGAGGTGGTCAGGC
Reverse: TTAGGCTATTGTCCGTTG
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Expression of LGALS9 in STAD based on Sample types
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Expression of TNFSF9 in STAD based on Sample types
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