VAFs-derived FGF10 promotes VSMCs proliferation and migration                                                   Yuhan Chen, et al
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Supplement Figure1. Both exogenous and VAFs-derived FGF10 promote the cell cycle of VSMCs. A: Cell cycle progression in VSMCs under different experimental conditions were evaluated by using propidiumiodide staining (flow cytometry). B: The percentages of cells in the G1, S, and G2 phases are shown. n=3.
Supplement Table1. List of primers used for mRNA quantitation using quantitative real-time PCR.
	Genes Name
	 
	Primer sequences (5’-3’)(Rat)

	FGF1
	F
	GACAGGAGCGACCAGCACATTC

	
	R
	TGCGAGCCGTATAAAAGCCCTTC

	FGF2
	F
	CCTCTGTCTCCCGCACCCTATC

	
	R
	TTAACACAACGACCAGCCTTCCAC

	FGF3
	F
	CTTCAAGACCCGCCGCACAC

	
	R
	GCAGCAGCCGTACCATCTCATG

	FGF4
	F
	TGTGCCTTTCTTTACCGACGAGTG

	
	R
	CTTCTTGGTCCGCCCGTTCTTAC

	FGF5
	F
	ATCCCACGAAGCCAGTGTGTTAAG

	
	R
	TTCTGTGAATCGCTGACGCATAGG

	FGF6
	F
	TGGGACGCACGAGGAGAACC

	
	R
	TTTCACACCAAAGAGGCTCACCAC

	FGF7
	F
	CCGAGCGACACACGAGAAGTTATG

	
	R
	TTCCTCATCTCCTGGGTCCCTTTC

	FGF8
	F
	CGGAGATCGTGCTGGAGAACAAC

	
	R
	GGCGCGTCTTGGAACCCTTG

	FGF9
	F
	CCAGGAAAGACCACAGCCGATTC

	
	R
	GTCCACTGTCCACACCACGAATG

	FGF10
	F
	GCTGCTGTTGCTGCTTCTTGTTG

	
	R
	AGGACGAGGAGGAGGAAGAGGAG

	FGF11
	F
	TATGTCCTGTATGCCTCCGCTCTC

	
	R
	GCTGCCTTGGTCTTCTTGACTCG

	FGF12
	F
	AGTGAGGCGGAGACCAGAACC

	
	R
	TGTAGTCGCTGTTTTCGTCCTTGG

	FGF13
	F
	GGAAGTCGTATTCAGAGCCTCAGC

	
	R
	CTGTCCTCGTCTTTGGTGCCATC

	FGF14
	F
	AGGCAACAGGAGTCTGGCAGAG

	
	R
	GGTTCTCGGTACATGGCAACTTCC

	FGF15
	F
	TCCCAGTCTGTGTCGGATGAAGG

	
	R
	CGGATACGCAGGAAGCAGTTGG

	FGF16
	F
	AACACTCGGACTCGGAGAGACAG

	
	R
	GGACATGGAGGGCAACTTAGAAGG

	FGF17
	F
	GGCAGCAGAGTCCGCATCAAG

	
	R
	TCCCGCTCGGCTTCCCAATC

	FGF18
	F
	CGGATCAAGGGCAAAGAGACAGAG

	
	R
	ACCTTCTCAATGAACACGCACTCC

	FGF20
	F
	GGCCTGTACCTTGGCATGAATGG

	
	R
	GCGACCTGTGTCTCCGTGTTTG

	FGF21
	F
	TCTCCTGCTGCCTGTCTTCCTG

	
	R
	TCGGTGTCCTGGTCGTCATCTG

	FGF22
	F
	CATCGAGGAGAACGGCTACAACAC

	
	R
	GTCTGCCTTGCCTGGGAATGC

	FGFR1
	F
	GTGCTTGGCGGGTAACTCTATCG

	
	R
	AGGTCATCACGGCTGGTCTCTC

	FGFR2
	F
	GCATCGCATCGGAGGCTATAAGG

	
	R
	CAAGGTGGTAGGTGTGGTTGATGG

	FGFR3
	F
	TCATGGCAGAAGCTATTGGCATCG

	
	R
	CAGGTCCTTGTCAGTGGCATCATC

	FGFR4
	F
	GTGGCTGCTGTTGGCTTTGTTG

	
	R
	GCTCTTGCTGCTCCGAGATTGG




