Supplemental Table 1 The mutation profiles in drug-susceptible Mycobacterium tuberculosis isolates

	Drug (n)
	gene/region
	Codon change(s)
	Amino acid/ nucleotide

changes
	No. of mutated isolates

	RMP (286)
	rpoBa
	432(CAA-GAA)*
	Gln432Glu
	1

	
	
	543(GAT-GAG)
	Asp543Glu
	1

	
	
	545(GAC-GAG)*
	Asp545Glu
	1

	
	
	1014(CCG-GCG)
	Pro1014Ala
	1

	
	
	WT
	－
	282

	INH (240)
	katG
	191(TGG-GGG)*
	Trp191Gly
	2

	
	
	91(TGG-CGG)
	Trp91Arg
	1

	
	
	285(GGC-GTC)
	Gly285Val
	1

	
	
	513(GAT-GAG)
	Asp513Glu
	1

	
	
	WT
	－
	235

	
	inhA promoter
	－
	G-124A
	1

	
	
	WT
	－
	239

	
	oxyR-ahpc intergenic region
	－
	T-75G
	1

	
	
	WT
	－
	239

	STR (276)
	rrs 530 and 912 loop
	－
	C517T
	1

	
	912 loop
	WT
	－
	275

	
	rpsL
	WT
	－
	276

	EMB (317)
	embB
	306(ATG-ATA)
	Met306Ile
	2

	
	
	406(GGC-GCC)
	Gly406Ala
	1

	
	
	28(TGG-TCG)
	Trp28Ser
	1

	
	
	62(GGG-GAG)
	Gly62Glu
	1

	
	
	214(CCG-CGG)
	Pro214Arg
	2

	
	
	310(GCC-GGC)
	Ala310Gly
	1

	
	
	384(TAC-TCC)
	Tyr384Ser
	1

	
	
	469(CGT-CAT)
	Arg469His
	2

	
	
	563(ATT-CTT)
	Ile563Leu
	1

	
	
	625(CGG-CAG)
	Arg625Gln
	3

	
	
	655(CCG-GCG)*
	Pro655Ala
	1

	
	
	792(GGC-AGC)
	Gly792Ser
	1

	
	
	803(GTG-CTG)
	Val803Leu
	1

	
	
	983(CCG-CGG)*
	Pro983Arg
	1

	
	
	WT
	－
	298


Notes：a: The amino acid number is based on M. tuberculosis H37Rv codon number; *, the mutations were also found in corresponding drug resistant isolates；WT: wild type, RMP, rifampicin; INH, isoniazid; STR, streptomycin; EMB, ethambutol.
Supplemental Table 2 Combined mutation profiles in katG, inhA promoter and oxyR-ahpC intergenic region occurred in isoniazid resistant Mycobacterium tuberculosis

	gene/region
	Codon change(s)
	Amino acid/ nucleotide

changes
	Combined mutations 
	No .of INHR 

isolates 

	katG
	315(AGC-ACC)
	Ser315Thr
	
	38

	
	315(AGC-ACC)
	Ser315Thr
	katG Lys590Glu
	4

	
	315(AGC-ACC)
	Ser315Thr
	inhA T-8A
	1

	
	315(AGC-ACC)
	Ser315Thr
	oxyR-ahpC C-52T
	1

	
	315(AGC-AAC)
	Ser315Asn
	
	2

	
	315(AGC-CGC)
	Ser315Arg
	
	1

	
	138(AAC-AGC)
	Asn138Ser
	
	1

	
	138(AAC-CAC)
	Asn138His
	
	1

	
	139(GCC-CCC)
	Ala139Pro
	
	1

	
	139(GCC-CCC)
	Ala139Pro
	katG Ser140Asn
	1

	
	189(GAC-GGC)
	Asp189Gly
	
	1

	
	711(TAT-GAT)
	Tyr711Asp
	
	2

	
	191(TGG-GGG)
	Trp191Gly
	
	2

	
	105(ATG-AAG)
	Met105 Lys
	
	1

	
	145(CGC-CCC)
	Arg145Pro
	
	1

	
	382(CTC-CGC)
	Leu382Arg
	
	1

	
	394(ACG-GCG)
	Thr394Ala
	oxyR-ahpC T-77G
	1

	
	151(GTC-TTC)
	Val151Phe
	
	1

	
	234(GGG-GAG)
	Gly234Glu
	
	1

	
	183(TTC-CTC)
	Phe183Leu
	
	1

	
	298(TTG-TCG)
	Leu298Ser
	
	1

	
	249(CGC-CAC)
	Arg249His
	inhA C-15T, oxyR-ahpC C-54T
	1

	
	728(TGG-CGG)
	Trp728Arg
	oxyR-ahpC C-72T
	1

	
	632(CGC-CAC)
	Arg632His
	oxyR-ahpC C-57T
	1

	
	98(TAC-TCC)
	Tyr98Ser
	
	1

	
	481(TCG-TTG)
	Ser481Leu
	inhA C-15T
	1

	
	498(CGC-CAC)
	Arg498His
	oxyR-ahpC C-54T
	1

	
	619(CTC-CGC)
	Leu619Arg
	
	1

	
	630(GGC-GTC)
	Gly630Val
	oxyR-ahpC C-52T
	1

	inhA promoter
	
	
	
	

	
	-
	C-15T
	
	4

	
	
	C-15T
	katG Arg249His
	1

	
	
	C-15T
	katG Ser481Leu
	1

	
	-
	T-8A
	katG Ser315Th
	1

	
	-
	C-93T
	
	1

	oxyR-ahpC intergenic region
	
	
	
	

	
	-
	C-52T
	katG Gly630Val
	1

	
	-
	C-54T
	
	1

	
	
	C-54T
	katG Arg249His, inhA C-15T
	1

	
	
	C-54T
	katG Arg498His
	1

	
	-
	C-57T
	katG Ser315Th
	1

	
	
	C-57T
	katG Arg632His
	1

	
	-
	C-72T
	
	1

	
	-
	C-73A
	
	1

	
	-
	T-77G
	katG Thr394Ala
	1


Notes, INHR: INH resistant.
