Supplementary Table 1  Top 40 DEGs with most significant p value and fold change (HN/VL)
	ID
	Gene
	log2(HN/FK)
	Q value 
	Trend

	4283
	CXCL9
	3.647111238
	<0.001
	Up

	375612
	LHFPL3
	3.37653305
	<0.001
	Up

	931
	MS4A1
	3.368930196
	<0.001
	Up

	26279
	PLA2G2D
	3.27212966
	<0.001
	Up

	55118
	CRTAC1
	3.063608013
	<0.001
	Up

	115361
	GBP4
	2.987005844
	<0.001
	Up

	10537
	UBD
	2.905547817
	<0.001
	Up

	3604
	TNFRSF9
	2.897776374
	<0.001
	Up

	257101
	ZNF683
	2.897459833
	<0.001
	Up

	219287
	AMER2
	2.882229311
	<0.001
	Up

	115352
	FCRL3
	2.83335056
	<0.001
	Up

	4308
	TRPM1
	2.780575784
	<0.001
	Up

	925
	CD8A
	2.761194581
	<0.001
	Up

	6375
	XCL1
	2.758277221
	<0.001
	Up

	2044
	EPHA5
	2.751903764
	<0.001
	Up

	7299
	TYR
	2.690520297
	<0.001
	Up

	8115
	TCL1A
	2.668127515
	<0.001
	Up

	115350
	FCRL1
	2.664285443
	<0.001
	Up

	3821
	KLRC1
	2.639367425
	<0.001
	Up

	161357
	MDGA2
	2.611272397
	<0.001
	Up

	10563
	CXCL13
	2.580070614
	<0.001
	Up

	2833
	CXCR3
	2.546407533
	<0.001
	Up

	4036
	LRP2
	2.527892112
	<0.001
	Up

	3822
	KLRC2
	2.522433724
	<0.001
	Up

	924
	CD7
	2.522352527
	<0.001
	Up

	3902
	LAG3
	2.509976039
	<0.001
	Up

	4818
	NKG7
	2.492488759
	<0.001
	Up

	6846
	XCL2
	2.490776804
	<0.001
	Up

	1910
	EDNRB
	2.452908606
	<0.001
	Up

	952
	CD38
	2.426105043
	<0.001
	Up

	400759
	GBP1P1
	2.42055859
	<0.001
	Up

	56253
	CRTAM
	2.404942351
	<0.001
	Up

	6689
	SPIB
	2.399918724
	<0.001
	Up

	10382
	TUBB4A
	2.365441935
	<0.001
	Up

	55117
	SLC6A15
	2.356016124
	<0.001
	Up

	9560
	CCL4L2
	2.347592012
	<0.001
	Up

	9437
	NCR1
	2.344704417
	<0.001
	Up

	80201
	HKDC1
	2.343630048
	<0.001
	Up

	115362
	GBP5
	2.339330457
	<0.001
	Up

	400120
	SERTM1
	-2.350116894
	<0.001
	Down


Supplementary Table 2  Top 40 DEGs with most significant p value and fold change (HN/NN)
	ID
	Gene
	log2(HN/FK)
	Q value 
	Trend

