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Supplemental Figure 1a Supplemental Figure 1b Supplemental Figure 1c

Supplemental Figure 1 Bioinformatics analysis of the prognostic value of miR-182-5p in TCGA database.

a, b and c. Kaplan-Meier curves of NSCLC cases in TCGA database stratified by miR-182-3p expression (bottom 10% 

[n = 96] versus top 10% [n = 96]) (a). Further respective analysis in LUAD cases (b) and LUSC cases (c) also showed 

no significant difference between two groups. LUAD, lung adenocarcinoma. LUSC, lung squamous cell carcinoma.


