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Supplement Figure S1. Genecloud plot showed mutation frequency of genes in 
colon cancer. The larger the font of the gene represented the higher the mutation 
frequen-cy of the gene.
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Supplement Figure S2. The association between TMB and clinical features. (A) 
The association between TMB and age. (B) The association between TMB and 
gender. (C) The association between TMB and CEA level.
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Supplement Figure S3. (A-E) The correlation of classifier index with the 
infiltra-tion levels of CD8+ T cell, CD4+ memory activated T cell, M0 
macrophage, M1 macrophage, and activated NK cell.