	4283
	CXCL9
	4.854539461
	<0.001
	Up

	26279
	PLA2G2D
	4.099922616
	<0.001
	Up

	115352
	FCRL3
	3.773500141
	<0.001
	Up

	2833
	CXCR3
	3.460929042
	<0.001
	Up

	84636
	GPR174
	3.424197977
	<0.001
	Up

	931
	MS4A1
	3.421143859
	<0.001
	Up

	30009
	TBX21
	3.333447685
	<0.001
	Up

	3604
	TNFRSF9
	3.283949087
	<0.001
	Up

	925
	CD8A
	3.274844178
	<0.001
	Up

	4818
	NKG7
	3.159986218
	<0.001
	Up

	56253
	CRTAM
	3.074931589
	<0.001
	Up

	3902
	LAG3
	3.056212077
	<0.001
	Up

	6846
	XCL2
	2.993270195
	<0.001
	Up

	10563
	CXCL13
	2.976063357
	<0.001
	Up

	3821
	KLRC1
	2.955107791
	<0.001
	Up

	114836
	SLAMF6
	2.926786601
	<0.001
	Up

	256380
	SCML4
	2.888683017
	<0.001
	Up

	201633
	TIGIT
	2.866841242
	<0.001
	Up

	259197
	NCR3
	2.853194553
	<0.001
	Up

	926
	CD8B
	2.827706833
	<0.001
	Up

	8320
	EOMES
	2.820173236
	<0.001
	Up

	1521
	CTSW
	2.805100363
	<0.001
	Up

	401124
	DTHD1
	2.787747441
	<0.001
	Up

	115362
	GBP5
	2.779957914
	<0.001
	Up

	4745
	NELL1
	-2.744576988
	<0.001
	Down

	1641
	DCX
	-2.62784944
	<0.001
	Down

	54898
	ELOVL2
	-2.553636516
	<0.001
	Down

	285175
	UNC80
	-2.446283642
	<0.001
	Down

	2890
	GRIA1
	-2.319377831
	<0.001
	Down

	80201
	HKDC1
	-2.275933585
	<0.001
	Down

	7274
	TTPA
	-2.267799875
	<0.001
	Down

	203190
	LGI3
	-2.208592165
	<0.001
	Down

	590
	BCHE
	-2.090928961
	<0.001
	Down

	283652
	SLC24A5
	-2.072528428
	<0.001
	Down

	255631
	COL24A1
	-2.072016525
	<0.001
	Down

	5764
	PTN
	-2.027148562
	<0.001
	Down

	51151
	SLC45A2
	-2.020866307
	<0.001
	Down

	25769
	SLC24A2
	-1.986795957
	<0.001
	Down

	6017
	RLBP1
	-1.978064955
	<0.001
	Down

	10752
	CHL1
	-1.958229162
	<0.001
	Down


Supplementary Table 3  Top 40 DEGs with most significant p value and fold change (HN/MM)
	ID
	Gene
	log2(HN/FK)
	Q value 
	Trend

	8857
	FCGBP
	3.679992088
	<0.001
	Up

	10941
	UGT2A1
	3.496125545
	<0.001
	Up

	2940
	GSTA3
	3.281162731
	<0.001
	Up

	25833
	POU2F3
	3.276835976
	<0.001
	Up

	50489
	CD207
	3.272774868
	<0.001
	Up

	374355
	CCDC172
	3.223552001
	<0.001
	Up

	80168
	MOGAT2
	3.178785607
	<0.001
	Up

	1081
	CGA
	3.130885441
	<0.001
	Up

	2625
	GATA3
	3.094583246
	<0.001
	Up

	158833
	AWAT1
	3.051603326
	<0.001
	Up

	54831
	BEST2
	3.027947356
	<0.001
	Up

	51298
	THEG
	2.98836147
	<0.001
	Up

	51702
	PADI3
	2.97151067
	<0.001
	Up

	3866
	KRT15
	2.955988067
	<0.001
	Up

	26279
	PLA2G2D
	2.954063308
	<0.001
	Up

	347516
	DGAT2L6
	2.926151319
	<0.001
	Up

	7062
	TCHH
	2.901962948
	<0.001
	Up

	5284
	PIGR
	2.869664897
	<0.001
	Up

	3857
	KRT9
	-6.181562008
	<0.001
	Down

	4747
	NEFL
	-4.734603324
	<0.001
	Down

	6696
	SPP1
	-4.56177764
	<0.001
	Down

	6283
	S100A12
	-4.101896418
	<0.001
	Down

	5266
	PI3
	-3.956598314
	<0.001
	Down

	7857
	SCG2
	-3.915364294
	<0.001
	Down

	6706
	SPRR2G
	-3.868931649
	<0.001
	Down

	374918
	IGFL1
	-3.729353207
	<0.001
	Down

	84624
	FNDC1
	-3.608350407
	<0.001
	Down

	3209
	HOXA13
	-3.561756663
	<0.001
	Down

	3552
	IL1A
	-3.449468808
	<0.001
	Down

	7130
	TNFAIP6
	-3.347464155
	<0.001
	Down

	1475
	CSTA
	-3.285003591
	<0.001
	Down

	80328
	ULBP2
	-3.27471927
	<0.001
	Down

	55350
	VNN3
	-3.242844044
	<0.001
	Down

	4741
	NEFM
	-3.236231539
	<0.001
	Down

	1466
	CSRP2
	-3.225330637
	<0.001
	Down

	89886
	SLAMF9
	-3.151893803
	<0.001
	Down

	56300
	IL36G
	-3.090904032
	<0.001
	Down

	6700
	SPRR2A
	-3.090126697
	<0.001
	Down

	388662
	SLC6A17
	-3.086290948
	<0.001
	Down

	131
	ADH7
	-3.080117588
	<0.001
	Down


Supplementary Table 4  Primers used in the confirmation of gene expression changes by RT-qPCR
	Gene
	Forward (5’-3’)
	Backward (3’-5’)

	CXCL9
	AGTGCAAGGAACCCCAGTAG
	AGGGCTTGGGGCAAATTGTT

	CXCL13
	GCTTGAGGTGTAGATGTGTCC
	CCCACGGGGCAAGATTTGAA

	CXCR3
	GTCCTTGAGGTGAGTGACCA
	GGAGGTACAGCACGAGTCAC

	GBP5
	TCATCACTTCAAGGTGCCCAT
	TGTCTAGGATGTTACTTTGCCTTAT

	TNFRSF9
	GCCCAGCTGGTACATTCTGT
	TTGCTGGTGGAGGAACACTC

	TRPM1
	GTTCACCAACCAGCATATCCC
	GCTTTATTGGAATATCCGCCACC

	KLRC1
	AATGGCCTCTGTGGTAACGA
	GGCCACAATGACGTGCTTTC

	LILRB1
	CTGGGTCTTCCCTGAAGCAT
	ACTCAGCCCGAGACAGATCA

	IL2RB
	TCTCAGCCAGGGCTTCCTT
	GATGCCCAAGAGGTAGCCAG

	CD8A
	TACTGCAACCACAGGAACCG
	GGCTGTTGCACAGGGTTAGA


