
Suppl. Figure S1:
Primer specifications relevant for this study.



Suppl. Figure S2: 
Antibody specifications relevant for this study.
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Suppl. Figure S3: Additional clinical datasets verified the significant clinical prognostic value of high 
CA12 mRNA to predict overall survival of glioma patients. 



Suppl. Figure S4: 
Biological function and 
pathway enrichment analysis 
of CA12 in CGGA, CGGA 2019 
and TCGA databases reveals 
association to networks known 
to be relevant for the 
maintenance of cancer stem 
cells.



Suppl. Figure S5: 
6A10 treatment with no effect on 
proliferation, trend of induction of 
apoptosis in GBM1, no effect on cell 
cycle progression. 



Suppl. Figure S6: Low similarity between expression of CA 
family members in clinical samples

Unsupervised cluster analysis found that CA family members 
cannot be grouped stably in CGGA (A), CGGA 2019 (B) and 
TCGA (C) databases. Expression correlation matrix analysis 
found that CA family members have no stable expression 
correlation in CGGA (D), CGGA 2019 (E) and TCGA (F) 
databases.
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