ABLI BLNK | CDKN2B| DNM2 FYN JAK2 NF1 PRKCB |SMARCA4| FAM46C | ZNF292
ANKRD26| BRAF | CDKN2C | DNMT3A | GATAl | JAK3 NFKBI PTEN | SMARCBI| TETI ZRSR2
APC BRCAl | CEBPA | ECT2L GATA2 | KANSLI | NFKB2 | PTPNI | SMCIA | TET2
ARAF | BRCA2 | CEBPE EED GATA3 | KDM6A | NFKBIE | PTPNII | SMC2 | TNFAIP3
ARC BRCC3 | CHDS EGFR GNAI13 KIT NOTCHI | PTPRD | SMC3 [TNFRSF14
ARIDIA | BTGI CIITA EGRI GNAI2 | KLF2 | NOTCH2 [ PTPRK | SOCS! |TNFRSFIB
ARIDIB | BTK CRBN EGR2 HACEl | KMT2A | NPMI RAD21 SOS1 TP53
ARID2 CALR | CREBBP| EP300 [HNRNPAZBLI wnvToc | NRAS RAF1 SPEN TP63
ARIDSB | CARDI1 | CRLF2 | EPHA7 HRAS | KMT2D | NTsC2 RBI SRP72 TP73
ASXLI CBL CSFIR EPOR D3 KRAS PAXS RELN SRSF2 | TRAF3
ASXL2 | CCND! | CSF3R | ERBB3 IDHI1 MAP2K1 | PDCDILG2| RET STAG2 TYK2
ASXL3 | ccND2 | CcSMD1 | ETNKI IDH2 MAPK! | PDGFRA | RHOA | STATI | U2AFI
ATGS | CCND3 | CTCF ETV6 IGLL5 | MECOM | PDGFRB | RPSI5 STAT2 | UNCI13D
ATG2B | CCR4 | CTLA4 EZH2 IKZF1 | MEDI2 PHF6 RRAGC | STAT3 VAVI
ATM CCR7 | CTNNBI FAS IKZF2 | MEF2B PIGA RUNX! | STAT4 VHL
ATRX | CD274 | CUL4B FATI IKZF3 MET PIK3CA | SAMHDI | STATSA | VPREBI
B2M CD28 | CXCR4 | FBXW7 | IL7R MFHASI | PIMI1 SETBPI | STATSB| WTI
BCL2 CD58 CYLD | FGFRI INO80 MGA PLCGl | SETD2 | STAT6 XPO1
BCL6 | CD79A | DDX3X | FGFR3 INPPSD | MPL PLCG2 SF3B1 Suzi2 | zAP70
BCOR | CD79B | DDX4l FLT3 IRF4 MUMI POTI SGK1 SYK | ZBTB7A
BCORL! | CDKNIA | DHXI5 | FOXOIl ITPKB | MYC PPMID | SH2B3 | TBLIXRI| ZEB2
BIRC3 | CDKN2A | DIS3 FOXO03 JAKI MYDS8 | PRDMI | SH2DIA | TCF3 | zZMYM3

Fig. S1. The sequenced genes of the specimen and its detection method. The 222 genes important fo
lymphomagenesis included in the panel were listed in Fig. S1. Samples were sequenced using TSO500 library preparatior

kit on NextSeq550 platform.



